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to# i 

1 

wmm i 



mm. 2 0 0 3 - 1 3 1 4 5 2 ^- v I 1/ 

M» 

[M^^^l McDNA 

[1***1] Tie (a) (g) Ov^-fn^tCfatSc^^'; * * Ko 

(a) mm^: i-mm^: 3 9<D^^-m^mmm^ntzikmmm^m^n 

(b) @£?ij#-^- : 4 0 -@e?"j## : 7 8m>-f ft^ufsf^r < y^B£^J^& 

(c) hew-^-: 4o-@s^ij#-^: 7 8frbm$iztif2^-rtifr<Dmm^^tz 

J: C^/ i tz f ifttJD L £ T ^ y mBE^iJ ^ ^> & "9 > flu f frliR £ T ^ J WMm is* h 
K 0 

(d) mm^\ i-mm^: 3 9i}-hmiR^fttz^-rfH)-<Dmm^^mm. 
gfiK^n- K-r&t&^BEm-B-tf* 0 '; * * i^^- k q 

(e) (a) frh (d) i:f»^'J ^ ^ Vtf KlUotn - K?^^»ieS 

( f ) mm^- : i -mm^- : 3 9 m>r n^nffi«o^*BE^jn*t lt^& 

<H70 %0|W|— ■*^*Be^J«r^-tf^'J * ? l^*^ K Q 

(g) BE^J#-^- : l~B£?iJ#-^: 3 9 <ov>1* tL^ufSiJcOla^BE^J^^LT^-^ 

< t & 9 o %<Dm-^z^'? z>m.mim*^ts^') % * k q 

[fS**2] ffi^l IcSEHO^'j 5f l/tf KO^f -H^-oc iotn 
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2 naeiR^n^v^r^oseK. ttm^-z^- KwM^waig^fto 

? — o 

[warns] tmm7 Ktm^mm^mmL, mmmttmm-t&x. 

[If^l2] Tie (a) frb (c) W-¥fiif*\ztim<D#*) VHrf-Y 

o 

(b ) if ^ i hie«co#>; * * v** v^^mm^^mm^mm-r^ >; *k*f 

( c ) ?S±*fflJ&Kiolt&f&JlB^ RNAi^jjjUC J: J) , i&jfr® 1 KfB*<a#'; * * 

\rnim. 1 3] ^<ois*^tr, i Kffittotfv * * u**- Kco^trn 
b ) wj)?^i/tf m*^ 9 kseiro * ? u * f - kco^ >r 7 «j y 
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gB^ijjo «t ovs fzumm^- : 4 0 : 7 8 o^-r ti^ufsic^r ^ j 

[0 0 0 1 ] 
[0 0 0 2] 

tenors &nm<vMW t Z<?>m%f&Mito h fi 
4> tT**OJS?ffi^#£>*L-C200l3MC K77 hl^iJ^M^tiT^o LT\ 2 0 

<zti*. m^ffifr&KteifzmftmmtLxm&'c$>2><7>fr&b'r, z^x 

&bti&fflfti&%:*^fri l zmM±.<nBm^t§kmz j £X^< frt\<^&X\ *<r> 
[0 0 0 3] 

^ tc y y a %m £ L t* it -c (i. <£t o it^T^mt e £ SB <b a* £ 



thl£#2 004-3059663 



&m 2003-131452 



^-v: 4/ 



[0 0 0 4] 

SCHfsJ^So H hOcDNACOW^S-eti, itii "C (1300^"^ @x.£ EST (Ex 
pression Sequence Tags) 7 f —9W'*'7 1 ) v 9 >f > K^B3 $*i"Cj3 ») , 
c> (in bo^tf5 : f<7)80%Jil_b£#^- Ltv^fe^tl^^titi/^o 

& Q CtL^^n hEST|f^<7)#< (icDNA03' ;fc$SMflj£#K£it> Ltv> 

[0 0 0 5] 

^^rftcDNA-eti. -e<7)5' 5fc»E?!) hy S E^J±-e^>mRNA^^PB$& &jW5£ 
^<^E^Jo*^i*L4i^0^tt^aiRg!:»^^l&aW»^M*3 

tf> <fc 9 ^*cDNAO»*f^ib«^y AE^Jfil^f^rffiMi-^fi^^lf^lfb 
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[0 0 0 6] 

h®e®S:3-K-t4 cDNA<7) ^ft * fltff-f LltCfi^l * 0 

iSSSS (Protein kinase^) , MSaSM3ISS®, ^MBSeK^Ji^B 

[0 0 0 7] 

icio-cn- Kinases, ^tnc-e-^ffl^jBtsrSBSfc lt^& 0 

[0 0 0 8] 

[MM * Mik-f Z> tz #><D^m 
^5&ty}%bl±, * x ) n'Jr-v-y 7°vi[K. Maruyama and S. Sugano, Gene, 138: 1 
71-174 (1994); Y. Suzuki et al.. Gene, 200: 149-156 (1997)] & Ltzjj 
&(W0 01/04286) tMfrSLfc^g^^MitK^fc bcDNA^ 77 '1 -ri»<b, & 
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T (2 , ffi ratt«5^0fi $ftt£«£Ilft \ZtfH±LX\<*Z>o 
[1] SwissProt (http://www. ebi. ac. uk/ebi_docsSwissProt_db/swisshome. html 

K 

[2] GenBank(http://www. ncbi. nlm. nih. gov/web/GenBank) , 
[3] nr(m^^^v>/zGenBank<7)^g£^iJ<7)3-T-V >^v-* 7, (CDS) 
-*\ 
SwissProt > 

PDB (ht tp : //www. rcsb. org/pdb/ index, html ) > 

PIR(ht tp : //p i r. georgetown. edu/p i rwww/p i rhome. shtml ) , 

PRF(http://www. prf . or. jp/en/) , ^m.^^t>^xmm £ tlX i/^Ifigf- 

[4] RefSeq(ht tp://www. ncbi . nlm. nih. gov/LocusLink/ref seq. html) 
[0 0 0 9] 

t tzn h titzv %<DiR.mm *t>t izmm t rz^mmcdmr - ? ^- * £#*r 

L T > £ R*1X@£^J £ &5e Lfz? u — > (Djgitt^M 7° n 7 r 4 )V £ flftf L tz 0 
fr\Z Lfzo 

*5£Wlzj5^xi±, £&&mEMfiimzm'3 < in silicotoM7°n7 7^ 
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<7)d)M<D^mRmmm mz x-ox, m m^n^Mmmmm t^tt t^^tz 
[0010] 

v^cDNA^^y^'i-Of^. ioJ:CK[2] 5' *3S{|J<7)@£^J£ T-fc > U ^OIS 
MfitJ&Ztifz? y7 7-<D<p & ft & Lv^(7) (5'#Jn;ev^<7)^^) 

[0011] 

>k<Dtfi) -%7 V*1-Yt, z\<Dtf*) 7 7 VKX oT 

[1] TIE (a) ri>e> (g) <D^-fftfrlZfim<0^i)7 7lsj-l-Vo 

(a) ge?"j#-t: i-se^j#-^-: 3 9 <D^-r^^tm^tifzi^mm^m& 

In- Kfllt^-a-tf* 0 '; * 7 V^^t K Q 

(b) S^iJ^ : 4 0 -SB^iJ#-^ : 7 8 O^-f ti7Wr|S<£<7)T ^ ^»J^f) 

(c) @e^J#^-: 4 0~K^iJ#-^: 7 8frhmiRzntz^-ffrfr<nmm^^ 

mxf/t tz itmu l?zt < y mmmfr h & ^ , m umir ztitzr^y m&ifr 
h%&s&ntmimizmm%m&M*^- F-f&i&mmz^tttfv %7 
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(d) mm^\ i-mm^: 3 9^hm^titz^-rfi^<Dmm^^ 

k-t &fi^E?ij£-a-tr* 0i J * * k„ 

(e) (a) (d) \z.%WL<n>^) % Z \s**f- KCiotn- K£*i&Sfi 

( f ) mm^ : 1 -e?ij#-^ : 3 9 <D^nfrizmm<7)iM.mmm^ttLX'j? 

(g) mm^: i-mm^: 3 9<D^-rtLfriz&m<n&&&m~ttLx& 

ti>9 0 %<nm— SifclfcE?!! 'j * ? Ko 

[2] [1] KfE*W>#';* * P*?- KOv>1**i;&»— ociotn- K£*i&g 

i/wti-eosB^y-f- k q 
C4] [2] iz$eMztiti\,*'rtLfr<Dm&R > itzn^-r^-vt, [3] hie«c 

[6] [1] KiBift<z>#';** 1^^^ h\ itzit [5] nga*o^^ 

[7] [1] mmLZntz^V Z?V*^-Y<D^-?tifr-'D, ttzii C5) HE 
[8] [7] KE*OJBKIE*#**&*U *M«J*ll|JR-t*XeS:^tr. C 

2] Hfe«$tL^v^-rtL^oMes$/c(±^7 o ^- ko^^ 0 

[9] E^II*-^: i~E?"J##: 3 9m*r*itf*KEttS*LfctfU£E7!K 
*©ffitt8UwffittW££*E?!l3&»<bfc& 15*^ W*-^ K&_LOfRfi*#o* «J 
n** ? i/^-^- Ko 

[10] [9] KfEfcO*'; ? V**h YfrhtaZ*. if^)%yv^^-Y^m 



mtiE# 2004-3059663 



mm 2003-131452 ^- v : 9/ 

[ii] [9] ^tefc<7)^>; n*^ 9 u** k^?>*&, ^'j^^v^^K^a 

(12) TIE (a) 7^<b (c) WtWCffii^*^ ? K 0 

( a ) [ 1 ] niEfto ^)%tv*?- Kw^it <b tittift ^la^se^ij £ w-f 

( b ) [ i ) tcieico # >; ^ ^ ^ v<D^m^)^mmm k mmt & >; *w 

( c ) m±mmz-&^z> 7 &w$\-. mkm^K^^, ci] ^ferno*-';*^ 
Ci3) ^<7)x@^^tf, c i ] ^tm<^>^ } ) K^m^vio 

[14] K^iJS^ : i~ee^iJ#-^-: 3 9 ov^-f^^^lfift^^^ta^SE^JisJ: <^ 

^(igE^ij#-^ : 4 o -mm^ : 7 8 (D^-ftifrKtzmoT * ; wsm-frh 

[0 0 12] 

»; * ? ko<^& <b-r, 2 <; * ? virf- k & -g-t *i& o *mm 
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[0 0 13] 

*§tW H£ o xmm £ ti£cDNA(i v^-rtt & ^ftcDNAt:-* & o K£ It * 

ScDNA t (± „ ^OcDNAoaS^^^.t^-6ATG=r K>*^-tr CI So ^ 

10 0 14] 

*HW«t^T©^n-^ (3 9^n->) li$ft£T?, I6SoM?:3-K 

t#£ fitzcDMX ■'$> *) . -e<7)5' ^3SE?!l£GenBank, Uni Gene (Human) (http://www.ri 
cbi.nlm.nih.gov/UniGene) t*— * (^"complete cds M ^ifi<^&&mRNABE£!]K: 

jtttt, BLAST [S. F. Altschul, W. Gish, W. Miller, E. W. Myers & D. J. L 
ipman, J. Mol. Biol., 215: 403-410 (1990); W. Gish & D. J. States, Natur 
e Genet., 3: 266-272 (1993)] K X «9 ffiHtt^^^f o TjiBU £ t: hmRNA 

tf o mW: ftZfc £ ti ? 9 * * - <D * y t * - (D ^ % -e J: im v > S t> ft 

[0 0 15] 

*HB^(7)^:Tc7)^ScDNA(i, 5'^Be^Ji:3'*^K^J^»o%^T^ft^tt^-/ 
7>fv-t-; K ^S^(i5'^Se^J^*o%^-riSft$tL7t7°7^-v'-<!:* 0 ';A 

se^ij i:MiL-t s * u ^dTge^ij t -caws $ *t * ?° 9 >r -7 - -t ? h * l , pcr (c 

urrent protocols in Molecular Biology edit. Ausubel et al. (1987) Publis 
h. John Wiley & Sons Section 6.1-6.4) ^¥SS:lv>S;i:i:J: •J^i"* 
CI & 0 ^> ^m<0^d)M3 9 ^^-><D^u-y^t^r<7)^:M 
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ilt7 5 /m^^-rSB^J^^^-To CDSSMi<7)^4fi*Ho^T(i, TDDBJ/EM 
BL/GenBank Feature Table DefinitionJ (http://www.ncbi.nlm.nih.gov/colla 
b/FT/index.html) (D^M Ht^o TfEiSc 1 fc« ^^fi^fi * -f-*- > * - 
K1" TATGJ Ol^lt^l), ^7fitfWh7^K>W 

[0 0 16] 

mi) 



ADRGL2011190 


1 


56. 


.2113 


40 


BRACE3002184 


2 


199. 


.1890 


41 


BRACE3026993 


3 


143. 


.4903 


42 


BRACE3046450 


4 


361. 


.4356 


43 


BRAMY3008096 


5 


602. 


.1396 


44 


BRAMY30 16953 


6 


4547. 


.5188 


45 


BRAWH3013197 


7 


233. 


.2623 


46 


BRAWH3028645 


8 


256. 


.1938 


47 


BRAWH3046240 


9 


2257. 


.3441 


48 


BRCAN2019772 


10 


5. 


.1273 


49 


BRHIP3030064 


11 


3039. 


.3347 


50 


BRHIP3038037 


12 


122. 


. 739 


51 


BRTHA3004432 


13 


1988. 


.2629 


52 


BRTHA3024233 


14 


1440. 


.2039 


53 


CT0NG2002832 


15 


346. 


.2148 


54 


CT0NG2003764 


16 


1438. 


.2169 


55 
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PLACE7013963 


17 


2326. 


. >5202 


56 


PR0ST2010326 


18 


298. 


.1869 


57 


TBAES2004105 


19 


135. 


.>1864 


58 


TBAES2007379 


20 


70. 


.2118 


59 


TBAES2007481 


21 


53. 


.1162 


60 


TBAES2008133 


22 


389. 


.2719 


61 


TESTI2043585 


23 


310. 


.1296 


62 


TESTI2046536 


24 


111. 


. 533 


63 


TESTI4002988 


25 


597. 


.2687 


64 


TESTI4005158 


26 


952. 


.2961 


65 


TESTI4005500 


27 


249. 


.2336 


66 


TESTI4052089 


28 


1517. 


.2038 


67 


THYMU3024602 


29 


31. 


.2634 


68 


THYMU3044175 


30 


1101. 


.2054 


69 


THYMU3046350 


31 


282. 


. 1787 


70 


TLIVE2007192 


32 


350. 


. 730 


71 


TRACH1000193 


33 


998. 


.2956 


72 


TRACH3019290 


34 


152. 


.1738 


73 


TRACH3021066 


35 


2485. 


.3792 


74 


UTERU20 17492 


36 


80. 


. 808 


75 


UTERU2025415 


37 


47. 


. 379 


76 


UTERU2036507 


38 


276. 


.1691 


77 


UTERU3020583 


39 


126. 


. 575 


78 
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~100bp, flPS L< (±15bp~35bp<7)§Ift^^i-^o ^CiE^&LA PCRHffiv>£J# 
£-Kfi, 25-35bp<7)ft$ fc&v**S**W&£ t^Ti^o 

[0 0 18] 

i~<2>^:fe(i"&£n'T ! '&-5> (Current protocols in Molecular Biology edit. Ausub 
el et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) « 5' M<D&. 

^(5'UTR)^m*S^"J^^v>T^-r **&£-KI±, k^cDNA^ff & 

[0 0 19] 

^ftcDNA*#j£i"-6»#Hli, ^^iiipI^^gS^JfiSv^co-eii^bptc 
^>S.^o L^LLA PCR(Long and Accurate PCR)^£fUffi-f & d £ Hi 0 , C <D 
X 9 ^Sv^ito^tiBTtg-e^^o Sv^DNAO^Hti, LA PCR^flJffl-t^co 
75WJ-e*^o LA PCR-C(±, 3'— * lxT-^14£#o£#£fc&DNA 

tab, m ^i&mm t^ott ira c*a*isi£-j& £ jg * £ c t **t? § £ o -c * * 

o LA PCR^flJffli-tL(i\ Lv^#Hj3V>T(i, 2 Okb^iOJifligOT^t $ 
n-cv^, • PCXO**fS«. ^±f±,1996) 

[0 0 2 0] 

*f§9!o£gcDNA££-/&1-& fctfxoHtl £ &&DNAKfi> jfc^tr iot 
ill TticDNA 7*?i) -*mmi-2>Zt &X § * 0 *f§9! K is » t & ^rftcDNA * 
n - [1] * D rf^e ^ - 7 j; ^^^o^HtHflSv^cDNA^ >f^7'J-« 
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[0 0 2 1 ] 

^Cio Tff7l^^:«cDNA<7)4a^@B^J^ «b tHc $ ftfz 0 ^fS&EW-^x. h 
^^^^pI^T^^o fcrtfU J: (9iWH^ftcDNA60^^tfo £WU fctilf 

[0 0 2 2] 

^H^O^cDNA^ n- ><7>5 , -»£*tr&3£E^J£flJffl-*-*Uir, *V A±<7) 
#^£*lTW& (Nature, Vol.409, 814-823, 200l) o 2003^H f± £ h £ 

y a i I? £ V7h -emffi-t z>zta±&% mm& t & & ^ o l a* 

U ^f&0^O^ftcDNA^n->cO5'-^*-a-tfla*Se^J^fflv^ti(i\ £ftcDNA<05 
[0 0 2 3] 
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Current Protocols in Molecular Biology edit. Ausubel et al. (1987) Publi 
sh. Jhon Wiley & Sons Section 16. 1-16. 19) 0 T "7 j — x -f -ffi$^lffiv>&#C 

, -f >lf h n h y \s- v a y (^IJx.(i\ fOn the fidelity of mRNA transl 
ation in the nuclease- treated rabbit reticulocyte lysate system. Dasso.M 
.C. .Jackson, R.J. (1989) Nucleic Acids Res. 17:3129-3144 J #BB) %tlz£t) 

[0 0 2 4] 
[0 0 2 5] 

#^6-J^^I§l§v£ (Current Protocols in Molecular Biology edit. Ausubel et 
al. (1987) Publish. Jhon Wiley & Sons Section 8.1-8.5)) Ltil 

o 

[0 0 2 6] 

mitc^o ^mmt, mmwiza^ 3o%vm, i/:{i2o%m ttzuio 
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Hf:ttf ^tt-S 7 ^ y It^S : t J Lv> 0 1?!jxJi\ Ala, Val, Leu, He 
, Pro, Met, Phe, Trp(±, $HZ#m&T < smzfrmzti&tzib, HWCj&fctt 
M*^-fZ>t^z_htiZ>o ttz, man&k LXIL Gly, Ser, Thr, Cys, Tyr 
, Asn, Glntfmfbti&o ttz, M&T < J ML LTfi, Asp£ J: tfGluri^f t, 
*L& 0 il*1£7 < /it LT(±, Lys, Arg, Hisrt ? W£> 0 

[0 0 2 7] 

tfz, ^mmm^z^rm^titzm&mtmm^izmm^m&mit, mmm 
^^t^prt^^^o sp*>, ^ii^-e&tuf, /wr'j^t*-y3>fiifi (Cu 

rrent Protocols in Molecular Biology edit. Ausubel et al. (1987) Publish 
. Jhon Wiley & Sons Section 6.3-6.4) £ffl^T^|IMWCio^T|WJ;e£ frfc® 
6W£ n - K-t £DNA<7)l£S@c?iJ (fU) i7t(±-€-0— SBSr^tlCitLfcfflratt 
cOi^v^DNA^^ILT, i^DNA^^Mf^^|Wl^^geS^t#^,-<h^, il^T^ 

^irhm^O , -tL^>MeW^=f- Ki-&DNA<h/^ 7*'; X-f&DNAU J: <9 ^ 

#!lxJ£\ lib, t^X, 77K 7*?, * v^<7)^*£!&»^f <b tL^> 

^ ztihizmmznft^o 

[0 0 2 8] 

^WKi^fcssKfcn- Ki-&DNA£ig.jti-;£>7 , ii6<7vw r>; ^-t?— > 

3>0*#tt, ftf Ltltt TlxSSC, 0.1% SDS, 37°CJ flife* •) , <fc 

*)«L^#M$£: Ltli ro.5xSSC, 0.1% SDS, 42t:j HJgT* «K ZbKML^ 
##hLT(i TO.lxSSC, 0.1% SDS, 65t;j fUt^frT- &o 

£o "f ^^yj^^-lf-y3>^ T6 x SSC, 40% *M7^ 

k, 25 °cj , n x ssc, 55 rj -eff^ff^fflv^^t^-ei^o «t 
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y)Wt Lv^ftt LT(i. /n^-7''J r-f-tf-va T6 x SSC, 40 % *^A7 
^ b\ 37 °CJ , T0.2 x SSC, 55 V] Xfti &\Wmf btt&o Zh\Z 

Ltli, A^7 ,-, J^-t-ya>^ T6 x SSC, 50% *)^7< 
K, 37 °CJ , ro.l x SSC, 62 °CJ tlf^ftSfflv^it^tlio 

& 0 L/:^ot, "7' U ?4 -tf- v a h 'J > 

ifrtLTii, f5fe^Ofe*0^fc LTfc tz.& l"0.5xSSC> 0.1% SDS> 42°CJ 
mfeZTji-tZ ttfX&& 0 ab*V»{±, ^^r'jr^f-tf-ya^^ T6 x SSC, 40 
% ^A7 5 K,' 37 °CJ , T0.2 x SSC, 55 °CJ "T^T 9 * * h 'J > 

[0 0 2 9] 

fcfc, S*#-C*fLtf, SSCO#50^ W7^ KjftJK, £«&£V)f£#:# 

ffeO^ («x.lf, yn-r«JK, yn-roft$, -tf-v 3 

* HiJi- h^b tfmt x$>2> 0 

[0 0 3 0] 

*f&Wli, Wf**l (a) fcffi*o£*K^Jfc#LTrtv>H-'H:*# 

. ^<H4 0 %J^_L, »JL<li60 $ <b £ L < (i 7 0 %J^± 

<7)ie^iJ<7)|W|— 14*^o &&Wi<fc L< f±> 9 0 %J^±, £fcli9 3%J£H 
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±, *^v^|±9 5%1U, MHIi9 7%M±, ^-LT 9 9%m±Oll]-tt*W^ 
[0 0 3 1 ] 

^§§9!C£tt&7^ y^K^J^ll*@^iJO+II^14(i, Karlin and Altschul iz 
i 1,7;^'] XABLAST (Proc. Natl. Acad. Sci. USA 90:5873-5877, 1993) 
ioT^t4:^ ? f^o :ff)TJ^''jXAi:S-3Vt, blastn^>blastxt 
D^^tL^yn^ ^ A^^^n-CV^ (Altschul et al. J. Mol. Biol. 215:403- 
410, 1990) o BLASTtlS^^Tblastn^ J: o-ril^K^iJ^Mffl-^lf^-tifi, 
y * -9 -life t xJiscore = 100, wordlength = l2^1-£ 0 ifz. BLASTS* 
o'v » Tb l as tx IZ X o T 7 ^ / ^Sfi^iJ * #f#f 1" £ K (i , > * 9 ^ - 9 - ii £ x. 
tf score = 50, wordlength = Zh~tho BLAST i: Gapped BLAST"7°n ^*7A^ffi^ 

f^O^^tfj £^&{i£r£nT£> £ (http://www. ncbi. nlm. nih. gov. ) 0 
[0 0 3 2] 

iLfz, MfclrMWii&ffi (PCR) (Current protocols in Molecular Biology ed 
it. Ausubel et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) £ 

m^x, ^mmm^io^xm^fitzikmm (iu) <r>— gu^uc^^v 

- £ l£ft L , -1 ti h DNAK^iJ t tz it * <D-U t ffi flltto* v ^DNABffJt * *M L T . 

- & BTgg-C^^e 

[0 0 3 3J 

*n9!i± * tz, mi^L fzmm j 5izmm<7)m.mmfr 9 

KSr-g-trsHU * * K * 0 --"C r*l*tSJU A:T, G:C<£>*£2£ 

14, < Hl5iML/:)! * V** Kiitt^CffiWC^^l^i: 
< t i>70% , Ut L < l±4?fc < £ &80% , J:^Jl< (490% , 
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ti. il#> 15bp-100bp. L < {±15bp-35bp0ilft^^-r^> 0 ifc, 7°n- 
"Tfc Ltfflv^i^t:ii, *§m<r>#V * 9 V*^- b*<D'J?%: < t &-£R£L < it 
£gfl<7)E?iJ £^TU < «h ^15bpOiIftODNA^fflv^n^o /7>fv-tL 

-cffiv* * 3' fflo«i«i±ffl«w-e* * <&m&& & -h\ 5' hj k upmrnmrnm 

[0 0 3 4] 

< * 15bpJ^_t , x. If 50bpJ^±, !tflL< t± lOObp 
JA±, $ &K*f* L < (i500bpJ^±O§I;ft£WU 3000bpJSJL r*3 . Sf Z L < 

(±2000bpmi*I<7)iIS^W1"^o iOi n &T>?-fe >^DNAH(i. ^f§HJ3<7>®6 

x.tf, E^iJ#-^ : l~E?iJ#-^: 3 9 Kifi4fco*£*E?iJ) OE?iJi*S:ii:*x 
^n^-^"J.— b££ (Stein, 1988 Physicochemical properties of phosphorothi 
oate oligodeoxynucleo tides. Nucleic Acids Res 16, 3209-21 (1988)) & ft: 

[0 0 3 5] 

-C£&. 'J*K-*f>fA, ab<5> V^tiRNA interference (RNAi)3b*fcJ: 0 

tl&c 

>; sK-9*>f a (i, ^l&^<7) # >; * ? v Kcor y *-fe E?'J f . WiMYtm \z 
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, &ftJ-e*-5o tit JUL s^yr-^y KM'JtfHf-f A (Rossi et al. (1991) P 
harmac. Ther. 50: 245-254) ^7 tf >M<7> U sJMf>f A (Hampel et al. (1990) 
Nucl. Acids Res. 18: 299-304, and U.S. Pat. No. 5,254,678)^ ifi^Sc^iJijf 

cio -csj&ft & £ <h ^-e # & o 

[0 0 3 6] 

0Ox.fi; a > v - a 7 KI 'J A O | £5)1 K ^ >f G13U14C15£v> 

^SE^Jc0C15<7)3'liiJ^^Blf-t^o W-f A^iS14H(iU14hA9 

h <£>i£3£*t^l&j& s £ll £ *U C15^ft fc> *9 &-A15 ^ 7^{±U15-e & SJBf"? § -5 - £ 
^^fiX^h (Koizumi M, et al.: FEBS Lett 228: 228, 1988) 0 
&imm&fa&&<omEffi\t#toR}& } ) tf^f ^ A £f£ft"t-*U£\ fltfjRNA^OUC 
, UUiTtitiUA^v^eE^iJ^igllcl-^flJIS^atJ^RNA^SIf 1 ; WA^ffit^. 
Ih^t^ (Koizumi M, et al: FEBS Lett 239: 285, 1988, /JvtM£4c^ 
If?: 9y>**W&&&% 35: 2191, 1990, Koizumi M, et al: Nucl Acids 
Res 17: 7059, 1989) 0 WLtf. #S£9!ODNA (IS?iJ#-^ : lfrhWffiitt: 3 

ztiz£V) y *L§kW<D# KoftitoftB £ } ) #*f4 A X*wm-f & £ 

[0 0 3 7] 

V A (4, §f i L < (4RNAI3 4 o Zti&o - <0 4 ^ & 'J 4 A (4 

- K1-^DNA^RNA^'; ^ ^ --tflC 4 o "C$£^-f 4 d <h tC 4 o 'J >W-T A 
StS-fc^-ei^e J: o T 'J -ff ^ A ^Mt ^ fcl C(i, *W>T A 

£n- K-T&DNAf4, RNA^'j ^ 9 — tf /6 ? fS!&-t & 7°n^e- * -OTflfL^BfiSS ti 
h 0 RNA*°'J ;* 9-4f t LT(4, T7 RNAsf?V ^ 7 - -tr ^SP6RNA*° U ^--tr£ffi 
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[0 0 3 8] 

:£#§BJ3(i, ^||0^(7)^ 0 '; ^? ^ P^-^ Kco|§Jl^^flJi-^siRNA(small interfer 
ing RNA)^^*1-^o siRNA(i, mRNA<h |b] dl^g^ij £^tr 2^10 RNA^\ ^fgm 
RNAlC^oXg6«^J&£ISW1-£ffffl(Fire et al. (1998) Nature 391: 806-8 
ll)£flJffiL£, Sf5TI&WH^#T-e^)^o 2^§im^i£^^3§»PfM 

tit^of:; (h^^flibttTV^ (Zamore et al. (2000). Cell 101:25-33; Gur 
a (2000) Nature 404: 804-808) 0 2^§lRNA<7>*fflJfe^O#A^ <fc o 

[0 0 3 9] 

siRNA<7)ft£lif|rlM£n&^ 0 »i:SA$ 2 «(7)RNA(i:. *HJ&I*|-C3'* 
^^^21-23bp75^4^»fH-C^WU-eJif^tt^o 2^§IRNA^^JKffi-^>^(i 
, ^^-9-- (dicer) tPf(ftltv^ 0 ^^c L/i2^ilRNA(7)W : it(±, IsJCSS^JSrJf 

X o"C^U if £*t& (Hammond et al. (2000) Nature, 404: 293-298; Zamore 
et al. (2000). Cell 101: 25-33) 0 
[0 0 4 0] 

RNAi^jfHc zhmtt^^mm^tztbiz.^ mm^s\mk^mx^-^>o sir 

RNA-e^ttsiRNA-e^ti, ^£>£-J& £ Ktzmk^mmzmX-f Z>^\z (i, 
[0 0 4 1] 

^)^v^±siRNA^^^[*|-e|&il$-^^^ h t-e#^o 7^ t x. ii\ -t^^se^iji: 

ttl!iEi|#2 004-3059663 
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T kf — 7°«it £ ^o2^ilRNA^ J l§Jl £ *i & 0 & £ W± W £ #| & & y n - 

* - <Dmmr^M £ -tr , gij * </> * h ? > 4- %> 2^§irna t -r & t i> v 

[0 0 4 2] 

■f z> ia*se^j-e^) o t^^ 0 r > -f-t > ^ *° % * v ^ k\ >w-r a , & 

(±9 5 %J^Ul. J: 0 «f i L < tt 9 8 %J£Lt, L<li99 %J£LLO*Bl^f£ 

[0 0 4 3] 

^H#(±, l§?l£WJ-r^§ilfeT-<7)ia*S^iJt;^v^T, siRNAfc^f^ > 
5' « * & v> (±3' fflij o#NSIIRf« 

L£ri ? oT, f;tx.l^^- h n K>j; t) i>T : M<VORF<D*lZ? -V y b E?U 
*K l9-2lffl*Oiill1-4*3feiEyiJ **tr «t 9 K A&WTab&o itzsiR 
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[0 0 4 4] 

-rii^-r^> it**, itfs^nit Lxmmm^n^m^mm-r^^xmm^M^ 

[0 0 4 5] 

o titx.i£. YmMmfenmttKmmw%i&mmx%<xi>, « 

|W) & &g£E?i| * ^rf £ itfeT ri*S££ L T ^ £ WiJfe &c £ v > T f i . g £ 1" £ SfS 
^^it-t*#*W«:fl^PiWftfflSr»!^-eS-5o II:, -hiEO «fc l * 

[0 0 4 6] 

, Mx.&, m*&m&&&m&timmx-&z> t^x-btiZo ztnottz&m=?- 

X&mizm^&Ws&izii.^ mk\if, H^n^^^^n- T-rV^-r^X^^ 

t^mm Lt, ex vivo&^> in vivo£& «t 0 

[0 0 4 7] 

mtE#2 004-3059663 
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i o'r< y®m±.<vr ^ ;mmw*b%Zo mu^y^vu, *%m<vm&n 

6 K 4- it ^ & ^ 7°^- r - -if -e-KJifi- z> £ <h tc i o r tsi$6"t £ - § & o 

[0 0 4 8] 

(ipBluescript^? * - (StratagenettfS) 4 t f « £ Lv> 0 ^H^OSfiK*^. 

o m^9 9-a, immpi. i#*«r*k ^tfi^Tiei^n 

T^<9 9- <,-fu*1ft)M) , *J}§M^<fc*UipET^ (InvitrogenttSO , 
^^«Bfla-C*tL(fpME18S-FL3^^^- (GenBank Accession No. AB009864) , £ 
!M#n?&*U£pME18S^ (Mol Cell Biol. 8:466-472(1988)) & ^fcf 
9 — ^<D*5£WmM<7)mAli1r;mz£ *) MmM^ 4 h £ffiv>fc 
'j — -tflx^C i ^fr "9 <^ £: § <5> (Current protocols in Molecular Biolo 
gy edit. Ausubel et al. (1987) Publish. John Wiley & Sons. Section 11.4 

~11.11) o 

[0 0 4 9] 

t'fnyx^^i) t^n (nmm^ Vol. 18, No. 19 (12 J! 
), p2716-2717, 2000) o iOy^fAI±5A/7r-yO(> o2lS^S5fi:#I 
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Wm.mz.mm (BP*n?~ tffcLR?n-j— tO fc-€-0^*wajftx.«Bfi:S:i> h 

if AU ^:^-<7)ge<J<7)DNAiff>t^A^tL/;^> h 'J ^-tfXrn^ 

tf'&Wk bZtfs GATEWAYS lt±fc>~ffr 3-40 fflt?B WOSeK^S&SjW&K 

a^^-^? h*HaSeK^>ll«6»*f**lia-Ci* (http://biotech 
. nikkeibp. co. jp/net 1 ink/1 to/gateway/) o 
[0 0 5 0] 

^ *-7&*#A£*i&*i±*ffi»i&t LT(±#Kf|jlJSI(i& < , B6<jK(£i;Ttt**>1t 

m±M^<7)^ *-#Ali, MxJ£\ »; >W.l3^^VMkEc&. mM.'*** 
0?Lv£ (Current protocols in Molecular Biology edit. Ausubel et al. (198 
7) Publish. John Wiley & Sons. Section 9.1-9.9) „ 'J#7i^ 9 X (GI 
BC0-BRLthS0 „ v>f * >v*^ * > a ^O^-Cfr "9 - t^te"?* 

[0 0 5 1] 

«i-e-Offi««[JCffl«6«|«:Ja[3feEy!|^P>**>J?*< ti> 1 .5 * * h'Z&tr # 

*° 'J ^ 9 - 4f iI$I&J£ ( Y S A DNA-PCR^RT-PCR) *5&W <0 M 6 R £ 3 - 
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K-r*DNA«r*i*Bi--5^t**-C§*o £JlcDNAW »@£^ <b J A@£ 

^Ji^OmRNA^E^M^^S^^nrflfei^-e, PCR^W 7* <J ^ -tf- v a 

ftfcitf£^&K*tLT, RFLPfl?ffi\ SSCP, y-?x^y>^Jftt:j: ») , 
[0 0 5 2] 

m \z fi# miJ PI (i * < , *" 'J * n - frfflfc*? ^y^n-f £ iitftJOK US 

o 

h%> (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wiley & Sons. Section 11. 12-11. 13) 0 ^S?u-i~ 

mmmm t #$tm« * mmm& £ *ttz^ 4 r k - -*im<n * & h n %> z\ 1 a* 

*C§^> (Current protocols in Molecular Biology edit. Ausubel et al. (198 
7) Publish. John Wiley & Sons. Section 11.4-11. 11) 0 
[0 0 5 3] 

Mritttiiztt. maim®., ih&. ttzimi&KZfrhm&nimmu 
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L^o H h hOiOtA*iix.fcv->x (#!lx.fi\ TFuncti 

onal transplant of raegabase human immunoglobulin loci recapitulates huma 
n antibody response in mice, Mendez, M.J. et al. (1997) Nat. Genet. 15: 146- 
156J #hs) izfll&-t&Z£iZ£r)M9k-t&Z£tf-?£2> 0 ifz, 

* f, C § & (Methods in Enzymology 203, 99-121 (1991) ) G 
[0 0 5 4] 

*3&9!<£>cDNA (?n->) ^n- KLTv>SOIi, 0Ix.lX$Hfc • USSR. M 

, • 5HfcWiI£6R, DNA • RNAfo-a |g&fC> ATP • GTP^SSK^ «fc -) 
It^MiJSti&SfiROT^ y»E?!I-C**o zthb<DM&'gt Lt«^ 

NA^n - K L & - <h ^-C § * o 

[0 0 5 5] 

JJDv^^K *)>M\MtiL. WZinc finger^?— "7, SH3 >f >^$r^tB"t" 
itT'^^HjOcDNA^n- KLTV>*gSRo;»fl&&te»!-C# &o 

, <©^T^fr^TPf am(http://www. Sanger, ac. uk/Sof tware/Pfam 

/index. shtmDO Vers ion 7. 7 (2 0 0 2^12 Ha^"CW**flR) ilisv^Tti 
4 8 3 2ii35 I RS$n, 7*- ffcSft "0**0 
[0 0 5 6] 
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fflM^&^xmmm±^5£%i-r &t ceii Receptor<Dmmftmmz^&ztifzi 

TAM (immunoreceptor tyros ine-based activation motif) t tt¥-l£tl%> ^^f-— ~7 
(Flaswinkel, H et.al. Semin Immunol 1995 Feb;7(l) :21-7) (iYXXL (^-Ov 

ymitmmv^-( y^w^tzmm (lck) c^t-j ymitz^tf. ^<D<)>m 

itf- n -> > IZZAP70^SH2 K > £ ^ LTf£-£* L v ^ ^ ? Tv£ \zfct>Z> Z. t 
Wot^S (Bu, JY et.al. Proc Natl Acad Sci U S A 1995 May 23;92(ll) : 
5106-10, Neumeister, EN et.al. Mol Cell Biol 1995 Jun; 15(6) :3171-8) e 
[0 0 5 7] 

z.tibzMMLtzm.gLitTfflMfztfx* < , mmfflmxb&^mztix&t) (Che 

n, T et.al. J Biol Chem 1996 Oct 11;271 (41) :25308-15) , TWI^-, 7 h 
[0 0 5 8] 

±IBIi— mx$>2>i)K ^mzmmLtzZtitzlfVfclBlZ&^XlsITM, SH2F 

uv\t-fhz\t, ^Lx^<Dm'm&<vmifeZMW'fz>z\ t, axz/^M&m 
<nmtmmzk±* -rm—iz^^-y, 4 ym^^Mm^^zmM^ z. t& 
fofrho ttz, > t^^tz^hmm^m 

*kmtbx~&L*)tL<ox&*). f^tf, 9>^?«£^.wt Lx<Dmumm znz 

t^pLhtlX^ho 
[0 0 5 9] 

ftx£<7)£ 0 %M£zm-oxi*z>frt\;^ z t zft^u^^x-mftXiEm-m 
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[0 0 6 0] 
[0 0 6 1 ] 

ai&MlJ<7)£ LT. fflrai4^0J#^(iGenBank, Swiss-Prot 

. UniGene. nr. RefSeq£ v>o tz&r'- 9 ^- X £*j-^KBLAST^FASTA& ^ffi 

^&<0^fflfci3V*T«±££3feE^&&£$*ufcT < /^E^JK^LT. "s?**f- 
mMMi¥M^m^h\t?^m [K. Nakai & M. Kanehisa, Genomics, 1 
4: 897-911 (1992)]^S0SUI [T.Hirokawa et.al. Bioimformatics, 14, 378-379 
(1998)] (^mnm^W^nmm, MEMSAT [D.T.Jones, W.R.Taylor & J. M 
.Thornton, Biochemistry, 33, 3038-3049 (1994)] tn t\ t fc**— 7 * Kp« 
^ ^O^rfl'J&'bffPfam-^PROSITE (http://www. expasy. ch/prosite/)3?K*t LT 
tkmZft 9 *n->*£3- K§*i45&Roi OfiMfflfcflMB* 

[0 0 6 2] 

V^T. GenBank. Swiss-Prot. nr. RefSeq O^-r- ? =£r-*t^lCffl|^i±t^g^ 
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fifcT 5 /&KyjK**LTPSQRT, SOSUIfcffi^fc v^^gE^J, fcitflRMSJ 

t LfcflitfcWJ (Swiss-Protect: y h -r*- * ■C**Uf »7 - K*#Jffl"t*o nr 
, RefSeq<7)b <y hf-*-^t?^n(fDefinition^Reference1t^^#HS-t-^) , & 

«t ^i^ORF i:Jft4 PSORT fcfflufcv^-^v-^v;* SOSUI * ffl v > 
ofc 0 3 3 ^n->t;ov»-C»±J^TO*-r^';-twJRi--6gaRS:3- K 

[0 0 6 3] 

frW • (19^n-» 
MMSMil^fi® (10?n-» 

*E¥M«S6» (7*n->) 

^Mwmses (2 3 ?u-» 

mm'itmmmm&m (8*n-» 

• Nti£M&£3K (2^n->) 

DNA-RNA^Sa® (8*n->) 
ATP • GTP*££*g£ jf ( 2 * n - >) 
[0 0 6 4] 

ADRGL2011190, BRACE3046450, BRAWH3013197, BRAWH3028645, BRAWH3046240, BR 
THA3024233, PR0ST2010326, TBAES2004105, TBAES2007379, TBAES2007481, TBAE 
S2008133, TESTI2043585, TESTI4005158, THYMU3024602, THYMU3044175, THYMU3 
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046350, TLIVE2007192, UTERU2025415, UTERU2036507 
[0 0 6 5] 

&>^tZo 

BRAWH3013197, BRAWH3046240, PR0ST2010326, TBAES2004105, TESTI2043585, TE 
STI4005158, THYMU3024602, THYMU3046350, TRACH3021066, UTERU2036507 
[0 0 6 6] 

BRHIP3030064, CTONG2003764, PLACE7013963, TRACH3021066 
[0 0 6 7] 

tmmmm&n^m-r^ tm^ntzyu-yit^ &t<d7 yu-ye&^tz 

o 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI4002988, TESTI4005500, TR 
ACH1000193, TRACH3019290 
[0 0 6 8] 

ADRGL2011190, BRACE3002184, BRACE3026993, BRACE3046450, BRAWH3013197, BR 
AWH3046240, BRCAN2019772, BRHIP3030064, BRTHA3024233, CT0NG2002832, CTON 
G2003764, PR0ST2010326, TBAES2004105, TESTI2046536, TESTI4005158, TESTI4 
005500, THYMU3024602, THYMU3046350, TRACH1000193, TRACH3019290, TRACH302 
1066, UTERU2017492, UTERU2036507 
[0 0 6 9] 

t/c±|S2 3^n->li^t^ Swiss-Protk: y hf-^ RZfnr^ RefSeqk: 
y £ h OlAfclr tfc&<DT — — ^-T£>£0nline Mendelian Inh 

eritance in Man (OMIM) fix v^itfcT-. Wte^-Cfr-otzo l^T^ya 

-y^tOUIM Number ^^i" ( 7 n - y <D ii y a ftmiM t ta o fcOMIM 

Number) 0 
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ADRGL2011190 (602658), BRACE3002184 (603899), BRACE3026993 (601282), BRA 
CE3046450 (603035), BRAWH3013197 (604100), BRAWH3046240 (602646), BRCAN2 
019772 (603849), BRHIP3030064 (605762), BRTHA3024233 (603088), CT0NG2002 
832 (604668), CT0NG2003764 (176977), PR0ST2010326 (604110), TBAES2004105 
(605008), TESTI2046536 (182890; 182882), TESTI4005158 (601328), TESTI40 
05500 (602277), THYMU3024602 (600493), THYMU3046350 (603080), TRACH10001 
93 (139139), TRACH3019290 (603975), TRACH3021066 (164870), UTERU2017492 
(602917), UTERU2036507 (605008) 
[0 0 7 0] 

mm ■ ttmm&m&n<7) * -r *v - kjk-t & t at £ $ *l£ * n - > vxrv> 

8 ^ n — >-C*ofc 0 

ADRGL2011190, BRHIP3030064, CTONG2003764, PLACE7013963, TBAES2004105, TH 
YMU3044175, TRACH3021066, UTERU2036507 
[0 0 7 1] 

mmfrm ■ mm£&m&nn*7-=rv-Kmir2>tMfcztifz?u->i^ m 

~f<7) 2 ? n — vcabo^o 
TBAES2007481, TESTI2046536 
[0 0 7 2] 

BRACE3026993 

[0 0 7 3] 

, HkT<7> 1 ^ n->T"^>ofco 
TESTI2046536 

[0 0 7 4] 

tlTO 2 ?u-ye$>K>tZo 
TBAES2004105, UTERU2036507 
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[0 0 7 5] 

1 ^n->t*o/: 0 
BRCAN2019772 

[0 0 7 6] 

DNA • Mk^m&n^iJT-^V-^m-th tmfcZtitztu-yit^ 
? n- y^h-otzo 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTT2046536, TESTI4002988, TE 
STI4005500, TRACH1000193, TRACH3019290 
[0 0 7 7] 

ATP • GTP^^eS^^T-^'; -Izm-fZ tM^Ztttz? n-xi, VXT<D2 
? u- >V&^fz 0 
CT0NG2003764, TRACH3021066 
[0 0 7 8] 

5e*C £ $&<7)W h ti% \t*9 n - y -c$> o £ 0 - ti «b * o - > (i<$*ffe, 
f-M-^«07 7 7°r-*- FCio T^if^lS ^> ^ & £ oil t\$.tfh Z>o 9 n - 

BRAMY3008096, BRAMY3016953, BRHIP3038037, BRTHA3004432, TESTI4052089, UT 
ERU3020583 

[0 0 7 9] 

frif-enK^fzib, ^i*ti^mztitzmife*f-=i' ] ) -Ki>mm-fz>~^m&&& 
if 7t zmmtmu $ n & pit & 0 

[0 0 8 0] 

$ fltz T < / ^SS^iJcOPfam (http://www. Sanger, ac. uk/Sof tware/Pf am/index, sh 
tml) K*j~r& ^tfc3&tf>tt* (HJfcfll 5 #180 Hft^ili^f-^ 
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«K^>, tf-7^7^-t7 v a Pfamtf>-9->f M*J^Inte 

rPro (http://ww.ebi.ac.uk/interpro/) PROSITE (http://www.expasy.ch/cg 
i-bin/prosite-list.pl)^<7>&'; > ffaz&if Z>& -f— 7 gMffl & 

mn * , # kprosite niov^T i # f - Km £ mz-t h^t 

^KO«^«*fTV\ ^T9liOHtl*f^'J-^iS:fifo^:o IS*> 
[0 0 8 1 ] 

sm-msL&n (i o^n-» 

«®eKI5Sgfi» (2*n-» 
y^t^IBliaR (3^n-» 
$5¥M3IM6K (8^n->) 
Sfg • ftttWMGK (7*n-» 

(i?n->) 

DNA • RNAfSln flESHI (7^n->) 
ATP • GTPIS-g-S 6SC ( 1 * n - >) 
[0 0 8 2] 

BRAWH3013197, BRAWH3028645, BRAWH3046240, BRCAN2019772, PR0ST2010326, TE 
STI2043585, TESTI4005158, THYMU3024602, THYMU3046350, TRACH1000193 
[0 0 8 3] 

BRAWH3028645, .TESTI4005158 
[0 0 8 4] 
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BRAMY3008096, TESTI4052089, TRACH3021066 
[0 0 8 5] 

o 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI2046536, TESTI4002988, TE 
STI4005500, TRACH1000193, TRACH3019290 
[0 0 8 6] 

mm • ftitf ramsesfo * f- - \zm-t & tis$^^n->it aro 

7 ^ n — y^&otzo 

ADRGL2011190, BRAMY3008096, CT0NG2002832, TESTI4052089, THYMU3024602, TH 
YMU3044175, TRACH3021066 
[0 0 8 7] 

TO 1 ^ n — >~e$>^fz 0 
TBAES2007481 

[0 0 8 8] 

Ifil^lc • ffoiP^ilS fil^*r - izm-f Z> t Mfe £ *i£ ? n - y \u 
WTW 1 ?u — >-e$)^tzo 
CT0NG2002832 

[0 0 8 9] 

DNA • RNAS^MSKO^-r t^t^^ *t£ * n - > ti, J^T^ 7 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI4002988, TESTI4005500, TR 
ACH1000193, TRACH3019290 
[0 0 9 0] 

ATP • GTP|t^S«<7)^x3->; -^jg-t^ fc#i5c£*i/i? n->|j, J^TO 1 
^ n- yx*$>^fzo 
ADRGL2011190 
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[0 0 9 1 ] 

BRACE3026993// TSC-22/dip/bun family 

BRACE3046450// PDZ domain (Also known as DHR or GLGF).//PDZ domain (Also 
known as DHR or GLGF).//PDZ domain (Also known as DHR or GLGF). 1//PDZ 
domain (Also known as DHR or GLGF). 

CT0NG2003764// Phorbol esters/diacylglycerol binding domain (CI domain) 
TBAES2004 105/7 Thrombospondin type 1 domain 

TBAES2007379// EGF-like domain//EGF-l ike domain//Trypsin Inhibitor like 
cysteine rich domain//EGF-l ike domain//EGF-l ike domain//Keratin, high su 
lfur B2 protein//EGF-l ike domain//EGF-l ike domain//Granul ins//EGF-l ike d 
oma i n//EGF- 1 i ke doma i n//EGF- 1 i ke doma i n 
TBAES2008133// PDZ domain (Also known as DHR or GLGF). 
UTERU2036507// Thrombospondin type 1 domain//NTR/C345C module 
[0 0 9 2] 

<D K m -f Z> t> 1 1 Xlt ta v > fz *b , v » -f *t X^ M £ ii tz m ife* t =f 'J - « fg ^ f 
Z> orffefttffr ho itz^tib KPf amX H y h T- 9 tftt o tz?% <D ? u - 

^ m £ *i ^ £\ SLK^n-x^a^T^y £ $r l v> x - * ^ - x 

[0 0 9 3] 

itt^n-^rr- K£*l£M&K(^ ^fii^l7< 
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[0 0 9 4] 

|~The Practical Approach SeriesJ (IRL PRESStt)^ flon Channels] (R.H.A 
shleyfl, 1995), 

TGrowth FactorsJ (I. McKay, I.Leigh®, 1993), [Extracellular Matrix] 
(M.A.Haralson, J.R. HassellH, 1995) 

TThe Practical Approach SeriesJ (IRL PRESStt)<7) rGlycobiologyJ (M.Fuk 
uda, A.Kobatai®, 1993), 

TMethod in Molecular BiologyJ (Humana Pressfr) v } ) — Xtf) TGlycoprotei 
n Analysis in BiomedicineJ (Elizabeth F.Hounsel 111, 1993), 

TThe Practical Approach SeriesJ (IRL PRESS?±)<7> [Signal Transduction 
J (G.Milliganfl, 1992), 

[Protein Phosphorylation] (D. G. HardieU, 1993), it: it TMethod in Mol 
ecular BiologyJ (Humana Presstf.) ~> } ) —X(D [Signal Transduction Protocol 
sj (David A. Kendall, Stephen J.Hi llfl, 1995), 

&^mm&&n : 

TThe Practical Approach SeriesJ (IRL PRESSf±)0 [Gene Transcription] 
(B.D.Hames, S. J.Higginsif, 1993), 

[Transcription FactorsJ (D. S. LatchmanfS, 1993), 

mm -ttwmms&M : 

TThe Practical Approach SeriesJ (IRL PRESStt)0 [Enzyme Assays] (ROBE 
RT EISENTHAL and MICHAEL J. DANSONH, 1992), 
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|~The Practical Approach SeriesJ (IRL PRESStt)co [Cell Growth, Differe 
ntiation and Senescence] (GEORGE STUDZINSKI^, 2000), 

TThe Practical Approach SeriesJ (IRL PRESStt)^ [Cytoskeleton: Signal 
ling and Cell RegulationJ (KERMIT L. CARRAWAY and CAR0LIE A. CAROTHERS C 
ARRAWAYii, 2000), 

TMethod in Molecular BiologyJ (Humana Presstt) v 'J — X<D [Cytoskeleto 
n Methods and Protocols] (Gavin, Ray H. f!, 2000), 
tm&n • RNA^KiiMSK I 

TThe Practical Approach SeriesJ (IRL PRESStt)^ [Nuclear Receptors] ( 
DIDIER PICARDU, 1999), 

[RNA Processing] (STEPHEN J. HIGGINS and B. DAVID HAMESM, 1994), 

|~The Practical Approach SeriesJ (IRL PRESStt)^ [Membrane Transport] 
(STEPHEN A. BALDWIN!!, 2000), 

TMethod in Molecular BiologyJ (Humana Presstt) v 'J — X<7) [Protein Syn 
thesis Methods and Protocols] (Martin, RobinU, 1998), 

[Method in Molecular BiologyJ (Humana Presstt) 1/ x ) — X<D [DNA Repair 
ProtocolsJ (Henderson, Daryl S. , 1999), 

[Chaperonin ProtocolsJ (Schneider, Christ inell, 2000), 
• : 

TMethod in Molecular BiologyJ (Humana Pressf±) v 'J —X<D [Development 
al Biology ProtocolsJ (ROBERT EISENTHAL and MICHAEL J. DANS0NH, 1992), 
DNA • RNAlg^gfi® : 

TMethod in Molecular BiologyJ (Humana Presstt) v ') — XcO [DNA-Protein 
Interactions Principles and ProtocolsJ (Kneale, G. GeoffH, 1994), 

[RNA-Protein Interaction ProtocolsJ (Haynes, Susan R. H, 1999), 
ATP • GTPIS^Sag : 
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TMethod in Molecular BiologyJ (Humana Presstt) v 'J — X<D [Signal Tran 
sduction ProtocolsJ (David A. Kendall, Stephen J.Hillfik 1995) 

Ztih^X^fD^-^liZ-D^^Xit, Methods in Enzymo logy (Academic Press) 
HS L X M 6 K <7) £ £ - t t5 ? T' § £ o 
[0 0 9 5] 

& <h If fflim^^lS^ t: y hr-'-^fft; growth fa 
ctor, cytokine, hormone, signal, transmembrane, membrane, extracellular 
matrix, receptor, G-protein coupled receptor, ionic channel, voltage-gat 
ed channel, calcium channel, cell adhesion, collagen, connective tissue 
^ ftB • mm 6 K t Mte. £ fi Z> -otz, i> L < JiPSORT t SOSUI 
^ORFCO^WOIS^:, v^^-^v-^^>X^iIS:iifIlt^o7t, =££PfamH 

ftHT-^ t ^^tS'J^ <£ "9 &15!lxJ£7 transmembrane receptor, Pancreatic h 
ormone peptides, Ion transport protein, Fibroblast growth factor^co V * 

[0 0 9 6] 

^S<7)^m> hx-7^C glycoprotein MgeKMilSfi® tmfeZ 
tiZUm.** fritz, v^±PfamH«t £ Y*4 •t^-^^Oift*, 

$g$s#g£ft&^GlycobiologytiMfr£ <h»J$ft& =t ^ &#0;L(£lmmuno 
globulin domain, Glycosyl transferases group l^<7)K^^f> N ^^—"Ji^fa 
^tz? u->x&& 0 
[0 0 9 7] 

y y )i<mmM&s& n t =r - \zm-r & t m%. $ *t£ * n - > t a , ti 

|B]14 : t^:S < 7>lp^:> t: y h T— 9 4" serine/threonine-protein kinase, tyrosi 
ne-prote in kinase, SH3 domain, SH2 domain^ > y ^MSjIPMSSK £}f 

y^fg.vymmm, uvymimm, sh2k^^> smaii G^w^r^- 
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<h}f$JJ£ ti%> <£ "9 &#UxJ£Tuikaryot ic protein kinase domain, Protein phosph 
atase 2C, Ras family^O ; 6f-7^o/:^o->T^4o 
[0 0 9 8] 

<£>|p!P:> t: -y ff-^H transcription regulation, zinc finger, horaeobox 

£ «t -9 &MxJ£bZIP transcription factor, Zinc finger, C2H2 type^O V* 
[0 0 9 9] 

COffiM, t7 Ff-^ff 1 !: disease mutation, syndrome ^„ #£,£138*1316® t 
^^£ft&ffifc^£>o7t, &£^l±£g^a£K^JK*t , t&Swiss-Prot, GenBank 
, UniGene, nr, RefSeqk: y hf-^^\ f£i£1"£ t: h CDitfST- til©f- * 

— ^f^^Onl ine Mendelian Inheritance in Man (0MIM) (http://www. ncbi. n 
lm.nih.gov/0mim/) H^^nTi/^jt^-^SSST^ofj, £ fc, PfamtlJ: 

SC^\ g|,fcT?3&Sri*±# LfciJift^LfcO'tafc »J £ ft & J: 9 £00 x. (fWi lm' s 
tumour protein, von Hippel-Lindau disease tumor suppressor proteinic*?) 

[0 10 0] 

mm • immmm&K<7) * t =ru - kjri- * t m^z ntz ? o - v 1 1±, *§n] 

14$^tf>#B^ t: y h -r— ^ fft-metabolism, ox i do reductase, E.C.No. (Enzym 
e commission number)^ • ftSfrMiSSSK t^t5e$ ft-l>fSft7& ? &o fc> & 
* v»i±Pf am «t * K^-f $5#g|ft, flP*^ 

fl|^^^^fllilj$tl^«t d 4«A(f Aldehyde dehydrogenase family, Chitin 
synthase, Glucose-6-phosphate dehydrogenase^ K> ^ ^- — "7 7& s £> o 

[0101] 
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*w&$5-« • mmmmw;& so * -r n*v - kjri-* t #t^£ ntz ? u - > t <i> 

t@l^tt^^O|S^:> cell division, cell cycle, mitosis, chromosomal protei 
n, cell growth, apoptosis^, «^ • **«M)t§6Kfca5£$ft&gEttrt* 
&o£, £>&v>t2PfamlC «£ & ^f-7tf^f, -v-'f^'J^ M 

iim^H^P^ >^K&^<hlt?IJJ$ft& J: i &1?iR{£Cyclin, Cell division prot 
ein^O V* 4 y. *f-7^of:^n->T'i)^o 
[0 10 2] 

mmmmmm&m<7) n t - njn-t-a t #i5e $ * n - > 1 1±, 

f£S?>£nlP^ ^ y b T"* - ^ •t 1 ^structural protein, cytoskeleton, actin-bind 
ing, microtubles^, IHJI&#&N3l£39?£fl££3 *L £ f Sfb$ ? £> o tz. **v>(± 
PfarnKJ:* >f >\ 7 ffc^ T9*->. 7 0*D|^ 

•f-yteb* <h}f PJ £ tL-5> J: ■? &"$lxJiActin, Fibronectin type I domain, Kinesi 
n motor domain^O >f *?--ytf&otz? u — >-C$>& 0 
[0 10 3] 

fi> ffi|BH4^^<^>*S*, h r-'-^tf ^nuclear protein, RNA splicing, RNA 
processing, RNAhelicase, polyadenylat ion^, MSS® • RNA^J&KJiS^fi 

X77^fy > RNA£-J»lf> ^ # - -tf & i: M'J ^Wi^^ 

x.(i"Hepatitis C virus RNA dependent RNA polymerase, DEAD/DEAH box helica 

[0 10 4] 

s e n&WL • mmmmms n^jJT^v-izm-r&tmfcztifztu-ytte 

v fflfstf&ifc^cOftnWz^ V T— 9 translation regulation, protein bios 
ynthesis, amino-acid biosynthesis, ribosomal protein, protein transport, 
signal recognition particle^. S6W£-J& • ffimmMW&g.tmfeZtl&tZ 
m&$>'otz. **v>t±Pfamt;«t* K> >f >\ ^-f— 7&3??>*S^ ^!RH8iI?> 
/^f, JLtT Ribosomal protein^ if £}ftvllj£;ft& <fc 9 

&1?!)x.(iTranslation initiation factor SUI1, Ubiquitin family, Ribosomal 
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protein L16^<7> ^ 7rt s & o £ ? n - >Tab&o 

[0 10 5] 

ifflflaRf» BBSS 6 * -r a"; - JR-t" * Ztifz?v-> <h(i> ffl 

H y h-r-?4UCheat shock, DNA repair, DNA damaged, IBJJ&lft 
l®MiISeKi:a^$tL^fSfc^ofc, ab^» vMiPfamU J: 2> K*>f 

x.(iHsp90 protein, DNA mismatch repair protein^O K^-f >„ — "7# s «b 

[0106] 

• 5Mt1l9iIlg6«?>#7^<; - »CJR-r*£:«5ES*ifc*n->fc«:, tile] 
ttft^lS^ t y h ^developmental protein^, • 5MfcMiS® 

SffMril^ >^K&^i«J£*L& «t -? &M;U£Floricaula / Lea 
fy protein^O V * 4 >\ — 7*** o ^ n - >-Cab & 0 
[0107] 

DNA • RNA^^SeS^^f-n'U -KJR-f & fcfll5g$^^ n- > tit, ffif^Itt 
tf^Sf, t y h 7*- 9 HDNA-binding, RNA-binding^ t o fc, 2b 

&v>(iPfamK:«fc& K*>f >\ te?BT, DNA 1 ; #--tf£fi 

C#>£ LfcDNA • RNAMj£#%£> Zinc-finger fflM? W^Kfc *l& 
=fc 9 ^Transcription factor WhiB, B-box zinc finger, tRNA synthetas 

es class I (C)^<7)K^^r>, ytf&^tz 9 n- 

[0 10 8] 

ATP • GTP^SSSO*-r3-';-^JRi-* £:#£;e£*i£* n- > fc|±, ffil^ti 
1^(7)1*^:. H y h-r'-^ff^ATP-binding, GTP-binding^«hiafc^o/c, ab 
£ v>(±Pf ami; «fc & K*>f >\ 7$Hf?<7>*£*> ATPasel££fi LfcATP 

• GTPMX^fH, G* t'tmm ZtiZXd fc0Ox.tiEl-E2 ATPase, Ra 

s family^*?) >f >\ ^ef 1 -- 7* J ab o £ 7 n - >-Cab&o 
[0 10 9] 
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[0 110] 

, ^MitseRS:t±i:*, ±ie^> 1 4fi«o*-r^ , ;-<7)®aK^P^'b'r\ @ 

^«^^oIfif(;ov>T^ 0MIM^flJffltT^-7- K-C^m-r^^, # 

# • BBtt • mm • f^UU • ^ItMO^E^JjJfiJ riS¥H^fiff^l999j Vol. 17, No 
.3, (1999) -S\ «ftTIS^Vol.3 ( No.2(1999)t:^^£*LTV>;z>o flflxJ*. ri*A,£ 

m^mfbt. sf^Mfy'j-x r^^t^j tt&ntJ©*, 1992) 
[0111] 

(1) secretion protein 

(2) membrane protein 

(3) channel 
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(4) extracellular matrix 
[0 112] 

1) Secretion protein (5H&JgfiW) 
-e<Od^(7)5 Oitf5T(±Jy.T<7)OMIM#-^^^o 0 

♦604667, *104760, *17686(K *139320, *1 18910, *151675, *107400> *604029, 
#200100, *177061> *600946, *601693, *139250, * 176880, *600998, *603850, 
♦605083, *147572, *179513, *606055, ♦604028, *125950, *157147, ♦246700, 
♦602926, *600560, *602421, ♦603215, 185860, *600174, *179512, *109270, * 
179511, *179510, *179509, *601146, *604710, *177020, *138120, *170280, * 
600626, *164160, *168470, *154545, *603831, *601652, *104311, *601489, * 
603062, *102720 
[0 113] 

2) Membrane protein (HISS) 

, Z<r>o ib(D5 0atf5T-i±^TO0MIM#-^-^^o o 

*130500, *605704, *305360, *153330, *109270, *173610, *170995, *120920, 

*170993, *309060, *104776, *602333, *605703, *602690, *605943, *159430, 

*600897, *606867, *133090, *601178, *602413, *602003, *604405, *605940, 

*603237, *109280, *606958, *600378, *606959, *602173, *107776, *602334, 

♦125305, *602335, *309845, *601134, *605731, *606795, *185881, *607178, 

♦603177, ^154045, ^603214, ♦603718, ^606909, ♦600594, ^603241, ^606629, 
♦603657, ^600182 
[0 1 14] 
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3) Channel (K£ 6 SO * 

-e<?)9*>?)5 0itf5T-(iWT<7)0MIM#-^^^o 0 

*176266, *600724, *605427, *182390, *123825, *1 14208, *1 14206, *1 14205. 

•*176267, *600053, *601784, *603749, *182392, *600937, *603415, *114204, 

*114209, *114207, *607370, *604528, *604527, *601011, *600760, *192500, 

*118425, *600228, *600359, *176261, *602235, *600761, *182389, *300008, 

*600877, *605692, *300338, *602232, *603537, *182391, *176263, *602343, 

*601328, *605874, *604385, *603939, *602208, *601534, *601958, *603220, 
*600504, *607368 
[0 115] 

4) Extracellular matrix 

^^^-7- v^mznfz-mmtmM<D&z>mmi : -te2 6 7mfkznx&*) , 

-eo ^> -t, c7) 5 oafeT-timT^OMIM^^^Oo 

*605912, *602201, *603479, *604633, *601418, *601548, *115437, *154870, 

*120361, *602285, *600754, *602262, *134797, *602261, *603320, *603321, 

*604871, *604629, *601807, #154700. *128239, *600310, *605470, *185250, 

*178990, *603767, *120360, *185261, *116935, *607056, *253700, *190180, 

*600985, *188826, *193300, *276901, *308700, *120150, *602109, *120324, 

*600514, #177170, #247100, #116920, #200610, *605127, *601313, *601652, 
*120180, *154790 

-v^i> omimo^^ izm^*2>z\tK£^ xm& t<Dmmt&z>z.t &x § * „ 

[0 116] 

z tz , *§tw <7)cDNAc7)jti^@e^ij & m v^*lix, ^<DcDM<DiM.mm zm~rz> Mm 

[0 117] 
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gLffimmffifetf&z (mmm^ voi.rz, no. 8, 9so-io56 (1999), *t*&-wi£ 

1$ fflfl&X^8U# rDNA^^ny W illffPCR&J (#«tt, 2000) ) Q IC, - 

ffi L #*r -eJtic-r aitt:ioti f&Jl^iJt * £ - fc £ & « « x. if 

, BODYMAPtO^(m^-r'-^^-^(±, *ja*l • «Bfl&OcDNA9>f ^9 'j 

fc, te^a^itfsT-^n-^^JfttBL, 3*5|C»fBJ«Offl*EFijOffl|Blttfl||RS:t 

-f&Z biz ioTitis^Ol&SW&tiWRfc&TV** (http://bodymap. ims.u-tok 
yo.ac.jp/) o 

[0 118] 

v » ^ t, ^ & a^T- ti , -e- *>gi.«i khil tzmm^ t^z.z> 0 

[0 1 19] 

^T, #^0^£^ttf^cMiI-r^jtfrT-^iilRL/i (*»08. Tin silico 

\z&wh&mmmffi\ o *i&wo»*fnfflv^r*-^^-^{i, 1,4 

02, 0 7 oiBo?n->(^£3fcE^J£f*-*^-;MfcLfc&<o^ab*K P#f-® 
ttLt f-M-xt^io £ o x - * ^- x L T v> * E?dfif 
«Ui, H»J 1 Lfc*fc* 4^^^»a*<7)cDNA^ ^ 77 U -rt^cDNA^ n 
- > fc&ffc&Kgtfi LT , *05' 5fc3B«#<0E?!l - £ K J: o T»fc 0 

[0 12 0] 

~T u\z J:oTfflR*E?!I|B!±* *f^7^f XL 9* > 
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, &&:SfST-<7>cDNA7-f -7*7 »; -|*|-CO#£Jt£JS?#f Lfco -^Mff^io-C, 
cDNA7^ 77 'J — CO V — 7. 1 35r->Tv*-&^ffij^-^^Jiatz*3tt-S, ^^^fe^co^Jl 

[0121] 

• «BlfeW"C^>l&a»OJt«Oit^H Ltz 0 6 0 0l@W_hOcDNA7 n- y 

^u-wcu^ti^^ft^^^a^t^itL*^ torn 
7^7-7 v-fcjt«S!Lfe*^i, #*fc3gj&*e*fc*i* -e-tL-ettoa^, 

[0122] 

^Bf£7 h WX^i^StS?-, 3 l/^ f n - Mi* ^oAf Sf (> 

^7a^7- wiill^- Jt^ L £P#, Mi:i<^)*4 AfzcT-fi 7^7a^t- 

-c**fc#x.t>fL-6o T;^7/^^-7-B^■<75^:BgJ^SS*^07^7*7';- (BRAL 
Z, BRASW) fc, ZE#^a^ft*<7)7^ 7*7 - (BRAWH) <7>cDNA£##r LTJt 

o 
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BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 
- ti h (Dffltt ii T )V y ; n v - #§ §9 f & it^T-T- & £ o 
[0 12 3] 

%z<D?4 7*7 ') - (BRSSN) <h , JE#^a^S*0 (BRAWH) OcD 

NA*»*fLTJt«ct^* (^4) , n^^mmt<D^^mmT-it^r<D 5 ? 

u-y^h^tzo 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 
[0 12 4] 

zfzLx^&t^z-htir^&o mfa^tt-tmmtzitmLfz^ 5&m-m<v 
XA^^*f5^if^^ffl-e^^ t^z_hiiho mm&^^j 7*7>) - (br 

HIP) iE^Mm^M^7 4 fy V - (BRAWH) WcDNA^ftW L"CJ:b^ Lfc 

is* (^5) . mm^ y &mmt<Dhhm^±v\T(Db ?u->x&^tzo 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 
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[0 12 5] 

x # at& £ i- £ £ t a* pit g k & & o i fc, a«i tt-e & < # & «t ss^c 

Z>t^z_hitZ> 0 /«fi*<7)7^^7';- (BRACE) IE#^ia^fi*c0 7 
Jf?*)- (BRAWH) cOcDNA^SW tTJt^ LfclS* (fc6) . M#-ef§«ffc 
o^iifc^-teJ^T^ 9 * n - ych^tzo 

BRACE3002184, BRACE3026993, BRACE3046450, BRAMY3008096, BRAWH3013197, BR 
AWH3028645, BRTHA3004432, TESTI4002988, TRACH1000193 

[0 12 6] 

mm i- & mmum ^ * - x a *p;§ k ^ « & £ # x. n & 0 mi* 

5>fr9U- (BRTHA) IE#:£J]Saj&&*<0 ^ ^ -7-9 ij - (BRAWH) <7>cDNA£ 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, BRTHA3024233, CT 
0NG2002832, THYMU3046350, TRACH1000193 

[0 12 7] 
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*-XAf»^i:tffl-e*^tfx.f ) WoiW070 , 7 , J- (BRAMY) t 
> lEf^iitifi^^^y?']- (BRAWH) ©cDNAfcAWLTJttfcLfcig* ( 
^8) . m%X5&M^it<D&&&ittl*&T<V9 ?u->X~&^fz 0 
BRACE3046450, BRAMY3008096, BRAWH3013197, BRAWH3028645, BRTHA3004432, TE 
STI4002988, THYMU3046350, TRACH1000193, TRACH3019290 

[0 12 8] 

»6*0 7^r7'J- (TBAES) fc, iE15%:?Lm&%:<D7jyyV- (BEA 
ST) <^cDNA*»*fLTJfc$!tL^^* (^9) , M^3§m^lkO&&«fzH L lim 
T<0 4 ? o- y-ztb^tzo 

TBAES2004105, TBAES2007379, TBAES2007481, TBAES2008133 
[0 12 9] 

fflM^7^7'J- (TLIVE) jE#^TOfi*^9^y^'J- (L 
IVER) OcDNA«r»*fL-CJttfi!L^jg* (ilO) , [®%X'5£mM / \k<VhZ>mitt 

THYMU3046350, TLIVE2007192 
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[0 13 0] 

T-mS*^7'f7'7'J- (TUTER) lEHr&^S^O^ (U 
TERU) OcDNA£#tf LTjfctfcLfc*** (ill) , pW"ef&S&ft*> $> h itfcT- 
(ii^T<7) 3 ? n - > o fc 0 
UTERU2017492, UTERU2025415, UTERU2036507 
[0131] 

S^»7 0'7'J- (CTONG) fc, ZE-^^^ffi^O^-f (NTONG 
) OcDNA«:»*fL-CJt«L?t:tt* (il2) , W#-CHa^fcO*>* iHST-tl^ 
T<7>2 ? n->T£>ofco 
CT0NG2002832, CT0NG2003764 

[0 13 2] 
[0 13 3] 

5fc K f £ L 1 , 402, 070 10 <D ? n - ><D llSK^iJ <7) t*- * ^ - X * £ L T f# 
[0 13 4] 

J&5B<»ft*0^ -7*9 V - (FCBBF, FEBRA £ tz fiOCBBF) £ J&i&<DM&%:<7) 
7 4-7*7')- (BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRC0C, BRHIP, BRSSN, BR 
STNi fc(±BRTHA) *>cDNA£##r U U&jBfcJSfr-CJtRLfeilS* (^13) > M^" 
X*3tm%tft<V$>Z>ikitt&y>T<7> 1 3 ^n->-C£>o£o 

BRACE3002184, BRACE3026993, BRACE3046450, BRAMY3008096, BRAWH3013197, BR 
AWH3028645, BRTHA3004432, BRTHA3024233, CT0NG2002832, TESTI4002988, THYM 
U3046350, TRACH1000193, TRACH3019290 
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[0 13 5] 

;£f§^OcDNA# ? 3- KLTv^S6«^\ flUxJ*. mik<DMM • frit* t°<DM 
fa*mi:Mnir2>m=F"C$>&&&K&. &T<7>£7 l<z Lxmm&ffl&Zftn - t 

fto z\tfr*X£2> 0 
[0 13 6] 

t-f, *%m<vm&n£mM.z^®.mts&n<vmm&*m%ir2>o >x^x\ 

fST-jl^ (SSK) f)fj[:LMRW!|f flB^Tffc^fc ^) » 

[0 13 7] 

mmmmmzm^T<Dx? ^-^yy^mx^ho ^mxmnLtzmtt 
mmm^^mmxmmmm-r ^ - ttm h frizz ^tzm&^ii, tmm? 

[0 13 8] 

^l&B^cOcDNA^n- KL-Cv^®eK^\ 0Ox.MT> BUSS 
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[0 13 9] 

?t t x. (»<t) «t d k l x*§&w<ow; a k k *j-t * v # > k * * ? v - - > 

ti^*L<b*|&ai-4«B^^«^ttft«:Ktt$**xe, (b) 
[0 14 0] 

^y^Ktc«[««Bflatt*i-«:»tt$-fr4xe. fect^ (b) RiaKi^iw 

£ x * - - > y-tmt&xb z> «, 

Z\M,Z£ *)$:mit*f&$LLX^2>fflm$:mfc-tZ> (*J# • ff# • • tttfc* 
Ir^iril7 ii^5MblS^^<7)^:^p203-236 (1991) m^k^RIA 

) o mmt Lxa. £*<DRmm<wzi)\ mm (7;v*')^77?-b*f 
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[0141] 

£ IS^-T %> it&W) <7) X ^ < j - - > ^ nTfg i:&£ 0 5 * ft h 

^Kfct8»$**ig, (b) HSfi fcii8ge« i S:3&3B?-&fflUi&£ «; # 

^Ktofe^sttt«injt*ie, jsiw (c) mm.mmi£T\z&^xm\& 
ttz^m<^m^W)ifyvxh^^z^ ( a ) ««^-^^T-e, * 

(b) mm&Mtz<D^fottzim%mfoz%mir&fflM£<nm&m&z 
ytm-r&xn. tszv (c) m^i^w^T^^v^-c^mL/z^tjticL-c 

[0 14 2] 
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[0 14 3] 

m&nz, ^mmm.witcmmx^mmm^mmLx, an - fHt% z<omi&<o 

[0 14 4] 
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£> %t%> o 

[0 14 5] 

v^^-;H5itKiS®es> mmw{<7)m ; mz%.fcL 

[0 14 6] 

mn<r>mmtt£%it&ty*mx.x&^tz'i^ ztih&^mtzm^&o 

[0 14 7] 
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hntzpimm^m^nx^^xi,, mm-. %^&%(nm% ■ fem^m* 
m& izmlx mm sh^mm a*# x. *b *i & <, 

^m^rxmat, ^^(omt^mz-^t u -~yy-rtummx&z> 0 z 

>ri>»SMx$>2>o 

[0 14 8] 

*l§0^^MeK^I§il$^amx.^fiKcoffl^p n p^W#i-^o -^-e, coffin 

[0 14 9] 

Sfi5Co#&mM^14<^*l§g££n-5>- <h^^^>o &&^fi, [Method in Mo 
lecular BiologyJ (Humana Press}!) v ] ) — X(D [Molecular Diagnosis of Gene 
tic Diseases] (Rob Ellesfl, 1996) 0 

ftzmm-rz>mm<7)m%^mmx&z> 0 ztz, mmLfzm^mm^-*-, & 

[0 15 0] 
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iff ? :i tnrffi-c**o eox.tf, ^3^±^#$*i&jfi#*> l< 

WCli, MTK^^a^lazK, fittJy*. ?Ufc#k SRflWflfc ^taiift^^MT 
[0151] 

ti-£cDNAO:H*E?iJ<7)^& < <h & — oSr-^tro $m^f-^^-^tt, #3I9§ 
Ciot %ft $ *l & cDNAO * ^ <b fl| j& $tLT</>T&&v>U <D ^rft cDNA^ES 
T^coil^SB^J'lf ^ £ # tr <A "C£> £ d * f "C § £ o *f&9§ ^f-M-^C 

[0 15 2] 

$Wf-^-^li, jtf5T-»f>T-Olf«^So*<, ilfrT-^ftO^tftc^- 

ib^oTv^ 0 L/:t5 ? oT, fV 7 t V > y t ^fV ^ 7° t7h7^ 
2/3 ^aiCto-Ctf^n^itfST-BfJt^^EyaSr, ^O-r-^^-^OlflRlc 
S5£-f *U*. BfM-O^EyiJC^v^-Cit^O^S^E^JSr^^^^-r* - 



ffilE# 2004-3059663 



#02003-131452 



^-v: 59/ 



[0 15 3] 

^ij£j|tf}-£&v>:it£i::(i, ^ScDNAO^ u--yy%ft ;b&&t*U£& <b &v> 0 - 

tt <d m * m Wl k aio* v > r lasses * niit & in it . l l i* Bit * # -? 

m*Wbfr1<zx*£%:^o Lfztf-oX, ^fttyWy*- ^ftJ^itfSi^ 
[0 15 4] 

HJfefll 1 . * V rf* * "J 7°mz X &cDNA^ 4 -fy - <DfP2k 
(1) mRNAffltb^«A 
t: (TSBtw^-t) «£ 0. (J. Sambrook, E. F. Fritsch & T. Mani 

atis, Molecular Cloning Second edition, Cold Spring harbor Laboratory Pr 
ess, 1989) |S«(7)^ICJ; *)£BRKt LTmRNASrffltb L*r 0 Sfc. t F^f » 

^tMiiftitt« (TKK^-t) ^^^n^ieaco^vi-e^m, sntt (J. s 

ambrook, E. F. Fritsch & T. Maniatis, Molecular Cloning Second edition, 
Cold Spring harbor Laboratory Press, 1989) l^M^lk \Z X *)£:Wkt LTmR 
NA^rttttlLfCo 
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[0 15 5] 

ttTC7^77'j-^i:^»iI^, 77 : d3*j conn 

<t: Mi.HU i9mRNA|ft{±l> 
NTONG ! IE-tig" (Tongue) ; 
CTONG ! (Tongue, Cancer) ; 
FCBBF :m^m (Brain, Fetal) ; 
OCBBF :Mim® (Brain, Fetal) ; 
PLACE I ffiM (Placenta) ; 

SYNOV ! ?#fl|[ffi$£ (Synovial membrane tissue from rheumatioid arthritis) ; 
CORDB : !»^IfiL(Cord blood) 0 

[0 1 5 6] 
K^mmmX !9mRNAJ4ft> 
BNGH4 I H4«Blia(ATCC #HTB-148) ; 
IMR32 : IMR32*ffl8&(ATCC #CCL-127) ; 
SKNMC : SK-N-MC#fflJfe(ATCC tfHTB-10) ; 
3NB69 I NB69#IHJ&(RCB #RCB0480) ; 
BGGI1 ! GIl*HJfe(RCB #RCB0763) ; 
NB9N4 : NB9IM(RCB #RCB0477) ; 
SKNSH : SK-N-SH*ffllfe(RCB #RCB0426) ; 
AHMSC : HMSC*fflJj&((FH t !^i)j&, Human mesenchymal cell) | 
CH0NS : (Chondrocyte) ; 

ERLTF ! TF-l^J&((#fiJfiL#|#ffl/&, erythro leukemia) ; 
HELAC ! HeLalfflJfe ; 

JCMLC I Slfll^lffl^ (Leukemia, myelogenous) ; 
MESTC: W3i^#;NHJi&( (Mesenchyme stem cell) ; 
N1ESE: rajl^^*fflfl& (Mesenchymal stem cell) ; 
NCRRM : %3&M1&jfflM (Embryonal carcinoma) ; 
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NCRRP I 11^^^^^ (Embryonal carcinoma) ^V^f- J 4 > @£ (RA) J&SMjf ; 
T1ESE I Fallt^lfflJfe (Mesenchymal stem cell) * h *) * A 9 ^> t 5 7-*f v-f- 

"jyymmm ; 

NT2RM : (STARATAGENE #204101) ; 

NT2RP ! NT2*ffl)&£ V* J 4 >& (RA)Mlf mSMm ; 

NT2RI : NT2*ffl^^RA^SM S5ilF H im> ^WI^S^^iM^ ; 

nt2ne : m2mmzM^mt^mmm&m^£V)miftit&, mzzmmmnu 

T2 Neuron) ; 

NTISM : NT2UBJ& (STARATAGENE #204101) ^RAMff ^5^1^11^ > #LWlfiW#J#L3I£ 
2il N L fcmRNA^ h ftM L TtzcDNA^ tNT2«?)mRNA h 

cDNA^Subtract Kit (Invitrogen #K4320-01) £ffiv*T-*rT h 9 * h 
77 'J - (NT2RI -NT2RM) 0 

»K ATCCfi, American Type Culture Col lection J: 53*fi£ -? tftz i> (DX& h Q 
[0 1 5 7] 

< mtmmmm x imm m > 

ASTRO: IE#Wf5SiM^fflm (Normal Human Astrocyte) NHA5732, ^.MM #CC256 
5 ; 

DFNES : ff ^MaE-^&M^B^B^ (Normal Human Dermal Fibroblasts (Neonata 
1 Skin) ; NHDF-Neo) NHDF2564, ±MM #CC2509 ; 

MESAN : JEHf^+r^^ A*fflfl&(Normal human mesangial cells) NHMC56046-2, 
SSit #CC2559 ; 

NHNPC : IE#WI5iirlElfflia (Normal human neural progenitor cells) NHNP5958, 
SSai #CC2599 ; 

PEBLM ! IE#^tt'ifil#^*ffl^ (Human peripheral blood mononuclear cells) HPBM 
C5939, ^.mm #CC2702 ; 

HSYRA : vfliflffllj&HS-RA (Human synoviocytes from rheumatioid arthritis), M 
#T404K-05 ; 

PUAEN : !E1SMW)M.\ k iMm l & (Human pulmonary artery endothelial cells), J|€ 
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&ffi #T302K-05 ; 

UMVENI iE1irWFffir»JRF«3jSjUmia (Human umbilical vein endothelial cells) HUVE 
C, #T200K-05 ; 

HCASM I IE#^S!jM¥?f ISIffll&HCASMC (Human coronary artery smooth muscle ce 
lis), #T305K-05 ; 

HCHON I IE##;#*fflJfeHC (Human Chondrocytes), jf€#M #T402K-05 ; 

HHDPC I IE#Sl#^$t3llffl^HDPC (Human dermal papilla cells), Mfflfc #THPCK 

-001 ; 

CD34C : CD34+«Hlia (All Cells, LLC #CB14435M) ; 

D60ST : cDM+fflMiovFWLmm *6B m ; 

D90ST : CD34+*fflfl&£0DFM&^*9B W ; 
ACTVT : ©tt-ffcTamfe (Activated T-cell) ; 

LYMPB I >; >/^J£(Lymphoblast, EB virus transferred B cell) ; 
NETRP I 0 *p it (Neut roph i 1 ) „ ' 
[0 15 8] 

tio t7*f7?y3 >L/:^(:oi»TI±, t7"l77 h7^77V-^^ 

< \L hftli ») <7)mRNA^^RNA-Cj^A> 
ADRGL ! MUff (Adrenal gland), CL0NTECH #64016-1 ; 
BRACE I /WH (Brain, cerebellum), CL0NTECH #64035-1 ; 
BRAWH I ^flg (Brain, whole), CL0NTECH #64020-1 ; 
FEBRA I (Brain, Fetal), CL0NTECH #64019-1 ; 

FELIV : 16 j-BJffM (Liver, Fetal), CL0NTECH #64018-1 ; 
HEART : 4>K (Heart), CL0NTECH #64025-1 ; 
HLUNG : M(Lung), CL0NTECH #64023-1 ; 
KIDNE : WM (Kidney), CL0NTECH #64030-1 ; 

tBfE#2 004-3059663 
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LIVER : TO (Liver), CLONTECH #64022-1 ; 

MAMGL ! (Mammary Gland), CLONTECH #64037-1 ; 

PANCR : Wm (Pancreas), CLONTECH #64031-1 ; 

PROST : m iLB (Prostate), CLONTECH #64038-1 ; 

SALGL ! mm% (Salivary Gland), CLONTECH #64026-1 ; 

SKMUS : Steffi (Skeletal Muscle), CLONTECH #64033-1 ; 

SMINT : /Hi (Small Intestine), CLONTECH #64039-1 ; 

SPLEN : W-M (Spleen), CLONTECH #64034-1 ; 

STOMA : 1 (Stomach), CLONTECH #64090-1 ; 

TBAES ! $Ug (Breast, Tumor), CLONTECH #64015-1 ; 

TCERX : i^HWilS (Cervix, Tumor), CLONTECH #64010-1 ; 

TCOLN : ££M (Colon, Tumor), CLONTECH #64014-1 ; 

TESTI : fit* (Test is), CLONTECH #64027-1 ; 

THYMU : mm. (Thymus), CLONTECH #64028-1 ; 

TLUNG : Jffi^(Lung, Tumor), CLONTECH #64013-1 ; 

TOVAR : 5PIMffi (Ovary, Tumor), CLONTECH #64011-1 ; 

TRACH : %m (Trachea), CLONTECH #64091-1 ; 

TUTER : T-K^S (Uterus, Tumor), CLONTECH #64008-1 ; 

UTERU ! (Uterus), CLONTECH #64029-1 ; 

ADIPS ! mWmM. (Adipose), Invitrogen #D6005-01 ; 

BLADE : m Wt (Bladder), Invitrogen #D6020-01 ; 

BRALZ : TfrV^J -7-,€#^iS:K(Brain, cortex, Alzheimer), Invitrogen 
#D6830-01 ; 

CERVX ! i^SMSl 1 (Cervix), Invitrogen #D6047-01 ; 

COLON : ItM (Colon), Invitrogen #D6050-0 ; 

NESOP ! (Esophagus) , Invitrogen #D6060-01 ; 

PERIC : (Pericardium) , Invitrogen #D6105-01 ; 

RECTM : Hit (Rectum), Invitrogen #D6110-01 ; 

TESOP ! -kMl^ (Esophageal, Tumor), Invitrogen #D6860-01 ; 
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TKIDN I HUM (Kidney, Tumor), Invitrogen #D6870-01 ; 
TLIVE : JjfHM (Liver, Tumor), Invitrogen #D6880-01 ; 
TSTOM I 1*6 (Stomach, Tumor), Invitrogen #D6920-01 ; 
BEAST : J&A$'LM (Adult Breast), STARATAGENE #735044 ; 
FEHRT : HSM'L>HS (Heart, Fetal), STARATAGENE #738012 ; 
FEKID ! tifefeWffi (Kidney, Fetal), STARATAGENE #738014 ; 
FELNG I JJ^BJifi(Lung, Fetal), STARATAGENE #738020 ; 
NOVAR ! ^A^Pm (Adult Ovary), STARATAGENE #735260 ; 

BRASW: r^y^^-Jt^km&Kmk [bralz: T)vy^j-?-B^±M&'M. 

(Brain, cortex, Alzheimer), Invitrogen #D6830-0l] cOmRNA^ h f£$£ L fccDNA 
7^r7'J-^f), [BRAWH : ^flg (Brain, whole), CLONTECH #64020-1 

] <7)mRNA£M1f1-& cDNA£ Subtract Kit (Invitrogen #K4320-01) iM^X*)-? 
b 9 ? h L 7 >f ~f *7 - (BRALZ— BRAWH) 0 
[0 15 9] 

^H^-tt b^J: 0* Ol M(+) RNAt LTfflta • ffl^^tt7tmRNA^j» 
ALto ^•li^a*<7)^ , ;A(+) RNAC #'M(-)RNA£?MYcRNA7><bcDNA7-f ^ 
7U-Srf^«L^:o *° U A(-)RNA(i. £flg (Brain, whole), CLONTECH #64020-10 
<£RNAt^ h # 'J A(+)RNA£ * 'J =TdT-fc ^ D ~ * < - ^ K «t v ISM L fco K 

7^7 7U-^if(Ofi*(7)rif ^> r7^7*7'J-^:fi*J OjgH^Lfco 

<fc h&ISU <7)mRNA£*°'JA(+) RNAT?)BA> 
BRAMY ! MM (Brain, amygdala), CLONTECH #6574-1 ; 
BRCAN ! mVtfk (Brain, caudate nucleus), CLONTECH #6575-1 ; 
BRCOC : MM (Brain, corpus callosum), CLONTECH #6577-1 ; 
BRHIP : BM (Brain, hippocampus), CLONTECH #6578-1 ; 
BRSSN I US (Brain, substantia nigra), CLONTECH #6580-1 ; 
BRSTN I UftTW. (Brain, subthalamic nucleus), CLONTECH #6581-1 ; 
BRTHA I «flc (Brain, thalamus), CLONTECH #6582-1 0 
[0 16 0] 

(2). cDNA^^f u -<Dftm 
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•etL^ORNAJ: l ) ^ [M. Maruyama and S. Sugano, Gene, 138: 

171-174 (1994)] LtzTj&iW 01/04286) K X *) cDNA9 -i 75 ') - Zftm L 

fz 0 Oligo-cap linker (agcaucgagu cggccuuguu ggccuacugg/@£?ij#-^- : 7 9) 
&J:£K)ligo dT primer (gcggctgaag acggcctatg tggccttttt tttttttttt tt/SE 
: 8 0) £ffii/>-T, W0 01/04286 KtZMLtzX o tCBAP (Bacterial Alkali 
ne Phosphatase) MIL TAP (Tobacco Acid Pyrophosphatase) ML RNA 

^§lcDNAO^hRNA<7)|^*^tf o/zo ^»T% 5' (agcatcgagt eg 
gccttgtt g/@E^J#-t : 8 1 ) £3' (gcggctgaag acggcctatg t/^m^r : 8 2 
) OPCR? 0 ^ ^-£ffiv>PCR (polymerase chain reaction) H«t •) 2^:$IcDNAH 
^JftL, SfilTMJMirLfco ii#(±2kbJil± ioT{i3kbl^±) 

7>® L fccDNAB/fM" £DraIII-e#J$r L 7^ ? * -pME18SFL3 (El 1 ) (GenBank ABO 
09864, Expression vector) UcDNA<07afn]14£$:#>T ? n — — y y U cDNA5^f 

^ScDNASE^iJ^Ufflv^jcDNA^ ^ 75 V <b ^<7)M<7)P*B#£^ 2 ^ L 

[0161] 



[f?2] 





$-.7 




ADRGL 


mm 


(Adrenal gland) (CLONTECH #64016-1) 


BRACE 


mm i 


'MIS (Brain, cerebellum) (CLONTECH #64035-1) 


BRAMY 


mm 


mVL (Brain, amygdala) (CLONTECH #6574-1 ) 


BRAWH 


mm 


£Hbs (Brain, whole) (CLONTECH #64020-1) 


BRCAN 


mm 


(Brain, caudate nucleus) (CLONTECH #6575-1) 


BRMP 


mm 


MB (Brain, hippocampus) (CLONTECH #6578-1) 


BRTHA 


mm 


(Brain, thalamus) (CLONTECH #6582-1) 


CTONG 


mm 


(Tongue, Cancer) 


PLACE 


mm 


fl&M(Placenta) 


PROST 


mm 


HfTiflf (Prostate) (CLONTECH #64038-1) 


TBAES 


mm 


?L*S (Breast. Tumor) (CLONTECH #64015-1) 


TESTI 


mm 


mm (Testis) (CLONTECH #64027-1) 


THYMU 


mm 


(Thymus) (CLONTECH #64028-1) 


TLIVE 


mm 


fffKtJS (Liver. Tumor) (tnvitrogen #06880-01 ) 


TRACH 


mm 


%W (Trachea) (CLONTECH #64091-1) 


UTERU 


mm 


^F-g (Uterus) (CLONTECH #64029-1) 



[0 16 2] 

* '1 rf* -Y y 7&£efc& LfzJj&TYem L7t:^ft^cDNA5 4 75 'J - (gBfl 
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mRNA<£> ^Wf3-hTO tc LT^tH Lfc #cDNA 7^ 77 ■) 
^$li¥t<j9 0%) ti\ KM«-e^f§JJ^"BIt^|§3Ei^^ ?- P ME18SFL3£ 
m ^ ^TfP^ L tz o P ME18SFL3 ^ t± * n - - > ^gpfi:o±a£ tcSR a 7° o - * - S 
V40 small 1 4 > h n i tiX& t) , £ 7t^OTsfLC{iSV40* 0 'M #iP 

v^fl'K^jTWASfiTv^o P ME18SFL3<7)^ n- >jb05fi(i#^14^DraII 
r»M h^&oT£«K cDNAW^O*»tltiitLfcfflaa«|*SfiIffl5t£S:#iPL-C 
^40?, ?u->itL £cDNA»f JtliSR a7"o^-^- <7)Ti/iEtC— ^(p]tt^# A 
^ft&o Lfcri'oT, £ftcDNA££-tr*n->"r-(±, »£> tL/cT 9 ^ * ^ K 
i £C058HJfefc tlzmX-fZ £ K J: «K -aW^jtfeTSrl&a^-fr* - t 

[0 16 3] 

( 3 ) * U * v -fmx^m L 7ccDNA7 >f77'J-^f)©^n-> W 

X *)fttz9u-><o-??x I KDNAHov>T, cDNA<7>5'3S} (— g|50^n 
->(:o^tl±3'Si) Oia^@E^iJ^DNAv-7-> *s>7&M (BigDye Terminat 
or Cycle Sequencing FS Ready Reaction Kit, PE Biosystemsttt^) 3rffiv^ ~? 
- a 7 ;H: t o T y - ^ > y > ^EJ£f, DNAv - ^ >+r- (ABI PRISM 3700, P 
E Biosystemstt^c) T*DNA*£^BE?lJ£SS#r L£ 0 %h*lfzT*- 9 £7*- 

[0 16 4] 

* »; r/dr -V y "/ft-STatS. L£/j&T-fi5M Ltz M h cDNA'y 4 7*7 V -0&J11175 

£flmRNA <h 5' -5fc3»B£?iJ &i" ^^n->(:ov^, 7*- * ^ - 7; <7)g£ 
^DmRNASE^J J: (9 ft < 5* EFT S fc»±5 , -*»ti«v>* f «lRH!$& 

r^^ftj tmmLtzo z*ia>tiz5'--mm<o^^ t^^->t/ 

(£fty-n->tfc+^£ft*n->m) ] ZftMLtZo 5'-*5go£ 
ft^(±, 90%T& o fc 0 £ «fc f) „ t'J^f; "77* 7?^# L h cDNA^ 
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[0 16 5] 

#g«0 2 . cDNA ?u-y ^IS^iJ fm t £Mi&minMffi ?u-><DMtR 



#cDNA^^ 77 - <fc nntz? u- ycn-f^Ts 5 KDNAKov*t\ cDNAW* 
j®OJ^*SE^J^DNAv-y>->>^^ (Dye Terminator Cycle Sequencing FS 
Ready Reaction Kit, dRhodamine Terminator Cycle Sequencing FS Ready Reac 
tion Kit $ fctiBigDye Terminator Cycle Sequencing FS Ready Reaction Kit, 
PE BiosystemsttfO £fflt/\ T^aT^C^oty-t >y DNAv 
-v">+h- (ABI PRISM 3700, PE BiosystemsttM) «/fl^ 0 '&hKfz7*- 
9 tco^t i±-r- ^ ^- M^'ft^fzo 
[0 16 6] 

^if$ti7t:cDNA^ n-><7)5'*5Se£^Jt;ou^T(i. GenBank, UniGeneOcomple 
te cdsO^IB^^7^-^^^m^L7tBLASTtiJ:^1i(5l'|4^^^fv^ t KOm 
RNAg^iJ^IW] — &&<Of±|5£v>7t:o ? 9 X 9 'J > ?*£fr^> +IIs]t490%JiJl±^o 
r7^-t>-^7>@^ij^50ia*>t=]-^±(7)i#^, m-y^-y't^L, 7 fr-y^fo 
f&Z-$tzo y)\s-~7°n<r)^ X i95'-lPJJ^ftv^D->^ii^L> il^^ti^^n 

- > tco^Tfi^m C3' *^se^j^5' *^g^ij t mmnjj&vmffiwn Ltz 
o Wf^n^^se^ij^T-'-^^M/fL, 5'^£3'^^ge?ijT-n>7M ^£• 
bcOmRNASE^iJ (#SMbi £(i#fT-tBiI2 tifz%m*^&) tc|S| — * & Ofi&wfc 
o - 9 LTii^ L/c ? n - > «t ^ ^K**EyiJ»*f Srff -9 9 n - > £?#7c 0 

[0 16 7] 
H«!l3. £ftl&*g^iJ#M?r 
£K*fi*g£?iJ#M?r £ * n - > o v^T^ * £^cDNA<Z>i&3kBE?iJ * & 

-< *-9-feK±Z>-7U y * - * y £ -oXi&TtLtZo -f%t>*>, 
Jj*?A^m)NA7°7 4-?-*m^K PE Biosystemtt$^<7>DNAv-^> 
T* v ^ ^ T ;u T v - 7" y "> > VU.fc'ik, IsJtt^O v - v- > -9- - * fflv^TDN 
AJ£^Be?iJS:»«f L/wo -gp<7) ^ n - >(;ov^T(±, LicorttMDNAv-O" >-9— 
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■9— •eDNAffi*E?!lSr*5cL^:o £gi££E?!l(i±fa;fr&K «fc 0*SE$tL7t«B» 
*&&E?iJ mi:t-A-7 7 7°$ nirft fttt 5£te L o 

[0 16 8] 

aiEyiJtwOV^-CSwissProt, Ref-Seq. nrK*j"f & BLASTS =Mfo fc 0 Pffi3:£fi 

Eifi^no-4WT-e*) n . ^075 y ^7*- ^n^\z LtzH^frK^xa 

WOto&lZTFLtZo Ltzi)^X7^Ltzr-9\t^<tXiXm^i i (DXh } 0 . & 
tz, —&<D?u->iz$s\,*x, %KtZLfz$kmz&Xtei bft^BLAS'Vtkmt v 
[0 16 9] 

H»05. «5ET<y»E3?!HcWr*->^^E^ MSSfHt^J:«HlKy 

<ft**^fofco T ^ y Wy^t ^ E^'J o v > T {iPSORT [K. Nakai & M.Kane 
hisa, Genomics, 14: 897-911 (1992)] MSMfllt^o^-CfiSOSUI [T.Hiro 
kawa et.al. Bio informatics, 14: 378-379 (1998)] (H#'|f mffl^W^g&M 
ffi Srfflv>T«¥#f£fTo£o $tf£ Ky << ><7)^tCo^r(iPfam (Version 5.5 
) (http://www.sanger.ac.uk/Software/Pfam/index.shtml) %m^fz 0 PSORT^ 
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sosui izx*), 7?y«oy 71- ^m^mmmwMtf^m ?a/:7^ ms£ 

$\] x. (iTROSITE (ht tp : //www. expasy. ch/cgi -b in/pros i te-l i st . pi ) iz %> Z> ii 
T^i)~frM*mmzLXZ<DM&n<omife^mir&z\ttfX~&2> 0 ifz, PROS 
ITE*C <7)^tb K> "f ^O^tRr^-Cab-So 

[0 17 0] 

psoRTtc «t •) m^r 5 j \z v n-wm z&m £ * n - jujlt 

CO 9 ?u->-C$><ofz 0 

ADRGL2011190, PR0ST2010326, TBAES2004105, TBAES2007379, TBAES2008133, TH 
YMU3044175, TLIVE2007192, UTERU2025415, UTERU2036507 
[0171] 

sosui iiz x t)m?ET< ;mmittzmmmmi&ziskitiztitz?v-yi±, &t*> 

o 

BRAWH3013197//6, BRAWH3028645//7, BRAWH3046240//7, BRTHA3024233//3, PROS 
T2010326//8, TBAES2004105//1, TBAES2007379//1, TBAES2007481//1, TESTI204 
3585//8, THYMU3024602//8, THYMU3044175//2, THYMU3046350//9, TLIVE2007192 
//2, TRACH3021066//2 
[0 17 2] 

PfamKJ: 0 m^T < y KE?J(:M ^ > $ *t£ * n- >JiJ£JUF4> 2 

a»©*IBK^'f>* f l:v h Lfc*^KIi//^Z!0oT#tBLfco &&fe|-<7>$i 
fig K> 4 y h L£^&*B&-£-f KfB«L£ 0 

ADRGL2011190// GAF domain// Transposase, Mutator family// 3' 5' -cyclic nu 
cleotide phosphodiesterase 

BRACE3002184// KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
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e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Z 
inc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type/ 
/ Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRACE3026993// TSC-22/dip/bun family 

BRACE3046450// PDZ domain (Also known as DHR or GLGF) . // PDZ domain (Als 
o known as DHR or GLGF).// PDZ domain (Also known as DHR or GLGF). 1// P 
DZ domain (Also known as DHR or GLGF). 
BRAMY3008096// Eukaryotic protein kinase domain 

BRAWH3013197// Receptor family ligand binding region// 7 transmembrane r 
eceptor (metabotropic glutamate family) 

BRAWH3028645// Latrophi 1 in/CL-1-1 ike GPS domain// FecCD transport family 
// 7 transmembrane receptor (Secretin family) 
BRAWH3046240// 7 transmembrane receptor (rhodopsin family) 
BRCAN2019772// Zinc finger, C4 type (two domains)// Ligand-binding domai 
n of nuclear hormone receptor 

CT0NG2002832// KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc carboxypeptidase// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, 
C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc f inge 
r, C2H2 type 

CT0NG2003764// Phorbol esters/diacylglycerol binding domain (CI domain) 
PR0ST2010326// Latrophi 1 in/CL-1-1 ike GPS domain// Cytochrome C assembly 
protein// 7 transmembrane receptor (Secretin family) 
TBAES2004105// Thrombospondin type 1 domain 

TBAES2007379// EGF-like domain// EGF-like domain// Trypsin Inhibitor lik 
e cysteine rich domain// EGF-like domain// EGF-like domain// Keratin, hi 
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gh sulfur B2 protein// EGF-like domain// EGF-like domain// Granulins// E 
GF-like domain// EGF-like domain// EGF-like domain 
TBAES2007481// Cyclin 

TBAES2008133// PDZ domain (Also known as DHR or GLGF). 
TESTI 2043585// 7 transmembrane receptor (rhodopsin family) 
TESTI2046536// Sperm hi stone P2 

TESTI4002988// KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type// DM DNA binding domain// Zinc finger, C2H2 type// Transcription 

factor S-II (TFIIS)// Zinc finger, C2H2 type// Putative zinc finger in 
N-recognin// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fing 
er, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc f 
inger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type 

TESTI4005158// Integrins, beta chain// Notch (DSL) domain// Amiloride-se 
nsitive sodium channel 

TESTI4005500// KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 typ. 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type// DM DNA binding domain// Zinc finger, C2H2 type// Transcription 

factor S-II (TFIIS)// Zinc finger, C2H2 type// Putative zinc finger in 
N-recognin// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fing 
er, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc f 
inger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type 

TESTI4052089// Eukaryotic protein kinase domain 

THYMU3024602// EGF-like domain// EB module// EGF-like domain// Metal loth 
i one in// EGF-like domain// EGF-like domain// Keratin, high sulfur B2 pro 

2004-3059663 
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tein// EGF-like domain// Latrophi 1 in/CL-1-1 ike GPS domain// Leishmanolys 
in//7 transmembrane receptor (Secretin family) 
THYMU3044175// S-adenosyl-L-homocysteine hydrolase 

THYMU3046350// Sodium: neurotransmitter symporter family// Sulfate transp 
orter family// Sodiumlneurotransmitter symporter family// Sodiumineurotr 
ansmitter symporter family 

TRACH1000193// Metal lothionein family 5// Zinc finger, C4 type (two doma 
ins)// Ligand-binding domain of nuclear hormone receptor 
TRACH3019290// KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Z 
inc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type/ 
/ Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// PHD-finge 
r// Zinc finger, C2H2 type 

TRACH3021066// Fur in- like, cysteine rich region// Eukaryotic protein kina 
se domain 

UTERU2036507// Thrombospondin type 1 domain// NTR/C345C module 
[0 17 3] 

^ftfa^S^iJiSicK^T ^ y^S^iJOSwiss-Prot, nr. RefSeq^T"*- 9 ^ 
[0 17 4] 

^'t'H growth factor, cytokine, hormone, signal, transmembrane, membrane 
, extracellular matrix, receptor, G-protein coupled receptor, ionic chan 
nel, voltage-gated channel, calcium channel, cell adhesion, collagen, co 
nnective tissue ^ ft% • IlSIti^^ tL4gE****o fc, & L < (iPsor 
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1 1 sosui i<zx & mmw^nm^^ -> ^ -> - * -x- > * ^Mmiifi^^* 

[0 17 5] 

T-*-?fK glycoprotein ^ MSfi S £: MfeZ ti2>tm&&^ tz 7 

[0 17 6] 

y Vf—Pfpiz serine/threonine-protein kinase, tyros ine-prote in kinase, 
SH3 domain, SH2 domain^. v^MsillS&geKt^eSft&iEIWbo 
tz7u->X*$>& 0 
[0 17 7] 

m^Mmm&nn*T*v -Km^ztfefcztitztu-y tit, vr- 

9fplZ transcription regulation, zinc finger, homeobox 1^ Mill HE 6 

ntM7E.zti&mm&$>'??z?u->x~$>&o 

[0 17 8] 

m&mmm&M<v*T^>) -izmi-2>tmfc2titz?u-y tit, vr- 

9^[Z disease mutation, syndrome ^ feBM&Wi&M tlfcfcZ *l&ffi^rt s ab 
ofc, *)^>vMi^Sta*Se^J^^-r^Swiss-Protli y Ff-^, StfGenBank. U 
niGene H * h T— 9 tf y \L Y <T>^k\i^ t felOf- 9 — 7 X*$> &0nl ine Mende 
lian Inheritance in Man (0MIM) K2liS *ITV>£ IfiS^o/^n 

[0 17 9] 

lift • ft»M»S65fO*-r=/'J-lcJKi-«5 t«l^^tLfj^n->^{±, fc: y 
h t* — ? ^W-metabol ism, oxidoreductase, E.C.No. (Enzyme commission numbe 

r )m, mm • imm&m&ntmfc2n&tmtf$><ofz9u->'c&2>o 

[0 18 0] 

cell division, cell cycle, mitosis, chromosomal protein, cell growth, ap 
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optosis^, mm.ftu • mmm&m&ntmjzzti&mw.tf&^fc? u-yx~$> 

[0181] 

7*— 9 ^structural protein, cytoskeleton, act in-binding, microtublesH 

> mmmm&m& n t £ n h um*$> o * n - > -e & & „ 

[0 18 2] 

f± % H y h T"*— 9 "ft' nuclear protein, RNA splicing, RNA processing, RNA h 
elicase, polyadenylation^, • RNA^MilMSK £ }f;E £ *i & 

[0 18 3] 

^ t: y h X— ^ t~ translation regulation, protein biosynthesis, amino-ac 
id biosynthesis, ribosomal protein, protein transport, signal recognitio 
n particle^, • IfjiiPMMfiK t *£5e£ ti £ ffifb6 ? <fe o £ * n - y 

[0 18 4] 

r*- ? * Kheat shock, DNA repair, DNA damaged. SifflJ&KiPBBaSSfi® £}§5e 
$ I2fc^& o it 9 n - > r*ab & o 
[0 18 5] 

f§£ • fr\YM : MM&%<F>1]T^V -btm-tZ tmfcZHfz? n-> £(±, deve 
lopmental protein^, f§£ • 5MfcHSiIgfiSC £ *5£S*i&ga*M**o * n - 

[0 18 6] 

DNA • RNAtt^£fiKO#r^y-fcJR1-* fc*5£3*Lfc* n->£{±, v h 
■t- 9 4> UDNA-binding, RNA-binding^ t fS*c* s * o £ * o - > X"£> Z> 0 
[0 18 7] 
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ATP • GTPfS-g-S 6 «<7)#t- <; -^zm-th tmmZtifz? u->tli, t: y Y 
-r-^^ATP-binding, GTP-binding^ <bfE*^ ? & o £ ? n - ho 
[0 18 8] 

[0 18 9] 

ADRGL2011190, BRACE3046450, BRAWH3013197, BRAWH3028645, BRAWH3046240, BR 
THA3024233, PR0ST2010326, TBAES2004105, TBAES2007379, TBAES2007481, TBAE 
S2008133, TESTI2043585, TESTI4005158, THYMU3024602, THYMU3044175, THYMU3 
046350, TLIVE2007192, UTERU2025415, UTERU2036507 
[0 19 0] 

BRAWH3013197, BRAWH3046240, PR0ST2010326, TBAES2004105, TESTI2043585, TE 
STI4005158, THYMU3024602, THYMU3046350, TRACH3021066, UTERU2036507 
[0191] 

BRHIP3030064, CT0NG2003764, PLACE7013963, TRACH3021066 
[0 19 2] 

o 

BRACE3002184, BRCAN2019772, CTONG2002832, TESTI4002988, TESTI4005500, TR 
ACH1000193, TRACH3019290 
[0 19 3] 
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ADRGL2011190, BRACE3002184, BRACE3026993, BRACE3046450, BRAWH3013197, BR 
AWH3046240, BRCAN2019772, BRHIP3030064, BRTHA3024233, CTONG2002832, CTON 
G2003764, PROST2010326, TBAES2004105, TESTI2046536, TESTT4005158, TESTI4 
005500, THYMU3024602, THYMU3046350, TRACH1000193, TRACH3019290, TRACH302 
1066, UTERU2017492, UTERU2036507 
[0 19 4] 

$fz±M2 3^n->|i^t^\ Swiss-Protk: y hf-^ &t>ni\ RefSeqt: 
y hf-^^\ \L W&itttfc&CD-r-P^-XX-fr ^Online Mendelian Inh 
eritance in Man (0MIM) KSSS ftT V^ilfcirs g&St"C£>o;to JUlT^^n 
->££0MIM Number n- >^cOf^^><7)* y nftti*^ &o fcOMIM 
Number) 0 

ADRGL2011190 (602658), BRACE3002184 (603899), BRACE3026993 (601282), BRA 
CE3046450 (603035), BRAWH3013197 (604100), BRAWH3046240 (602646), BRCAN2 
019772 (603849), BRHIP3030064 (605762), BRTHA3024233 (603088), CT0NG2002 
832 (604668), CT0NG2003764 (176977), PR0ST2010326 (604110), TBAES2004105 
(605008), TESTI2046536 (182890; 182882), TESTI4005158 (601328), TESTI40 
05500 (602277), THYMU3024602 (600493), THYMU3046350 (603080), TRACH10001 
93 (139139), TRACH3019290 (603975), TRACH3021066 (164870), UTERU2017492 
(602917), UTERU2036507 (605008) 
[0 19 5] 

8 * n- yvtbotzo 

ADRGL2011190, BRHIP3030064, CT0NG2003764, PLACE7013963, TBAES2004105, TH 
YMU3044175, TRACH3021066, UTERU2036507 
[0 19 6] 
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TBAES2007481, TESTI2046536 
[0 19 7] 

mm^femmm e * t -=t - -t t $ n * n - > « , j^t<o i 

BRACE3026993 

[0 19 8] 

#Egfi K • RNA^«IWMe»<0 *f^'j-f:lt^. h#t7E£ft£?n- > n 
% JilT^o 1 * n - > -e£> o fc e 
TESTI2046536 

[0 19 9] 

S S Sf ^ • #51 H%£ 6 «o * t- i ; - k m •* & t 3f te $ ft * n - >(i , 

TBAES2004105, UTERU2036507 
[0 2 0 0] 

l ^ n- ye$>^fz 0 
BRCAN2019772 

[0 2 0 1 ] 

DNA • RNA^MSM<7)^T-3*'; -\,zm-?Z> tmfcZfitztu-yki. &T<D 8 
fu-yx'&^fzo 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI2046536, TESTI4002988, TE 
STI4005500, TRACH1000193, TRACH3019290 
[0 2 0 2] 

ATP 'GW&&m&%<V*T^i)-Km^&tmjE.Ztitz?u-yi* > \XT<T>2 

CT0NG2003764, TRACH3021066 
[0 2 0 3] 
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"/f- MC «fc o tii^l «b tHw & & oT^tt^* & 0 ? n - 

BRAMY3008096, BRAMY3016953, BRHIP3038037, BRTHA3004432, TESTI4052089, UT 
ERU3020583 

[0 2 0 4] 

#-^\ Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml) {Ci3tt-2) 
ffifrHH&iS&T*- *-*\ PROSITE (http://www.expasy.ch/cgi-bin/prosite-list.p 

[0 2 0 5] 

* > > * ;K sfc;i/-t>„ ffc3tifl!l$ «£ 9 &#!lxJ;f7 transmem 

brane receptor, Pancreatic hormone peptides, Ion transport protein, Fibr 
oblast growth factor^O ^ £#0? n- >T?3>4o 

[0 2 0 6] 

M$E^^^^GlycobiologytcP^t>^) tfefflZti* X 0 KM x. tilmmun 
oglobul in domain, Glycosyl transferases group \^<D V* 4 >\ ^^-—7% 
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[0 2 0 7] 

>mitmm, m>; >mimm. sm k> smaii 

<h"<h^£iBJj^tl-?) <fc d ^1?!lx.{^Eukaryotic protein kinase domain, Protein phos 
phatase 2C, Ras family^O Kp< >f -t^--7 : H#o7 n- >-C£>£ 0 
[0 2 0 8] 

lE^w^sa^o^-r^i; -Km-rz> trnfeztifz? &->£&, g?a?, 

l£¥9ISifKIKIfr& * >^7®&^£»Jj£*i& i 9 £$jxJ;fbZIP transcription 
factor, Zinc finger, C2H2 type^co K 7 >f >\ 7 £3#o? n - >-C& 

& o 

[0 2 0 9] 

^SRijise a t* =f «; - izm-t^ t z ntz ? u - y 1 »±, 

tWi% £ J: -9 &1£!lx_{£Wi lm' s tumour protein, von Hippel-Lindau disease 
tumor suppressor proteinic K 7 4 > , -tf-7^#o^D-yt|)^ 0 
[0 2 10] 

mm • ftttMaseRoa-r^-K*-*-* tmfezfLtz* m& 
mm, &&mm. tofcfrMmm* t* tmmzfrz ± 7 %mz.tfk\dehyde dehydro 

genase family, Chit in synthase, Glucose-6-phosphate dehydrogenase^ <D K 
[0211] 

■»M 7 «iMftjlJfP 7 >^7fC&t*tMJ£*L& «fc 9 £Mx.tfCyclin, Ce 

11 division protein^O K7 W €f -7^#o^n->-e^^o 
[0 2 12] 

jfflfla#»BBitseKo * -r 3"; - kjr-t a t m& 2 fitz 7 u - > 1 1±, 7 7 

3r^v>> "7 -r :/n*7^-:7& ^^fM^ftS «fc ^ £H?!lxJ;£Actin, Fibrone 
ctin type I domain, Kinesin motor domain^?) K 7 A >\ -=6 -f- — 7 £J#o 7 n 
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[0 2 13] 

(i, X 7^ ^ v y ^HT-, RNA^^m. ^ U io ~ -tf & ^ <h M« $ J: n 

x_ (iUepat i t i s C virus RNA dependent RNA polymerase, DEAD/DEAH box helica 

[0 2 14] 

> HiRMiS^ jrtf Ribosomal protein^ t'fc 

}£$JJ£ tl h X -9 &1£fl;i {^Translation initiation factor SUI1, Ubiquitin fami 
ly, Ribosomal protein U6^<7) >f 7 *J#o*n- 

[0 2 15] 

IfflMEFfti RISING «<a * x - KflTt* *S3 frfc * n - > (i, 5» v 
■V ^ n > , DNAI^I * > / * ? K & f <h mm Zti2> X s ) %Mx. f £Hsp90 prote in, DN 
A mismatch repair proteinic Rp< ^ -=6^-7 n- >-C£>& 0 

[0 2 16] 

fctiZmm? y^^^ttmm^nhXo &#!lx.f£Tloricaula / Leafy protein 
[0 2 17] 

DNA • RNA|£^g6S?<7) * t~ =r*) - Km-tZ tmfc £ frfz >?u-yt\$, IS¥H 
i\ DNA'J tffcfi LfcDNA • RNAMStli^g, Zinc-f ingerP^g 9 

M%£*£ : feM2fc& X o ^^!lx.(fTranscription factor WhiB, B-box zinc fing 
er, tRNA synthetases class I (C)fWF^^>, ^e-f-- 7 £#o? n - >-e£> 

[0 2 18] 

ATP • GTPIS^-S fif(7)*f n''J — KW>-f2> t m^E Ztitztu-y tkt. ATPase 

x.i£El-E2 ATPase, Ras fami ly^O ^ 7 n - yX*$>2>o 

[02 1 9 ] 
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dottier- 3- 'j -^tii— oo^ a-^^IBOlim^^T-rr-'J - 

m M*-f L & 5HI £ ft £ * r zf «j - $ ft & »t T Ji * v » e 
[0 2 2 0] 

BRAWH3013197, BRAWH3028645, BRAWH3046240, BRCAN2019772, PR0ST2010326, TE 
STI2043585, TESTI4005158, THYMU3024602, THYMU3046350, TRACH1000193 
[0 2 2 1 ] 

-z>tz 0 

BRAWH3028645, TESTI4005158 
[0 2 2 2] 

BRAMY3008096, TESTI4052089, TRACH3021066 
[0 2 2 3] 

tfcwmmm&mzm-t- & tm^fitz^u~>a, &T<D8?u->~c$>^tz 

o 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI2046536, TESTI4002988, TE 
STI4005500, TRACH1000193, TRACH3019290 
[0 2 2 4] 

mm • immmms s<vjjt=i*>) -izmir &tM7£ztifz?u->i±, \>xt<d 

7 ^ n - >T£>o£ 0 

ADRGL2011190, BRAMY3008096, CT0NG2002832, TESTI4052089, THYMU3024602, TH 
YMU3044175, TRACH3021066 
[0 2 2 5] 

mmftm • mm$M^&%<o*T=f>)-i,zmir2>£mfcztitz?u-yi^ & 
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TBAES2007481 

[0 2 2 6] 

m&n&fc • mmmm&^<D * x - kje-t a t titz ? n - > i± ? 

J^T<7) 1 * n - vc* o 7t 0 
CT0NG2002832 

[0 2 2 7] 

DNA • RNA^SSW^*^^ 1 ; -KJRi-a t4i5e$tLfe^ D->li, J£JLT<£> 7 
^ n- y-V&ofzo 

BRACE3002184, BRCAN2019772, CT0NG2002832, TESTI4002988, TESTI4005500, TR 
ACH1000193, TRACH3019290 
[0 2 2 8] 

ATP • GTPfg^SKO^xn-'; -\zm-tZ> tmfcZtitz? n- WTO 1 

ADRGL2011190 

[0 2 2 9] 

JilT<7) 7 ? n — Pfamt«h7 hf-^ MtW 5 #181) &$>^fz 

«9 SMffl K $ tL, _hf£<0 * t- 3* ij - H^-C § 4 PT^tt*** £ o 
BRACE3026993// TSC-22/dip/bun family 

BRACE3046450// PDZ domain (Also known as DHR or GLGF).//PDZ domain (Also 
known as DHR or GLGF).//PDZ domain (Also known as DHR or GLGF) . 1//PDZ 
domain (Also known as DHR or GLGF). 

CT0NG2003764// Phorbol esters/diacylglycerol binding domain (CI domain) 
TBAES2004105// Thrombospondin type 1 domain 

TBAES2007379// EGF-like domain//EGF-l ike domain//Trypsin Inhibitor like 
cysteine rich domain//EGF-l ike domain//EGF-l ike domain/ZKerat in, high su 
lfur B2 protein//EGF-l ike domain//EGF-l ike domain//Granul ins//EGF-l ike d 
omain//EGF-l ike domain//EGF-l ike domain 



tti8E#2 004-3059663 



&m 2003-131452 



^-v: 83/ 



TBAES2008133// PDZ domain (Also known as DHR or GLGF) . 
UTERU2036507// Throrabospondin type 1 domain//NTR/C345C module 
[0 2 3 0] 

itzZtib&tUzPianfCK. y V 9 iftai)^ tz9% ») <D 9 n - > Cov^t , 

j§ ^ n n - > 7<y wmm zmL^r-r^-xizMLx mm-r z> 

[0 2 3 1 ] 

H»U8. in silicon & It Z&mABEtiWr 

7 5 'J - a* <b cDNA * n - > * &ffc& i:M Lt, CO 5 ' *^HltO@£^J £ 

U T'-^^-^fkL^o ^r-'-^^-^{i 1,4 0 2,0 7 0 TO ? n - ><7)iM. 

X^- KJR-T * * n - 9 >f 77 »J ^Wfott&h Elliot 

cDNA 9>fr5'J-OV-^t4otv^ &ISfe*iHBli& K is It & , & £ itfsT- <£>HS 
[0 2 3 2] 

& fca&fc, TcM^cDNA? D - > Srj&Jff L fc&|fc*JHHJI&fi3fcO 7^7'7'J- 

• i!fflliara"T?0||3140jfcte^*t^lz Lfz 0 -t^t>% 6 0 01@J^±OcDNA^ n- y 

(ommm*ffiffiLtzmk*?mm^^x, %izm&itLtzmm*m.mm^mm 

-$9, $10, £efctmi l-il3*oMi(i> ffi*tWfc3fcS*K*r^L 
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[0 2 3 3] 

T?&Sfc#X.lb*l*o 7iV7 A^7-,|^W«S4*<7)7^ 77 'J - (BRAL 

Z, BRASW) sE1%<£m®.®i&%:<V7 4 -7? 'J- (BRAWH) OcDNA£«?*r LT Jt 

o 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 
[0 2 3 4] 

m^m<7)$>%> mitt (ii^iw^ti^t^^-^^v^icsit^ a^T- 

*<7)7^77'J- (BRSSN) jEHr^«3a«fi*0 7>f 7*7 U - (BRAWH) <7)cD 
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u->X£>^>tz 0 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 
[0 2 3 5] 

mL^z.t*itfLx^hKt£<%:z>o t tzm^m.^(D-mt - <vmm ^ us * 
ztzLx^z t^z.btix^z>o nmm.^tmmt^itmLfzm. mn^m^> 
zzmttimm^m^Ltzn, m^mzmM-r^^mj-x^^, mm^**- 
XAmw*?m\ttwm\~^mxhz> t^kh^o iifi*07^7 7'j- (br 

HIP) IE1^JMfiffi*<0^ 7? V - (BRAWH) OcDNA £ ft|#f L T .tfclsc L tz 
It* (^5) , M^-eM^-fk^^^ilfST-iimT^ 5 *7U-vx~h^tz 0 
BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, TRACH1000193 

[0 2 3 6] 

m^-Lx^z t^x.htix&*) . 'mtmfti- hz\t\z£^ x mmm w cxa- 
x^mm^-t z>z\t&mtK%z> 0 ztz, mmfz^x^<m^m^^t'x^m>k 
%mmomti^i>^mm5-Lx^2>z t i>w-&<vmizxmwzti^&z>o m 
mk&itt'mtzit&Lfzm. %mzm<n&2>mtti± i ?ffimit*m))mmz 
m^-f&mittx&t), mmffli-%MMmm<vfr?**-x^mw^mx$> 

£ t^z.hHZ>o 'hfm&^U 7'7 'J - (BRACE) IE^^iaii[S*<7)7 
^f^'J- (BRAWH) OcDNA*ft?^LTJt«cL^|g* (fl 6 ) , M^X^mtit 
<r> 2> itfsT- (i J^T <0 9 * n - y X & o 0 

BRACE3002184, BRACE3026993, BRACE3046450, BRAMY3008096, BRAWH3013197, BR 
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AWH3028645, BRTHA3004432, TESTI4002988, TRACH1000193 

z.tih ^n^iiWit* <t ^atmns icra-r ^> mttx$>& „ 

[0 2 3 7] 

^>o mx.mmxi*m%z±$ i, fen^»t, ^t*{±^*^*, i?i^ 

=r 4 7? - (BRTHA) t , IE#^ISfi.|ifi*e9 (BRAWH) <DcDNA£ 

m^ftxitmLtz^ mi) . m^xm^mt^^^mm^imr^s^u- 

yx&-?fz 0 

BRACE3046450, BRAWH3013197, BRAWH3028645, BRTHA3004432, BRTHA3024233, CT 
ONG2002832, THYMU3046350, TRACH1000193 

[0 2 3 8] 

nmm<Dmm rpmx$>z> 0 mw*MMLfzmmi*mm%.fc, Mx.i£'*-v? 

§ fe-i-o mmtmmxm mwmz tix^mmzi ctz t 

&&%kti>wz-z>o nmmi£fetmmt$:}t%iLfzv$, m^m^^^mm^a 
•it w>m.mzm5'-rhmttx$> . mm k^^mk^ * * a zno-?-* 
jj-x&Mwizmmx$>2>t^x.btiz>o m^^^^y^ } )- (bramy) t 
, jE^m&m&^co? 4 v - (brawh) ocdmznmLxitmLfz^ ( 

^8) . m%xmjL^t<7>$>Z>i&mi L te&T<D9 ?u-yx$>^tz 0 
BRACE3046450, BRAMY3008096, BRAWH3013197, BRAWH3028645, BRTHA3004432, TE 
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STI4002988, THYMU3046350, TRACH1000193, TRACH3019290 
[0 2 3 9] 

[0 2 4 0] 

?tM^7^77'J- (TBAES) IE#&?L5lEl3*<7>9 >f 79 U - (BEA 
ST) ^cDNA*»*fL-CJtlSEL?tfe* (^9) , M#"Cl&3R^kO*& i»1£^-J±J£JL 

TBAES2004105, TBAES2007379, TBAES2007481, TBAES2008133 
[0 2 4 1 ] 

DTOXfi*<7)7^77U- (TLIVE) IE1fr&flfMEi3*<7)^ 79 U - (L 
IVER) <7>cDNA**«fL-CJttSEL^»* (^10) , mm^ftmEiW 
l$VXT(D 2 * n - > -e* o /: c 
THYMU3046350, TLIVE2007192 
[0 2 4 2] 

?^Xfi*0 7^77'J- (TUTER) lEHr&T-M*?)^ 79 V - (U 
TERU) OcDNAfcflWLTJttS^fctt*: (ill) , m%^%W£.\W1hZ>mtt 

UTERU2017492, UTERU2025415, UTERU2036507 
[0 2 4 3] 

mS*(^7^77'J- (CT0NG) t> lEHt^Efc*^^ 79'J- (NT0NG 

) <0d)M*«wLTjfcttLfcig* (ii2) , mm-c%Mmt<D$>2>mittim 

T<7> 2 ^n->T-^)ofc 0 
CT0NG2002832, CT0NG2003764 
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[0 2 4 4] 
[0 2 4 5] 

% \t% £ L fz 1 , 402, 070® O ^ n - y <DiM.mm <D T - 9 ^ - * £ ^ L T l# 
[0 2 4 6] 

Wifi^^'fr^'J- (FCBBF, FEBRAi (iOCBBF) t J&fa<DM&%:<7> 
(BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRCOC, BRHIP, BRSSN, BR 
STN^ 7t:(±BRTHA) OcDNA^fWU ^ tmfoXlt%iLtz®i%: (^13) , Pot 

BRACE3002184, BRACE3026993, BRACE3046450, BRAMY3008096, BRAWH3013197, BR 
AWH3028645, BRTHA3004432, BRTHA3024233, CT0NG2002832, TESTI4002988, THYM 
U3046350, TRACH1000193, TRACH3019290 

[0 2 4 7] 



T)i<y^J^-mm<D±mgi%&m<D7y(7°7i)- (BRALZ, BRASW) IE#^ 

m&i&m^^J T:7'J - (BRAWH) <7)cDNA£^*fLTj:l:^L7t:^. 



[^3] 



Clone ID 



BRAWH 



BRALZ BRASW 



BRACE3046450 



21.984 



0.000 



0.000 



BRAWH3013197 100. 000 



0.000 



0.000 
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BRAWH3028645 100.000 0.000 0.000 

BRTHA3004432 32.087 0.000 0.000 

TRACH1000193 21.722 0.000 0.000 

10 2 4 8] 

ISft*07^7'J- (BRSSN) <h, iE-ir^a^ft*^ v (BRAWH 



Clone ID BRAWH BRSSN 

BRACE3046450 21.984 0.000 

BRAWH3013197 100. 000 0. 000 

BRAWH3028645 100. 000 0. 000 

BRTHA3004432 32. 087 0. 000 

TRACH1000193 21.722 0.000 

[0 2 4 9] 

«Mfi*0 7'f7'7'J- (BRHIP) t, JE'%£ffimk&&<0 7'('7<7 } )- (BRAWH 



Clone ID BRAWH BRHIP 

BRACE3046450 21.984 0.000 

BRAWH3013197 100. 000 0. 000 

BRAWH3028645 100. 000 0. 000 

BRTHA3004432 32.087 0.000 

TRACH1000193 21.722 0.000 
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10 2 5 01 
[£6] 

/M^7^7'7'J- (BRACE) IE#^K&lifi5^0 y 4 -fy >J — (BRAWH 



Clone ID BRAWH BRACE 



BRACE3002184 


0. 


000 


19. 


020 


BRACE3026993 


0. 


000 


100. 


000 


BRACE3046450 


21. 


984 


78. 


016 


BRAMY3008096 


0. 


000 


41. 


329 


BRAWH3013197 


100. 


000 


0. 


000 


BRAWH3028645 


100. 


000 


0. 


000 


BRTHA3004432 


32. 


087 


0. 


000 


TESTI4002988 


0. 


000 


15. 


392 


TRACH1000193 


21. 


722 


15. 


417 



10 2 5 1] 

tmm%:<7)yj7*7')- (BRTHA) <h, IE#<£JMIi[il*<7) 9 4 7 V V - (BRAWH 



Clone ID BRAWH BRTHA 

BRACE3046450 2 1 . 984 0 . 000 

BRAWH3013197 100. 000 0. 000 

BRAWH3028645 100. 000 0. 000 

BRTHA3004432 32.087 35.583 
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BRTHA3024233 0. 000 100. 000 

CTONG2002832 0.000 12.432 

THYMU3046350 0. 000 15. 320 

TRACH1000193 21.722 0.000 



10 2 5 2] 

y j 7*y >; - (BRAMY) t , £flt£IBSLttfi3|5<A (BRAWH 



Clone ID BRAWH BRAMY 



BRACE3046450 


21. 


984 


0. 


000 


BRAMY3008096 


0. 


000 


58. 


671 


BRAWH3013197 


100. 


000 


0. 


000 


BRAWH3028645 


100. 


000 


0. 


000 


BRTHA3004432 


32. 


087 


32. 


330 


TESTI4002988 


0. 


000 


21. 


851 


THYMU3046350 


0. 


000 


6. 


960 


TRACH1000193 


21. 


722 


0. 


000 


TRACH3019290 


0. 


000 


27. 


871 



[0 2 5 31 

$ltfA.&m<D7 4 7'7i)- (TBAES) jE^^?LMlS*<7)7 4 77 'j - (BEAST 



Clone ID BEAST TBAES 
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TBAES2004105 0.000 100.000 

TBAES2007379 0. 000 100. 000 

TBAES2007481 0. 000 100. 000 

TBAES2008133 0.000 100.000 

[0 2 5 4] 
K10] 

JffK*^fi*0 9'f , r5 , J- (TLIVE) EHf&JffW£3fc<?>7>f (LIV 



Clone ID LIVER TLIVE 

THYMU3046350 0. 000 47. 489 
TLIVE2007192 0. 000 100. 000 



[0 2 5 5] 
[111] 

T-K^^S^<7)9^y^';- (TUTER) lEIt&i^fi*^^ 77 'J - (UTE 
RU) OcDNASrftl*f LTJtt2L/c*S^. m^^MMit^Jb&mtt 



Clone ID UTERU TUTER 



UTERU2017492 5. 197 0. 000 
UTERU2025415 100. 000 0. 000 
UTERU2036507 100. 000 0. 000 



[0 2 5 6] 
[112] 

SW^^^'J- (CTONG) JESZ^m^y 4 7*y V - (NTONG) 
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Clone ID NTONG CTONG 



CT0NG2002832 0. 000 20. 880 
CT0NG2003764 0.000 24.325 



[0 2 5 7] 
1113] 

»i^7^r7'J- (FCBBF, FEBRAi tz (iOCBBF) t^ommm^y 
J?*?*)- (BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRCOC, BRHIP, BRSSN, BRST 
Nt^(iBRTHA) <&cDNA*##rU fl&JB t&QmttM Lfcfe*, M#-C3&»ftO 
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CO 



CO 

cr 
go 



CO 
CO 
DC 
GD 



CO 



o 
o 
o 
en 

CO 



o 
cr 

GO 



en 

CO 



or 

GO 



!3 

cn 

CO 



o 
<: 
cr: 

GO 



GO 
GO 

o 
o 

<: 
a: 

GO 



GO 
GO 

o 



o> 
o 
O 



CDCDCDCDCDCDCOCDCMCDCDCDCD 

cdcdcdcdcdcdoocdcocdcmcdcd 
cdcdcdcdcdcdudcd'^cdcocdcd 
doddddiodcsidiodd 

CO O -r— 





CD 


CD 






CD 




CO 


C_D 




c 3 


<- ■> 




cd 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


cd 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


cd 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 
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> ^ „ h ^_ 9 ^Accession No. OJRK//t?E#Jo Tf£*4 Lfz 0 *g|Hjttf£m<7>l£ 

ADRGL2011190// cGMP-dependent 3', 5' -cyclic phosphodiesterase (EC 3.1.4.1 
7) (Cyclic GMP stimulated phosphodiesterase) (CGS-PDE).// 0// 570aa// 97 
%// 000408 
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BRACE3002184// Zinc finger protein 85 (Zinc finger protein HPF4) (HTF1). 
// 0// 435aa// 76%// Q03923 

BRACE3026993// plectin 1, intermediate filament binding protein, 500kD [ 
Homo sapiens]// 4.00E-09// 107aa// 21%// NM_000445 

BRACE3046450// Interleukin-16 precursor (IL-16) (Lymphocyte chemoattract 
ant factor) (LCF) . // 0// 530aa// 83%// Q14005 
BRAMY3008096 
BRAMY30 16953 

BRAWH3013197// Metabotropic glutamate receptor 4 precursor.// 0// 675aa/ 
/ 91%// Q14833 

BRAWH3028645// CL1BA protein [Rattus norvegicus]// 2.00E-61// 126aa// 38 
%// NM.022962 

BRAWH3046240// Probable G protein-coupled receptor GPR35.// 1.00E-157// 
273aa// 88%// Q9HC97 

BRCAN2019772// Orphan nuclear receptor NR2E1 (Nuclear receptor TLX) (Tai 

1 less homo log) (Til) (hTl 1) . // 0// 347aa// 92%// Q9Y466 

BRHIP3030064// Homo sapiens renal tumor antigen (RAGE), mRNA// 8.00E-49/ 

/ 92aa// 98%// NM_014226 

BRHIP3038037 

BRTHA3004432 

BRTHA3024233// Probable low-affinity copper uptake protein 2 (hCTR2) (Co 
pper transporter 2).// 4.00E-70// 128aa// 90%// 015432 
CT0NG2002832// Zinc finger protein 264.// 0// 430aa// 72%// 043296 
CT0NG2003764// Protein kinase C, delta type (EC 2.7.1.-) (NPKC-delta) . // 

2.00E-91// 163aa// 91%// Q05655 
PLACE7013963// Nik related kinase [Mus musculus]// 0// 447aa// 46%// NM_ 
013724 

PR0ST2010326// G protein-coupled receptor 56; EGF-TM7-1 ike [Homo sapiens 
]// 0// 463aa// 94%// NM_005682 
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TBAES2004105// ADAM-TS 6 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 6) (ADAMTS-6) (ADAM-TS6) . // 1.0 
OE-57// HOaa// 41%// Q9UKP5 

TBAES2007379// CEGP1 protein [Homo sapiens]// 0// 545aa// 67%// NM_02097 
4 

TBAES2007481// Cyclin I.// 5.00E-51// lllaa// 44%// Q9Z2V9 
TBAES2008133// semaF cytoplasmic domain associated protein 3; semaphorin 
cytoplasmic domain-associated protein 3A [Mus musculus]// 0// 422aa// 5 
4%// NM018884 

TESTI2043585// Olfactory receptor 5V1 (Hs6Ml-21) . // 1.00E-79// 141aa// 4 
7%// Q9UGF6 

TESTI2046536// Sperm hi stone P2 precursor (Protamine P2) (HP2, HP3, and 
HP4) (Basic proteins HPS1, HPS2, HPI2, and HPIl).// 1.00E-10// 33aa// 64 
%// P04554 

TESTI4002988// Zinc finger protein 208.// 0// 311aa// 52%// 043345 
TESTI4005158// Ami loride^sensitive sodium channel delta-subunit (Epithel 
ial Na+ channel delta subunit) (Delta ENaC) (Nonvoltage-gated sodium cha 
nnel 1 delta subunit) (SCNED) (Delta NaCH).// 0// 592aa// 87%// P51172 
TESTI4005500// Zinc finger protein 184.// 0// 340aa// 47%// Q99676 
TESTI4052089 

THYMU3024602// Cell surface glycoprotein EMR1 precursor (EMR1 hormone re 
ceptor) . // 0// 795aa// 86%// Q14246 

THYMU3044175// Putative adenosylhomocysteinase (EC 3.3.1.1) (S-adenosyl- 
L- homocysteine hydrolase) (AdoHcyase) . // 1.00E-161// 266aa// 93%// 0438 
65 

THYMU3046350// Sodium- and chloride-dependent betaine transporter (Na+/C 
1- betaine/GABA transporter) (BGT-l).// 0// 440aa// 88%// P48065 
TLIVE2007192 

TRACH1000193// Orphan nuclear receptor HMR (Early response protein NAK1) 
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(TR3 orphan receptor) . // 0// 503aa// 84%// P22736 
TRACH3019290// Zinc finger protein 93 (Zinc finger protein HTF34) (Fragm 
ent).// 0// 387aa// 73%// P35789 

TRACH3021066// Receptor protein-tyros ine kinase ERBB-2 precursor (EC 2.7 
.1.112) (pl85erbB2) (NEU proto-oncogene) (C-erbB-2) (Tyrosine kinase- typ 
e cell surface receptor HER2) (MLN 19).// 0// 360aa// 88%// P04626 
UTERU2017492// Calcipressin 1 (Down syndrome critical region protein 1) 
(Myocyte- enriched calcineurin interacting protein 1) (MCIPl) (Adapt78). 
// 2. 00E-83// 150aa// 88%// P53805 
UTERU2025415 

UTERU2036507// ADAM-TS 6 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 6) (ADAMTS-6) (ADAM-TS6) . // 6.0 
OE-48// 104aa// 37%// Q9UKP5 
UTERU3020583 

[0 2 6 0] 

SEQUENCE LISTING 
<110> Research Association for Biotechnology 
<120> Full length cDNA 
<130> BTR-A0303 
<160> 82 

<170> Patent In Ver. 3. 1 
<210> 1 



tbfiE#2 004-3059663 



mi 2 0 0 3 - 1 3 1 4 5 2 ; 99/ 



<211> 3355 
<212> DNA 

<213> Homo sapiens 
<400> 1 

gacgcgctga ccgagcgcag cggccgggcc ggcgggcggg cgggcggctg cgagcatggt 60 

cctggtgctg caccacatcc tcatcgctgt tgtccaattc ctcaggcggg gccagcaggt 120 

cttcctcaag ccggacgagc cgccgccgcc gccgcagcca tgcgccgaca gcctgcagga 180 

cgccttgctg agtctgggct ctgtcatcga catttcaggc ctgcaacgtg ctgtcaagga 240 

ggccctgtca gctgtgctcc cccgagtgga aactgtctac acctacctac tggatggtga 300 

gtcccagctc gtgtgtgagg accccccaca tgagctgccc caggagggga aagtccggtt 360 

caccgacgag gacgagcatg tgatccagca ctgcttccac tacaccagca ccgtgctcac 420 

cagcaccctg gccttccaga aggaacagaa actcaagtgt gagtgccagg ctcttctcca 480 

agtggcaaag aacctcttca cccacctgga tgacgtctct gtcctgctcc aggagatcat 540 

cacggaggcc agaaacctca gcaacgcaga gatctgctct gtgttcctgc tggatcagaa 600 

tgagctggtg gccaaggtgt tcgacggggg cgtggtggat gatgagagct atgagatccg 660 

catcccggcc gatcagggca tcgcgggaca cgtggcgacc acgggccaga tcctgaacat 720 

ccctgacgca tatgcccatc cgcttttcta ccgcggcgtg gacgacagca ccggcttccg 780 

cacgcgcaac atcctctgct tccccatcaa gaacgagaac caggaggtca tcggtgtggc 840 

cgagctggtg aacaagatca atgggccatg gttcagcaag ttcgacgagg acctggcgac 900 

ggccttctcc atctactgcg gcatcagcat cgcccattct ctcctataca aaaaagtgaa 960 

tgaggctcag tatcgcagcc acctggccaa tgagatgatg atgtaccaca tgaaggtctc 1020 

cgacgatgag tataccaaac ttctccatga tgggatccag cctgtggctg ccattgactc 1080 

caattttgca agtttcacct atacccctcg ttccctgccc gaggatgaca cgtccatggc 1140 

catcctgagc atgctgcagg acatgaattt catcaacaac tacaaaattg actgcccgac 1200 

cctggcccgg ttctgtttga tggtgaagaa gggctaccgg gatcccccct accacaactg 1260 

gatgcacgcc ttttctgtct cccacttctg ctacctgctc tacaagaacc tggagctcac 1320 

caactacctc gaggacatcg agatctttgc cttgtttatt tcctgcatgt gtcatgacct 1380 

ggaccacaga ggcacaaaca actctttcca ggtggcctcg aaatctgtgc tggctgcgct 1440 
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ctacagctct gagggctccg tcatggagag gcaccacttt gctcaggcca tcgccatcct 1500 

caacacccac ggctgcaaca tctttgatca tttctcccgg aaggactatc agcgcatgct 1560 

ggatctgatg cgggacatca tcttggccac agacctggcc caccatctcc gcatcttcaa 1620 

ggacctccag aagatggctg aggtgggcta cgaccgaaac aacaagcagc accacagact 1680 

tctcctctgc ctcctcatga cctcctgtga cctctctgac cagaccaagg gctggaagac 1740 

tacgagaaag atcgcggagc tgatctacaa agaattcttc tcccagggag acctggagaa 1800 

ggccatgggc aacaggccga tggagatgat ggaccgggag aaggcctata tccctgagct 1860 

gcaaatcagc ttcatggagc acattgcgat gcccatctac aagctgttgc aggacctgtt 1920 

ccccaaagcg gcagagctgt acgagcgcgt ggcctccaac cgtgagcact ggaccaaggt 1980 

gtcccacaag ttcaccatcc gcggcctccc aagtaacaac tcgctggact tcctggatga 2040 

ggagtacgag gtgcctgatc tggatggcac tagggccccc atcaatggct gctgcagcct 2100 

tgatgctgag tgatcccctc cagggacact tccctgccca ggccacctcc cacagccctc 2160 

cactggtctg gccagatgca ctgggaacag agccacgggt cctgggtcct agaccaggac 2220 

ttcctgtgtg accctggaca agtactacct tcctgggcct cagctttctc gtctgtataa 2280 

tggaagcaag acttccaacc tcacggagac tttgtaattt gttctctgag agcacagggg 2340 

tgaccaatga gcagtgggcc ctactctgca cctctgacca caccttggca agtctttccc 2400 

aagccattct ttgtctgagc agcttgatgg tttctccttg ccccatttct gccccaccag 2460 

atctttgctc ctttcccttt gaggactccc accctttggg gtctccagga tcctcatgga 2520 

aggggaaggt gagacatctg agtgagcaga gtgtggcatc ttggaaacag tccttagttc 2580 

tgtgggagga ctagaaacag ccgcggggcg aaggccccct gaggaccact actatactga 2640 

tggtgggatt gggacctggg ggatacaggg gccccaggaa gaagctgcca gaggggcagc 2700 

tcagtgctct gcagagaggg gccctgggga gaagcaggat gggattgatg ggcaggaggg 2760 

atccccgcac tgggagacag gcccaggtat gaatgagcca gccatgcttc ctcctgcctg 2820 

tgtgacgctg ggcgagtctc ttcccctgtc tgggccaaac agggagcggg taagacaatc 2880 

catgctctaa gatccatttt agatcaatgt ctaaaatagc tctatcgctc tgcggagtcc 2940 

cagcagaggc tatggaatgt ttctgcaacc ctaaggcaca gagagcccaa ccctgagtgt 3000 

ctcagaggcc ccctgagtgt tctccttggc ctgagcccct tacccattcc tgcagccagt 3060 

gagagacctg gcctcagccc tggcagggtt ctctcttcaa ggccatatcc acctgtgccc 3120 

tggggcttgg gagaccccat agggccggga ctcttgggtc agcccggcca ctggcttctc 3180 
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tctttttctc cgtttcattc tgtgtgcgtt gtggggtggg ggagggggtc cacctgcctt 3240 
acctttctga gttgccttta gagagatgcg tttttctagg actctgtgca actgtcgtat 3300 
atggtcccgt gggctgaccg ctttgtacat gagaataaat ctatttcttt ctacc 3355 



<210> 2 
<211> 4006 
<212> DNA 



<213> Homo 


sapiens 






<400> 2 








actcagacac 


gcagctggac 


cggacagggc ggcttccggg tttggcgcgg cctttgtctc 


60 


ttgctgcagc 


cggagctccg 


gtctcgtctt cactgctgtt tgtcctctgc tcctagaggc 


120 


ccagactctg 


tggctctgtg 


acctgcaggt attgggagat ccacagctaa gactccagga 


180 


ccctctggaa 


gcctagaaat 


gggaccattg acatttatgg atgtggccat agaattctct 


240 


ctggaggagt 


ggcagtgcct 


ggacacagca cagcagaatt tatataggaa tgtcatgtta 


300 


gagaattata 


gaaacctggt 


attcctgggt attgctgtgt ctaatttaga cctgatcacc 


360 


tgtctggagc 


aaggaaaaga 


gccctggaat atgaagagac acgagatggt agccaaaccc 


420 


ccagctatgt 


gttctcattt 


tgccaaagac cttaggccag agcaatatat aaaaaattct 


480 


ttccaacaag 


tgatactgag 


aagatatgga aaatgtggat atcagaaagg ctgtaaaagt 


540 


gtggatgagc 


ataagttgca 


caaaggaggt cacaagggac ttaaccagtg tgtgacaact 


600 


acccagagca 


aaatagttca 


gtgtgacaaa tacgtgaaag tctttcataa atattcaaat 


660 


gcaaagagac 


ataagataag 


acatactgga aaaaatcctt tcaaatgtaa agaatgtggc 


720 


aaatcatttt 


gcatgctttc 


acaactaact caacatgaga taattcatac tggagaaaaa 


780 


ccctacaaat 


gtgaagaatg 


tggcaaagct tttaaaaagt cctcaaacct tacgaatcat 


840 


aagataattc 


atactggaga 


gaaaccctac aaatgtgaag aatgtggaaa agcttttaac 


900 


cagtcctcaa 


ctcttactag 


acataagata attcatactg gagagaaact ctacaaatgt 


960 


gaagaatgtg 


gcaaagcttt 


taaccggtcc tcaaacctta ctaaacataa gatagttcat 


1020 


actggagaga 


aaccctacaa 


atgtgaagaa tgtggcaaag cttttaaaca gtcctcaaac 


1080 
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cttactaatc 


acaagaaaat 


tcatactgga 


gagaaaccct 


acaaatgtgg 


agaatgtggc 


1140 


aaagccttta 


ccctatcttc 


acaccttact 


acacataaga 


ggattcatac 


tggtgagaaa 


1200 


ccctacaaat 


gtgaagaatg 


tggcaaagct 


tttagtgtat 


tttcaaccct 


tactaaacat 


1260 


aagataattc 


atactgaaga 


gaaaccctac 


aaatgtgaag 


aatgtggcaa 


agcttttaac 


1320 


cggtcctcac 


accttactaa 


tcataaggta 


attcatactg 


gagagaaacc 


ctacaaatgt 


1380 


gaagaatgtg 


gtaaagcctt 


taccaagtcc 


tcaactctta 


cttatcataa 


ggtaattcat 


1440 


actggaaaga 


aaccctacaa 


atgtgaagaa 


tgtggtaaag 


cctttagtat 


attctcaatc 


1500 


cttactaaac 


ataaagtaat 


tcatactgaa 


gacaaaccct 


acaaatgtga 


agaatgtggc 


1560 


aaaactttta 


actactcctc 


aaattttact 


aatcataaaa 


aaattcatac 


tggagagaaa 


1620 


ccctataagt 


gtgaagaatg 


tggcaaaagc 


tttattctgt 


cctctcatct 


tactacacat 


1680 


aagataattc 


atactggaga 


gaaaccctac 


aaatgtaaag 


aatgtggcaa 


agcttttaac 


1740 


cagtcctcaa 


cccttatgaa 


acataagata 


attcatactg 


gagagaaacc 


ctacaaatgt 


1800 


gaagaatgtg 


gcaaagcctt 


taaccagtcc 


ccaaacctta 


ctaaacataa 


gagaattcat 


1860 


accaaagaga 


aaccctacaa 


atgtaaataa 


tgtgtcaaat 


cctttagtgt 


attttcaact 


1920 


tttattaaaa 


cacaagataa 


ttcatactgg 


agagaaatcc 


tacaaatgtg 


ataaatgtgg 


1980 


caaagccttt 


aactggctct 


taatccttat 


gaaacaaaag 


ataattcata 


ctagagagaa 


2040 


accctacaaa 


tgtaaagaat 


gtggcaaagc 


atttaactgg 


tccctaaatc 


ttactaaaca 


2100 


taaaaaaact 


taaactggag 


agaaactaca 


aagctggaag 


acatcacagt 


aattctgaca 


2160 


acacctcaaa 


cttttctaaa 


cataaaataa 


atcatactgg 


tgaggaactt 


taaaaatgcg 


2220 


aaaaatgtga 


caaaatcttt 


aaatgattgt 


cacacttgat 


tgtaggtaag 


ataattctta 


2280 


ctagaaaaac 


tcttacaagt 


gtgaagaatg 


tggcaaaatt 


tttaatgaat 


actcacacct 


2340 


tattgccagg 


aaagcattta 


tacttgagaa 


aaattgtacc 


aatataaaga 


ctgtgaaaaa 


2400 


gccattaatg 


tctgctcaca 


tcttactcaa 


catcagagag 


tacttaaaaa 


aagtattata 


2460 


aatttaatta 


ctgtcaaaaa 


gtatttcaga 


aaatataagc 


ttttaaagta 


tttattttga 


2520 


agacaaacat 


tacaaataaa 


agagggttgt 


aataccttta 


tttgtatcac 


agatcttatt 


2580 


gtacacattt 


tgtactagag 


aaaaccctga 


agcagttact 


taaactttgt 


tcaacatcag 


2640 


ggaattcaga 


ttggagaaaa 


accctgcaaa 


tgtaataaat 


t tgaaaaaaa 


agttttccaa 


2700 


aactacaact 


tagacaacac 


cagagggttc 


a t act gaga t 


atatttttgc 


agatgcagta 


2760 


tatatttaaa 


acatttaatc 


caaaataagt 


ctatgtaaat 


atcagagaat 


tcacagtgga 


2820 
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aatatctaag 


gtagggccgg 


gcatggtggc 


tcacgcctgt 


agtgccagca ctttgggagg 


2880 


ctgaggtggg 


cagatcatga 


ggtcaacaga 


ttgagaccat 


cctggtcaac atggtaaaac 


2940 


cctgtctcta 


ctaaaaatac 


aaaaattagc 


tgggcgtggc 


ggcacgtgcc tgtggtctca 


3000 


gctacttggg 


acgctgaggc 


aggaaaatcc 


gttgaaccca 


ggaggcagag gttgtagtga 


3060 


gccgggattg 


caccactgca 


ctccagccgg 


gtgacagagt 


gagactccat ctcaaaaaca 


3120 


aacaaactaa 


ggtatggatg 


cttcagacat 


tacactatat 


caaagtgctg actgttaaaa 


3180 


atgatcccaa 


actaacggta 


gataaattta 


tttgtacata 


actttaaaag gagtagaaga 


3240 


ttttttggaa 


gtttgtaatt 


acattcaaag 


tatacttttt 


ttgtttgttt gttttccttg 


3300 


agacagagtc 


tctctctgtc 


gtccaggctg 


gagtgcagtg 


gcacagtctc ggctcgctgc 


3360 


agcctctgcc 


tcctgggttc 


aagcaattct 


cctgcctcag 


cctactgagt ggctgagatt 


3420 


acaggtgcac 


accaccacgt 


ccggctgact 


tttgtatttt 


tagtggggac ggggtttcac 


3480 


catgttggtc 


agggtagtct 


tgaactcctg 


acctcatgct 


ctgcccagct tggcttccca 


3540 


aggtgctgtg 


attacaggct 


taagccacag 


cgcccgaccc 


aaagtgttct tttttccttg 


3600 


aaaagaagta 


cagatttttt 


aaaaagctaa 


tattgctgtg 


atjtcaactct caagttactt 


3660 


gatgctattt 


cttcatttct 


attgtattca 


catgtgaaag 


catgtgatca gttgtcacgg 


3720 


catcaaagat 


aggagagttt 


cttttttttt 


aggtgggcat 


tatttatgac cttttctttg 


3780 


gaagagtaag 


gatattaaaa 


tgtaacatgc 


atgatgaaaa 


tctaagtgga gatgatattt 


3840 


gtggttaatt 


atgatattga 


gtggtgcatg 


aggtaggtgt 


ttagagtaat attcttttgc 


3900 


attatagtaa 


gaacatttaa 


gttttgttaa 


aattaaaaaa 


ttagtagtac gttattttac 


3960 


tatttgtact 


tttatgtaat 


aaaatgcagt 


acatttttaa 


attttc 


4006 
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gcttagtcaa 


tgctgagatg 


cgtcttgtgg 


aacagaattt 


ttgggacatt 


tgcaggatga 


120 


gttagatgaa 


ctccgtgctg 


agatggaaga 


gatgagagac 


agttatttag 


aggaagatgt 


180 


ttaccagctg 


caggaacttc 


ggegagaact 


ggaccgcgct 


aataaaaact 


gccgaatcct 


240 


gcagtaccgt 


cttcggaaag 


ccgagcagaa 


aagcctgaaa 


gtggctgaga 


egggtcaggt 


300 


ggatggtgag 


cttattcgaa 


gectggagea 


ggacttgaag 


gtagccaaag 


atgtatctgt 


360 


cagattgcac 


cacgaactta 


agacggtgga 


ggaaaagege 


gctaaagctg 


aggatgaaaa 


420 


cgaaactctc 


cgacagcaga 


tgattgaagt 


ggaaatatcc 


aaacaggccc 


tccagaatga 


480 


gctggagaga 


ctgaaagaga 


gttccctaaa 


aagaagaagc 


actegggaaa 


tgtacaagga 


540 


gaagaaaacc 


tttaaccagg 


atgacagtgc 


cgatttgagg 


tgccagctcc 


agtttgccaa 


600 


agaggaagcc 


ttcctgatgc 


gcaaaaagat 


ggecaagcta 


ggaagggaga 


aggacgagct 


660 


ggagcaggag 


ctccagaagt 


acaagtccct 


ctatggggat 


gtggacagtc 


ccctgcccac 


720 


gggggaagca 


ggcgggcccc 


ccagcacccg 


ggaggecgag 


ctgaagctgc 


ggctaaagct 


780 


ggtggaggag 


gaagccaaca 


tcttgggccg 


gaagatcgtg 


gagctggagg 


tggagaaccg 


840 


tggcctcaag 


gcagagatgg 


aggacacgeg 


gggccagcag 


gagegggagg 


gcccgggtcg 


900 


ggaccacgca 


cccagcattc 


ctacctcacc 


etteggtgae 


tccctggagt 


cctccactga 


960 


gctccgccgc 


cacctgcagt 


ttgtagaaga 


ggaageggag 


ttgctccgga 


ggtccatctc 


1020 


cgagatcgaa 


gaccacaacc 


ggcaactgac 


ccacgagctc 


agcaagttta 


agtttgagcc 


1080 


tccccgggag 


ccgggctggc 


taggagaggg 


tgeaagtect 


ggtgccgggg 


gtggggcccc 


1140 


cctgcaggag 


gagctgaagt 


cagccaggct 


gcagatcagc 


gagctcagcg 


geaaggtget 


1200 


caaactgcag 


cacgagaacc 


acgcgctgct 


gtccaacatc 


cagcgctgcg 


acctggcagc 


1260 


ccacctgggg 


ctgcgtgccc 


ccagtccccg 


ggacagegat 


gecgagagtg 


atgcgggcaa 


1320 


gaaggagagt 


gatggggagg 


agagccgcct 


gccccagccc 


aagcgggaag 


ggcctgttgg 


1380 


cggggagagt 


gactcggagg 


agatgtttga 


gaagaegteg 


ggcttcggga 


gegggaagee 


1440 


atcggaggcc 


agcgagccat 


gccccacgga 


gctcctgaag 


gecegggagg 


actctgagta 


1500 


cctagtgacc 


ctaaaacacg 


aggcccagcg 


getagagegg 


acggtggagc 


gcctcatcac 


1560 


ggacaccgac 


age t tec tec 


atgatgcggg 


getgeggggt 


ggtgcgccct 


taccggggcc 


1620 


tggcctccag 


ggegaagagg 


agcagggtga 


gggggaccag 


caggagcccc 


agctgctggg 


1680 


gaccatcaac 


gecaagatga 


aggctttcaa 


gaaagagctg 


caggccttcc 


tggagcaggt 


1740 


gaaccgcatt 


gggggtggcc 


tatccccctt 


gccccacctc 


acagagtcct 


ctagcttcct 


1800 
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ctccactgtg 


acttccgtgt 


cccgggactc 


ccccatcggg 


aacctgggga 


aggagctggg 


1860 


cccagacttg 


cagtccagac 


tgaaagagca 


gctggagtgg 


cagctcgggc 


cggcccgagg 


1920 


ggacgagcgg 


gagagcctgc 


gcctccgagc 


cgcgcgggag 


ctgcaccgcc 


gcgcagacgg 


1980 


ggacaccggg 


agccacgggc 


tgggaggcca 


gacctgcttc 


agcctggagc 


tcaggggccc 


2040 


ccccgtttta 


cctgagcaga 


gtgtatccat 


agaggagcta 


cagggtcagc 


tcgtgcaggc 


2100 


ggccagactg 


catcaagagg 


agacagagac 


atttacaaac 


aagatccata 


agatggagga 


2160 


ggagcacctc 


tatgccttga 


ggtggaaaga 


actggaaatg 


cacagcctgg 


ctttgcaaaa 


2220 


caccctccat 


gagcgaacct 


ggagtgatga 


gaagaatctg 


atgcagcagg 


agctccggtc 


2280 


cttgaagcag 


aacattttcc 


tcttctacgt 


caaactcagg 


tggctgctga 


aacactggcg 


2340 


gcaagggaag 


cagatggagg 


aggaaggaga 


ggagttcact 


gagggtgaac 


atccagagac 


2400 


cctctccagg 


ctcggggagc 


ttggagtcca 


ggggggtcac 


caggcggatg 


gcccagacca 


2460 


cgacagtgac 


cgaggctgtg 


gctttccagt 


gggggagcac 


tccccacact 


cccgggtgca 


2520 


gattggagat 


cacagcttgc 


ggctgcagac 


cgcggacagg 


ggacagcccc 


acaaacaggt 


2580 


ggtggaaaac 


cagcagctgt 


tcagcgcctt 


caaggccttg 


ctggaggact 


tccgtgcgga 


2640 


gctgcgggag 


gatgagcgtg 


cccgactacg 


gctgcagcag 


caatatgcca 


gcgacaaggc 


2700 


ggcctgggac 


gtggagtggg 


ccgtgctcaa 


gtgccgtctg 


gaacagctgg 


aagagaagac 


2760 


tgagaacaag 


ttgggagaac 


taggctcctc 


cgctgagagc 


aagggggcct 


tgaagaagga 


2820 


gagagaggtg 


caccagaagc 


tcctggcaga 


cagtcacagc 


ctggtcatgg 


acctgcgctg 


2880 


gcagatccat 


cacagcgaga 


agaactggaa 


ccgggagaag 


gtggaacttc 


tcgaccgcct 


2940 


ggacagagat 


cggcaggagt 


gggagcggca 


gaagaaggaa 


ttcttgtgga 


ggatagagca 


3000 


gttgcagaaa 


gagaacagtc 


cccggagagg 


tggcagtttc 


ctctgtgatc 


aaaaagacgg 


3060 


caacgttcgc 


ccctttcccc 


accagggaag 


cctccgcatg 


ccccgtccag 


tggccatgtg 


3120 


gccttgtgca 


gatgctgact 


ccatcccgtt 


tgaagaccgg 


ccgctgtcca 


agctgaagga 


3180 


gtcggacagg 


tgctcggcca 


gtgagaatct 


ctacctggat 


gccttgtccc 


tggatgacga 


3240 


gccagaagag 


ccaccagccc 


acaggcccga 


gagggagttc 


aggaaccgcc 


tccctgagga 


3300 


agaagaaaat 


cacaaaggaia 


atcttcaaag 


ggcggtgtcc 


gtgtcctcca 


tgtctgagtt 


3360 


ccagcgtcta 


atggacatct 


cccccttcct 


gcctgagaag 


ggcctgccgt 


ccaccagcag 


3420 


caaggaggat 


gtcaccccac 


ccctgtctcc 


agacgacctc 


aagtacatcg 


aggagttcaa 


3480 


caagagctgg 


gactacacac 


ccaacagggg 


ccacaatggt 


ggggggccgg 


acctttgggc 


3540 
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cgacaggacc 


gaggtggggc 


gggcagggca 


cgaggacagc 


acagagcctt 


tccccgactc 


3600 


ctcctggtac 


ctaaccacaa 


gtgtcaccat 


gaccacggac 


accatgacca 


gcccagagca 


3660 


ctgccagaag 


cagccactgc 


ggagccacgt 


cctcaccgag 


cagtcggggt 


tgcgcgtgtt 


3720 


acacagcccg 


cctgccgtgc 


gcagggtcga 


cagcatcacg 


gcggcaggtg 


gtgagggtcc 


3780 


ctttcccaca 


agcagagcca 


gagggagccc 


gggagacacc 


aaggggggcc 


ctccagaacc 


3840 


catgctcagc 


aggtggcctt 


gcacctcccc 


caggcactcc 


cgggactatg 


tggagggggc 


3900 


acggcgcccc 


cttgatagtc 


ccctctgtac 


ctccctgggg 


tttgcctccc 


cactgcacag 


3960 


cctggagatg 


tccaagaact 


tgagtgatga 


catgaaggag 


gtggccttct 


ctgtcaggaa 


4020 


tgccatctgc 


tctggccctg 


gcgagctgca 


agtcaaggac 


atggcctgcc 


agaccaatgg 


4080 


gtcccggacg 


atggggaccc 


agactgttca 


gaccatcagt 


gtgggcttgc 


agactgaagc 


4140 


cctgcgtggc 


agcggtgtca 


ccagcagccc 


ccacaagtgt 


ctcactccaa 


aggctggggg 


4200 


cggtgctaca 


cccgtgtcgt 


ctccttcccg 


gagccttagg 


agcagacagg 


tggcccctgc 


4260 


catcgagaag 


gtgcaggcca 


agtttgaacg 


cacatgctgc 


tcccccaagt 


atggttctcc 


4320 


caagctgcag 


aggaagcccc 


tccccaaagc 


cgaccagcca 


aataacagga 


cgtcaccagg 


4380 


gatggcccag 


aaagggtaca 


gtgagtcagc 


ctgggcccgc 


tccaccacca 


caagggagag 


4440 


ccccgtgcac 


accaccatta 


atgatggcct 


ctccagcctc 


ttcaacatca 


ttgaccacag 


4500 


ccccgtggtg 


caggacccct 


tccagaaggg 


gctgcgggcc 


ggcagtcggt 


ctcgctcagc 


4560 


agagccccga 


ccagagctgg 


gcccaggcca 


ggaaacaggc 


accaattccc 


gaggaaggtc 


4620 


gcctagcccc 


attggggtgg 


ggtcagagat 


gtgcagggag 


gaagggggag 


agggcacgcc 


4680 


agtgaagcag 


gacttatctg 


ctccccctgg 


ctacacgctc 


actgagaacg 


tggcccggat 


4740 


cctcaacaag 


aagctgctgg 


aacatgcctt 


aaaggaggag 


aggaggcagg 


ctgcccacgg 


4800 


gcccccgggt 


ctccacagtg 


acagccactc 


gctgggggac 


acagccgagc 


cagggcccat 


4860 


ggagaaccaa 


actgtcttgc 


taactgcccc 


ctggggactc 


tagccctgcc 


cgcctcacgc 


4920 


tgaactacct 


tgttctgcac 


tagctccatc 


cctagagccc 


tgcttctcca 


ggcccgagag 


4980 


accagcaaac 


cgtcgccctc 


cgtcccgttg 


ggccccacat 


tcccccactg 


cctcacagcc 


5040 


tcagtcaccc 


ggagacccga 


cgtccttgga 


ggagcatggt 


ggcgaggagc 


cgcccgagga 


5100 


gcagccacac 


cgagatgcaa 


gcttgcatgg 


attatcacag 


tataattcac 


tgtaatttgc 


5160 


ataaccacac 


catcaccatg 


aacaaaactc 


tgcccaacag 


gagagatcta 


gttttctcaa 


5220 


ggtcaaagaa 


tgttttttaa 


aaacacaaag 


ctgctgaatg 


ttcaacctgt 


gaaactgaga 


5280 
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tgtttctaga atgaaacagt aaatgtgcct gtaataactt aatttttttc atagctcaga 5340 
aaactatttt tgtctccatc ctttttacac acagtatatt aaacgaaaag gc 5392 
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<212> DNA 

<213> Homo sapiens 



<400> 4 



acatttgtcc 


tgagtcacct 


gtccagagca 


ggtggtgaat 


attgtgtcct 


actcacggca 


60 


tctcaactat 


cggagcctgg 


gatctgactc 


aaaggccggc 


ctccgtctga 


gaactgagcg 


120 


tccatttctc 


aatccttgcc 


ggctctgacc 


caggcctggg 


ccacaggctg 


tccgggaata 


180 


agtggtgctg 


caatccctgc 


tgggcagatg 


gagagaggag 


caagggagat 


ggcagccccg 


240 


ggggactgtg 


catagggagg 


gactcatgaa 


gtggcagcta 


agccctgtcc 


agtggccacc 


300 


cgtcagccaa 


gggccagaga 


ccaggaaagg 


aagaaaggca 


gcttcacttc 


ctctttgagg 


360 


atggagtcgc 


acagccgcgc 


tggaaagagc 


agaaaatctg 


caaaatttcg 


gtccatctcc 


420 


aggtccctga 


tgctctgtaa 


tgctaagacc 


agtgatgatg 


gctctagccc 


tgatgagaaa 


480 


tatcctgatc 


cctttgagat 


ttccttggcc 


cagggcaagg 


agggaatttt 


ccactcatct 


540 


gtgcagctgg 


cagacacatc 


ggaggctggg 


cccagcagtg 


ttcctgatct 


agcactggcc 


600 


tcggaggctg 


ctcaactcca 


agcagctggg 


aatgatcgag 


gcaagacctg 


taggaggata 


660 


ttcttcatga 


aggaatcttc 


cacagcttcc 


tctcgagaaa 


agcctggaaa 


actagaagca 


720 


caaagtagta 


acttcctgtt 


tcctaaagcc 


tgccaccaaa 


gggcacgcag 


caactcaacc 


780 


agtgttaatc 


cctattgcac 


aagagaaatt 


gattttccaa 


tgaccaagaa 


atctgcagcg 


840 


cccacggaca 


ggcagcctta 


ctctctctgc 


agtaacagga 


agtccctctc 


tcaacaattg 


900 


gactgtccag 


caggaaaggc 


tgcgggaact 


tcgagaccaa 


cacggtccct 


gagcacagct 


960 


cagctcgtgc 


agccatctgg 


gggcctccag 


gcttcagtca 


tctccaacat 


cgtgctgatg 


1020 


aagggccagg 


ctaagggtct 


gggcttcagc 


atcgttgggg 


gaaaagacag 


catttatggc 


1080 


cccattggga 


tttacgtcaa 


aaccattttt 


gcagggggag 


cagcagcagc 


cgatggaagg 


1140 
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ctacaggaag 


gtgatgaaat 


tctggagctc 


aatggtgaat 


caatggctgg 


actaacacat 


1200 


caggatgctt 


tgcagaagtt 


caagcaagcc 


aaaaaggggc 


tcctcaccct 


caccgtgaga 


1260 


acccgcctga 


cggcgcctcc 


ttccctgtgc 


agccacctgt 


ctcccccact 


gtgccgctcc 


1320 


ctgagctcca 


gcacttgtat 


caccaaggac 


agcagctcct 


tcgccttgga 


aagcccctcg 


1380 


gctcccatca 


gcaccgccaa 


gcccaattac 


agaatcatgg 


tggaggtttc 


tctgcagaaa 


1440 


gaggccggcg 


tgggcctggg 


catcggcctg 


tgcagcgttc 


cctacttcca 


atgcatctct 


1500 


ggcattttcg 


tccacacgct 


gtcaccagga 


tccgtggcgc 


acctggacgg 


acgtctccgg 


1560 


tgtggggacg 


agattgtgga 


aatcagtgat 


tcccctgtgc 


actgcctgac 


gctcaatgaa 


1620 


gtctacacga 


tcctgagtca 


ctgtgatccc 


ggtccagtcc 


ccatcattgt 


tagccgacat 


1680 


ccagacccac 


aggtctctga 


acagcaactc 


aaagaagctg 


tggcccaggc 


tgtggaaaac 


1740 


accaagtttg 


gaaaggagag 


gcatcaatgg 


agtctggaag 


gtgtcaaaag 


gctggaaagc 


1800 


agttggcacg 


ggcggcccac 


cttggagaag 


gaacgagaga 


agaactcagc 


acccccgcat 


1860 


cgcagggctc 


agaaggtcat 


gatccgctcc 


agcagtgaca 


gcagctacat 


gtctgggtcc 


1920 


ccagggggaa 


gtcctgggag 


tggcagtgct 


gagaagccgt 


cctctgacgt 


ggacatcagc 


1980 


acacacagcc 


ccagcttgcc 


tctggcacgg 


gagccagtgg 


tgctttctat 


agcatcctcc 


2040 


aggctgcccc 


aggagagccc 


acccctccca 


gagagccggg 


acagccaccc 


gccgctgaga 


2100 


ctgaagaaat 


cctttgagat 


tttggtgaga 


aagcctatgt 


cctccaagcc 


caagcctcca 


2160 


cccagaaaat 


actttaaaag 


tgacagtgac 


cctcagaaga 


gtctggaaga 


gagagagaac 


2220 


tcctcatgct 


cttctgggca 


caccccaccc 


acctgtggcc 


aggaagcgag 


agagctgctg 


2280 


ccactgctgc 


taccacagga 


agacacagca 


gggagaagcc 


ctagtgcctc 


tgccggctgc 


2340 


ccaggacctg 


gtatcggccc 


acagaccaag 


tcctccacag 


agggcgagcc 


agggtggaga 


2400 


agagccagcc 


cagtgaccca 


aacatccccg 


ataaaacacc 


cactgcttaa 


gaggcaggct 


2460 


cggatggact 


atagctttga 


taccacagcc 


gaagaccctt 


gggttaggat 


ttctgactgc 


2520 


atcaaaaact 


tatttagccc 


catcatgagt 


gagaaccatg 


gccacatgcc 


tctacagccc 


2580 


aatgccagcc 


tgaatgaaga 


agaagggaca 


cagggccacc 


cagatgggac 


cccaccaaag 


2640 


ctggacaccg 


ccaatggcac 


tcccaaagtt 


tacaagtcag 


cagacagcag 


cactgtgaag 


2700 


aaaggtcctc 


ctgtggctcc 


caagccagcc 


tggtttcgcc 


aaagcttgaa 


aggtttgagg 


2760 


aatcgtgctt 


cagacccaag 


agggctccct 


gatcctgcct 


tgtccaccca 


gccagcacct 


2820 


gcttccaggg 


agcacctagg 


atcacacatc 


cgggcctcct 


cctcctcctc 


ctccatcagg 


2880 



2004-3059663 



#11 2003-131452 



^-v: 109/ 



cagagaatca 


gctcctttga 


aacctttggc 


tcctctcaac 


tgcctgacaa 


aggageccag 


2940 


agactgagcc 


tccagccctc 


ctctggggag 


gcagcaaaac 


ctcttgggaa 


gcatgaggaa 


3000 


ggacggtttt 


ctggactctt 


ggggcgaggg 


gctgcaccca 


ctcttgtgcc 


ccagcagcct 


3060 


gagcaagtac 


tgtcctcggg 


gtcccctgca 


gcctccgagg 


ccagagaccc 


aggtgtgtct 


3120 


gagtcccctc 


ccccagggcg 


gcagcccaat 


cagaaaactc 


tcccccctgg 


cccggacccg 


3180 


ctcctaaggc 


tgctgtcaac 


acaggctgag 


gaatctcaag 


gcccagtgct 


caagatgect 


3240 


agccagcgag 


cacggagctt 


ccccctgacc 


aggtcccagt 


cctgtgagac 


gaagctactt 


3300 


gacgaaaaga 


ccagcaaact 


ctattctatc 


ageagecaag 


tgtcategge 


tgtcatgaaa 


3360 


tccttgctgt 


gccttccatc 


ttctatctcc 


tgtgcccaga 


ctccctgcat 


ccccaaggaa 


3420 


ggggcatctc 


caacatcatc 


atccaacgaa 


gactcagctg 


caaatggttc 


tgctgaaaca 


3480 


tctgccttgg 


acacagggtt 


ctcgctcaac 


ctttcagagc 


tgagagaata 


tacagagggt 


3540 


ctcacggaag 


ccaaggaaga 


cgatgatggg 


gaccacagt t 


cccttcagtc 


tggtcagtcc 


3600 


gttatctccc 


t get gage tc 


agaagaatta 


aaaaaactca 


tcgaggaggt 


gaaggttctg 


3660 


gatgaagcaa 


cattaaagca 


attagaeggt 


atccatgtca 


ccatcttaca 


caaggaggaa 


3720 


ggtgctggtc 


ttgggttcag 


cttggcagga 


ggagcagatc 


tagaaaacaa 


ggtgattacg 


3780 


gttcacagag 


tgtttccaaa 


tgggctggcc 


tcccaggaag 


ggactattca 


gaagggcaat 


3840 


gaggttcttt 


ccatcaacgg 


caagtctctc 


aaggggacca 


cgcaccatga 


tgccttggcc 


3900 


atcctccgcc 


aagctcgaga 


gcccaggcaa 


gctgtgattg 


tcacaaggaa 


gctgactcca 


3960 


gaggccatgc 


ccgacctcaa 


ctcctccact 


gaetctgeag 


cctcagcctc 


tgcagccagt 


4020 


gatgtttctg 


tagaatctac 


agaggecaca 


gtctgeaegg 


tgacactgga 


gaagatgtcg 


4080 


gcagggctgg 


gcttcagcct 


ggaaggaggg 


aagggctccc 


tacaeggaga 


caagcctctc 


4140 


accattaaca 


ggattttcaa 


aggagcagee 


tcagaacaaa 


gtgagacagt 


ccagcctgga 


4200 


gatgaaatct 


tgcagctggg 


tggcactgcc 


atgeagggee 


teacaeggtt 


tgaagcctgg 


4260 


aacatcatca 


aggcactgcc 


tgatggacct 


gtcacgattg 


tcatcaggag 


aaaaagcetc 


4320 


cagtccaagg 


aaaccacagc 


tgctggagac 


tcctaggcag 


gaeatgetga 


agccaaagcc 


4380 


aataacacac 


agctaacaca 


cagctcccat 


aacegctgat 


tctcagggtc 


tctgctgccg 


4440 


ccccacccag 


atgggggaaa 


gcacaggtgg 


gcttcccagt 


ggctgctgcc 


caggcccaga 


4500 


ccttctagga 


cgccacccag 


caaaaggttg 


ttcctaaagt 


aagggcagag 


teacaegggg 


4560 


gcagctgata 


caaattgeag 


actgtgtaaa 


aagagagctt 


aatgataata 


ttgtggtgcc 


4620 
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acaaataaaa 


tggatttatt 


agaatttcat 


atgacattca 


tgcctggctt 


cgcaaaatgt 


4680 


ttcaagtact 


gtaactgtgt 


catgattcac 


ccccaaacag 


tgacatttat 


ttttctcatg 


4740 


aatctgcaat 


gtgggcagag 


attggaatgg 


gcagctcatc 


tctgtcccac 


ttggcatcag 


4800 


ctggcgtcat 


gcaaagtcat 


gcaaaggctg 


ggaccacgtg 


agatcattca 


ctcatacatc 


4860 


tggccgttga 


tgttggctgg 


gaactcacct 


ggggctgctg 


gcctgaatgc 


ttataggtgg 


4920 


cctctccttg 


tggcctgggc 


ctcctcacaa 


catggtgtct 


ggattcccag 


gatgagcatc 


4980 


ccaggatcgc 


aagagccacg 


tagaagctgc 


atcttgttta 


tacctttgcc 


ttggaagttg 


5040 


catggcatca 


cctccaccat 


actccatcag 


ttagagctga 


cacaaacctg 


cctgggttta 


5100 


aggggagagg 


aaatattgct 


ggggtcattt 


atgaaaaata 


cagtttgtca 


catg 


5154 



<210> 5 

<211> 3539 

<212> DNA 

<213> Homo sapiens 



<400> 5 



gattttttca 


tttttccggg 


ttgtgccgat 


cccttgggag 


tggccagaca 


gggtggtggt 


60 


gactgaagtt 


atgaggacag 


gaactgggcc 


atgtagcaga 


tactgatggt 


tgtattgatg 


120 


actttttaaa 


gtgaggtgca 


catctggggt 


catgacatat 


agtcatcata 


agtgtgtgcc 


180 


tgacttttct 


ttaaatttct 


ttatatcggt 


ctccctaaaa 


acagtgttca 


cactagtgaa 


240 


cccaccaccc 


aaaccacaga 


cactgatagt 


gctggacatc 


tctcggtggt 


gtgccagttt 


300 


gtaaggctgg 


gcccacttta 


gttgggtcaa 


gaggagggca 


gagggcattc 


taagctgagg 


360 


ggtgggaggg 


agcagaggtg 


aggggctgaa 


ctaggccagg 


acacccagag 


gcggaaagtc 


420 


tgcgcccaag 


acagaaggga 


ggcaggagtg 


ggagccggcc 


ctggcatcca 


tactcttttt 


480 


ctccctgtcc 


ccacgctcac 


cgctccctct 


gcatggccca 


ggaggcactc 


tctggtccca 


540 


cctgctctcc 


caggcgcact 


cccgacattc 


tgggctcagc 


tctggctcta 


cccaggagag 


600 


gatgaaggct 


cagctcaacc 


cccacctcaa 


cctcctgacc 


ccagcgaggc 


ttccctcagg 


660 


ccatgcccct 


ggccaggaca 


gaatcgccct 


ggagcctcct 


aggacttctc 


cgaaccttct 


720 
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cctagctggg 


gaggccccat 


ccaccagacc 


ccagagggag 


gctgaaggtg 


aacccacagc 


780 


caggaccagc 


acctctggct 


cctcggacct 


tccaaaggcc 


ccaggtggcc 


acctgcacct 


840 


tcaagctagg 


agggctggcc 


agaactcaga 


cgctgggccc 


cctcgggggc 


tcacttgggt 


900 


tcctgagggg 


gccggcccgg 


tgctaggggg 


ctgtggccga 


ggcatggatc 


agagctgcct 


960 


gtcagcagat 


ggggccggcc 


ggggctgtgg 


cagggccacc 


tggagtgtga 


gagaggagca 


1020 


ggtgaagcag 


tgggcggcag 


agatgctggt 


agcgctggag 


gcgctgcacg 


agcagggggt 


1080 


gctgtgccgg 


gacctccacc 


ccgggaacct 


gctcctggac 


caggcaggta 


ggtgccctcc 


1140 


tcacccctca 


gtggggtggc 


ccccaaagcg 


tccaggcaga 


ggacgagaga 


tccccaaagt 


1200 


cgaggggacc 


tccaaggttg 


tctgctcctc 


cctggcccca 


gccagccttt 


cagggggcct 


1260 


aggctggagt 


ctgttggccg 


aggctcctgg 


gagtaccctg 


tgggctctgt 


gggcctcaga 


1320 


gtgctgtgcc 


tctgtggagg 


gtgctgtgcc 


cctgccgagt 


ttctgcccag 


caaggccat t 


1380 


ggctcctacc 


gcatgactgt 


tgggggaagc 


cctgcaaccc 


cctcccctgt 


atcagctgtc 


1440 


ctcaatctgt 


cccctccttt 


ttcctcccac 


acactggagg 


tcacatccgg 


ctcacatatt 


1500 


ttggccagtg 


gtcagaggtg 


gagccccagt 


gctgcgggga 


ggccgtggac 


aatctctaca 


1560 


gcgccccaga 


ggtgggtggg 


atttccgagc 


tgacggaagc 


ctgtgactgg 


tggagctttg 


1620 


ggtctctact 


gtatgaactg 


ctgacgggaa 


tggcactgtc 


ccagagccac 


ccttcaggaa 


1680 


tccaggccca 


cacccagctc 


cagctgcccg 


agtggctcag 


tcgcccagcg 


gcctctctgc 


1740 


tgactgaggt 


gaggtgtagc 


ccggccagag 


gaagcagctg 


cctagcctga 


ggaaggtgct 


1800 


gggaggggca 


cagaactgtg 


tctgaaccac 


gtgtgcttcg 


tgctcagtgt 


ctgatgtggg 


1860 


tgcagagggc 


agtaggggca 


acacatttct 


atatgttggt 


ggccaaccac 


caccaatgtt 


1920 


cccagggtaa 


aatgggggtt 


ctgtgggcca 


ggctgccagg 


gagcaggccc 


cctagaggcc 


1980 


atagtggttg 


gagtccctgg 


aggtcacccc 


atgcctccac 


agctggagtg 


gcccagctga 


2040 


ctgggcctct 


ctctgcagct 


gctgcagttc 


gagcctaccc 


ggcgcctggg 


catgggagaa 


2100 


ggtggtgtca 


gcaaactcaa 


gtcccatccc 


tttttcagta 


ccatccaatg 


gagcaagctg 


2160 


gtggggtaag 


agggcagagc 


gggtgacgga 


agcagctggc 


ctggtctgga 


tcgcctctcc 


2220 


tccttgcctg 


acacccaacc 


cagggctggc 


cctctatcag 


cgggctttgg 


gcgaggaatg 


2280 


gagggcactg 


tctgtcctgc 


tgggctccca 


ctggggcctc 


agaattatgg 


ccaccaccca 


2340 


ggaagggcca 


gctcctggaa 


aagctggagg 


tgggggcagt 


caaggcttgc 


cctgctaagc 


2400 


agcttgaacc 


atctacccat 


cagtcaacag 


acccgttgag 


catgtggact 


caccatgtta 


2460 
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aaggttgcct 


tctgtggcac 


tggcgctgag 


ctgttgacca 


cctgctgcac 


cctactgtga 


2520 


ggttctgtga 


ctcactcact 


gccatgttgt 


gccccactca 


ggacatctct 


ggagactcat 


2580 


ctcaggacac 


tgatccactg 


gctcagtgga 


cccaaaccag 


actgtcctgg 


ctagtcctct 


2640 


tagtcacaca 


gcgagtaggc 


ctcttccacc 


agaagctgtt 


cgtgcagctg 


gggaggccca 


2700 


gaagcaggga 


tgccatctgt 


tgtgcaggga 


gggatgaggt 


aggggacagg 


atgaccccca 


2760 


cccccacccc 


cccacccccg 


attcctgacc 


atgcccccta 


tcttgtgatt 


tcagacttgg 


2820 


gagagcaaaa 


gggaggggaa 


gaaaataaga 


gtaatggggg 


gaggaaggaa 


tgcatgggtc 


2880 


tgccccttag 


agcaagtctg 


aaaccagaat 


caagagtcct 


cctccccagt 


gggcttgtgt 


2940 


gggggaagag 


gggcagcctg 


ccccaggggt 


gcaagaggac 


agcaattcag 


cttccaggcc 


3000 


aaagcagttt 


agacaaggtg 


tgcccatcag 


gactccctct 


caggccctgg 


ctgtttacca 


3060 


tgtcactgcc 


tactgtgact 


tcatgccctt 


ttgggataag 


aaaccacaaa 


acgcatggaa 


3120 


caactatcca 


tggctcttag 


ccagaaatgt 


cttgcccctg 


gtctctgaaa 


agctggggtg 


3180 


agtggttacc 


tcaaagacaa 


ttgcctccag 


tttgggggct 


cctctcaggg 


ttcaccctgt 


3240 


caccggggcg 


tgggaccgac 


ctgggaaatt 


tccactagag 


ttttgccctc 


agctcctccc 


3300 


tgccagcatc 


ccagtcacca 


ccaggtggcg 


cttctgacac 


ggtccacgtg 


cctggctctg 


3360 


aaggcccaac 


tgtcagacca 


gacccctcac 


tcatggtggg 


gagacttgac 


ttcctcgggc 


3420 


tcttcaggag 


actgagacag 


agaagacaag 


tgaaagcgca 


gcctgtacat 


gactctctgt 


3480 


ggtccacgtc 


ctgcctctcc 


ctggggttta 


cacggcccca 


ataaagcctg 


ctctggcct 


3539 



<210> 6 
<211> 5680 
<212> DNA 

<213> Homo sapiens 
<400> 6 

agtacgcggt cgctactgat catgcttggg ccagggtcca atcgcaggcg ccccacgcag 60 
ggggagcgag gcccagggtc ccccggagag cccatggaga agtaccaggt tttgtaccag 120 
ctgaatcctg gggccttggg ggtgaacctg gtggtggagg aaatggaaac caaagtcaag 180 
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catgtgataa 


agcaggtgga 


atgcatggat 


gaccattacg 


ccagtcaggc 


cctggaggag 


240 


ctgatgccac 


tgctgaagct 


gcggcacgcc 


cacatctctg 


tgtaccagga 


gctgttcatc 


300 


acgtggaatg 


gggagatctc 


ttctctgtac 


ctctgcctgg 


tgatggagtt 


caatgagctc 


360 


agcttccagg 


aggtcattga 


ggataagagg 


aaggcaaaga 


aaatcattga 


ctctgagatc 


420 


aagacagaag 


gcgttcctaa 


cactagaagg 


ttcccagtcg 


gtgaccatga 


ttccagattg 


480 


ttctgccggt 


ccctgaagtt 


cctgtaaatg 


gactcgtccg 


gcatgctgcc 


actcctgtct 


540 


ggtctccttc 


cctcagcctg 


ctgttgtgag 


ccccgcggtg 


ctgctgcatg 


caccagcaaa 


600 


tcatgtgttc 


attgcttgct 


gccactctgc 


tgcctgattg 


cgctgcaggc 


tgtttaccta 


660 


gtctcatttg 


ggctgcttcc 


agtttggggc 


tattgtgaat 


aaggctgcta 


tgagcattgc 


720 


tggaagacac 


tcacttttct 


gggatgaata 


cctaggagtg 


gaattattgg 


gtcgtagagt 


780 


acatgtgtgt 


agcttcagtg 


gatgctccaa 


acagatttcc 


gacttggttt 


ggttggcccc 


840 


atgtttactc 


tcacaagttg 


tgagcattcc 


cgatccacat 


ggaggccagc 


acttcattgt 


900 


gtcagtcttg 


ttgttgttgt 


tgttgttgag 


atggagtctc 


tctctgtcgc 


ccaggctgga 


960 


gtgcagtggc 


acgaccttgg 


ctcactgcag 


ccttcgcctc 


cctgttcgag 


cgattctcct 


1020 


gcctcagcct 


cccaagtagc 


tgggactaca 


ggtgcccacc 


accacaccca 


ctaatttttg 


1080 


tattattaat 


agagacaggg 


ttttgctatg 


ttgcccaggc 


tggtctcgaa 


ctcctgacct 


1140 


caagtgatcc 


acccgcctcg 


gcctcccaga 


gtgctgggat 


tacagatgtg 


agccgccgcg 


1200 


cctagccagt 


tcactttctt 


aatgatgtct 


tttgatgatg 


gaaagtccta 


actgtaatgg 


1260 


agctcgcttt 


cccaatgctg 


actcttatgg 


ttagtgcctt 


tggagtttaa 


gaagcatttc 


1320 


ctgctccaag 


atcatgaaga 


tactctcctc 


tgtcttatgg 


aagcttggtt 


atttttgcct 


1380 


tcacatttag 


atctttcatc 


taccccagat 


gaatgctacc 


tgcttttacc 


ctgagaactg 


1440 


tgtttggggg 


gaccatgtac 


ccctgagggg 


ctcttcgggg 


cacacagctc 


ttctcttacc 


1500 


atgggcctca 


gaggcaggcc 


cggagtgagt 


ttcagacttt 


gtgagtgaag 


cccttcaaaa 


1560 


cacgaaatat 


tcccagaaac 


ccagtaagtg 


cagcagacct 


actctaactg 


ggggcagtgg 


1620 


gaggacgccc 


acatcctgcc 


ccctcagccc 


ctctctgaca 


ccccagggtg 


gccctgaatc 


1680 


caggggccct 


aggagcccag 


ctttagaatc 


accgcgctgg 


gtactcgatg 


gagcttgtct 


1740 


ctgatgcaga 


acactcctag 


cattctctct 


cagggctctt 


ttcatttgaa 


tgacctagag 


1800 


gattgagctc 


atgtaggcac 


tgaaggcttc 


cacctctccc 


atacccgcaa 


ggccgatctg 


1860 


ccttcagctc 


ccagcaagtg 


tggggcagcg 


cgggccacag 


agtagggtgc 


agggatgggg 


1920 
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cccctgcagc 


acccagggtc 


tctggtatgg 


agacagcagt 


gtggagtctg 


gaaactcaga 


1980 


gtccttctgg 


ctgccgccgc 


ggctttacca 


tctggagagc 


caccacgctg 


aagcctcctc 


2040 


caccctgagc 


gcttggctgg 


cttcaggcct 


gtctcaagat 


gcaaggagag 


gatacaccac 


2100 


catcctgctg 


gctgctctga 


gtgtcacccc 


cc tgaaagca 


gcacagggtg 


cccctcccat 


2160 


cctggcaccc 


cctacttctc 


ccccagtgga 


tgcagaatgt 


gctgggccag 


gtgctggacg 


2220 


cgctggaata 


cctgcaccat 


ttggacatca 


tccacagacc 


cctttcgtaa 


gtcctggatg 


2280 


gcccctgaag 


ccctcaactt 


ctccttcagc 


cagaaatcag 


acatctggtc 


cctgggctgc 


2340 


atcattctgg 


acatgaccag 


ctgctccttc 


atggatggca 


cagaagccat 


gcatctgcgg 


2400 


aagtccctcc 


gccagagccc 


aggcagcctg 


aaggccgtcc 


tgaagacaat 


ggaggagaag 


2460 


cagatcccgg 


atgtggaaac 


cttcaggaat 


cttctgccct 


tgatgctcca 


gatcgacccc 


2520 


tcggatcgaa 


taacgataaa 


gtctgccgtg 


gcccccggag 


ctggtggagg 


tggtggtcac 


2580 


gaccatggag 


ctacatgaca 


gggtcctcga 


tgtccagctg 


tgtgcctgct 


ccctgctgct 


2640 


gcacctcctg 


ggccaagcgc 


tggtgcacca 


cccggaagcc 


aaggctccct 


gcaaccaagc 


2700 


catcacctcc 


accctgctga 


gtgctcttca 


gagccacccc 


gaggaggagc 


cacttcttgt 


2760 


catggtctac 


agcctgctag 


ccatcaccac 


aacccagggt 


gtgtctgcca 


gccacctcct 


2820 


gccccaccca 


cgctccagga 


cagcccttcc 


caggggtctt 


ggaagggttg 


gtttggggta 


2880 


taggtgggtt 


ggacgggaca 


gtgctgggcc 


tcctcctgag 


atacatggtg 


gcatttggcc 


2940 


gtcttcattt 


ggccacccca 


aatgctggtc 


gcatcctttt 


ccatcttgat 


gacaagcttc 


3000 


cactcttgaa 


gtcactggtt 


ccctctacag 


acatgctagg 


cgcagctgtg 


ggcttcacac 


3060 


caatgacatc 


tctttcccac 


acttcctgcc 


ccttctggga 


ggctggggct 


caaatgccct 


3120 


gtgtgtctcc 


attccatagg 


gcccagtggg 


cttccgaagc 


cgccagccag 


gactgtggga 


3180 


aggagagggc 


catacagagc 


gctcacacct 


tcacccacaa 


atcgggtggg 


cactgttctc 


3240 


cccaacagga 


agctgggcct 


cgagagagcc 


taaggacagt 


tgccaggagt 


ccatgcagca 


3300 


gggttcaggg 


ctggggtctg 


ggccccagca 


ccctctttac 


tgcacagact 


ggataactga 


3360 


tgatacatgg 


ctgatctcac 


tttggggagt 


gaaaggaggc 


actaggaata 


gatgtcaact 


3420 


ggaaccctca 


ggcaaaatgg 


atgtcagttc 


atcctaccgg 


gatagggccc 


cgtcatggtt 


3480 


ccatcctgga 


aggcacaggc 


tggctctgtg 


agcccaggag 


gcagggtcag 


gccccctgga 


3540 


tgggaagcta 


cagaggtcag 


acccagcctg 


gtagtgggat 


ggcagctatt 


gggactggtg 


3600 


gtccacgaga 


tggacagact 


cctctggggc 


cagtcccaca 


tcctcctgtt 


cagggctcca 


3660 
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ttgagtgcac 


acgacttggc 


ccagagcagg 


cacctaggat 


tgcaggtcaa 


atgggactgc 


3720 


agtgcccaag 


gacaacagag 


gcaggaaggc 


ttcctggagg 


gaggggccct 


ggggccctca 


3780 


ttctggctca 


cccacagagt 


cagagtcact 


gtcagaggag 


ctgcagaacg 


ctgggctgct 


3840 


ggagcacatc 


ctggagcacc 


tcaacagctc 


cctcgaaagc 


agggacgtct 


gcgccagcgg 


3900 


cctgggcctg 


ctctgggccc 


tcctgctgga 


cggtgagggg 


ccctcctcct 


gctgtcccac 


3960 


cggggctggc 


agccctcccc 


cagcccctcc 


ctaactgccc 


ctgagagcct 


tcgaggacct 


4020 


ccatgtcctg 


tccctaaaac 


acaacagcca 


tagtccggga 


aaggctcttc 


tgagagcttc 


4080 


caactccaac 


agaagaaaat 


cgaggagcag 


agagagaaaa 


ggcaggggag 


aaaggccttc 


4140 


tggcagaggc 


cgggtttcag 


gacttcttgc 


ccagtgggca 


gacccctcag 


ttttaagtgc 


4200 


ctcctgccca 


gggaaatgtc 


ctgggatttt 


ccgggcagtc 


ctggttccag 


agggcagcgg 


4260 


tggtgtggtg 


ctggatgccc 


tgtttgtttt 


gatttttgat 


tcacagtagg 


gggccccctg 


4320 


gcctgtgctg 


cttcctctcc 


tctagacccc 


atcttggcac 


tccagcgccc 


caggaaaaag 


4380 


agagctccaa 


accacggaaa 


gcccgggaaa 


cccaagaacc 


ctgccagcac 


ccaaagtgtg 


4440 


ggattctcca 


agcctctcct 


gggctaaccc 


ctgcacccgt 


ctctgaggac 


agttgacctt 


4500 


tcccacccca 


tttctgctgt 


tgtcgttagc 


tggaggaagg 


cagcagatgg 


gggatgggaa 


4560 


ggcccccctg 


cacacaccca 


aggcctgggt 


gtccccttcc 


atccctgtcc 


tcgttccagg 


4620 


tatcattgtg 


aacaaggccc 


ccttggagaa 


ggtcccggac 


ctcatcagcc 


aggtgttggc 


4680 


cacctaccct 


gcggatgggg 


aaatggcaga 


agccagctgc 


ggagtcttct 


ggctgctgtc 


4740 


cctgctgggc 


tgcatcaagg 


agcagcagtt 


tgaacaagtg 


gtggcgctgc 


tcctgcaaag 


4800 


catccggctg 


tgccaggaca 


gagccctgct 


ggtgaacaat 


gcctaccggg 


gactggccag 


4860 


cctggtgaag 


gtgtcagagc 


tggcggcctt 


caaggtggtg 


gtgcaggagg 


agggcggcag 


4920 


tggcctcagc 


ctcatcaagg 


agacctacca 


gctccacagg 


gacgacccgg 


aggtggtgga 


4980 


gaacgtgggc 


atgctgctgg 


tccacctggc 


ttcctatgag 


gagatcctgc 


cggagctggt 


5040 


gtccagtagt 


atgaaggccc 


tgctccagga 


gatcaaggag 


cgcttcacct 


ccagcctggt 


5100 


gagtgacagc 


agcgccttca 


gcaaaccagg 


cctccctcca 


ggtggaagcc 


cccagctggg 


5160 


gtgcaccacg 


tctgggggac 


tggaatagat 


gtttgtatgg 


aactgacctt 


gatctccacg 


5220 


tgtatagttt 


tcaagactgc 


tctcctgcct 


gcctattatc 


ccatctctat 


gactgggcca 


5280 


aaatcaatct 


taaacgggag 


gggtaatcag 


acctctccaa 


agagtttcct 


gtccatgact 


5340 


gctggattga 


gtcacatgag 


taactgctcc 


tggacccggg 


gactgtccac 


gaaaactgac 


5400 
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ttgcctgctt cctccttcca ggaactggtt tcttgcgcgg aaaaagtgct cttgaggctg 5460 

gaggcagcca cctctcccag cccactgggt ggggaagcag ctcagccctg atgcggggga 5520 

gaagacagat accccacagg cccctccctc cacgtgtgcc ctctccctgt ccttcctttc 5580 

catgggccac tgtttccctt ggggtggggg gaagggtcat ccagcaccag aatgcgcacc 5640 

tcacactcct cttaggtgac taataaagag gcccaaggcc 5680 



<210> 7 
<211> 3590 
<212> DNA 

<213> Homo sapiens 
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aatcccagcg 


ctttgctgga 


ggatcgcttg 


agcccaggaa 


ttcaagacca 


gcctgggcaa 


60 


catggcgaga 


ccctgtctgt 


cccaaaacaa 


aaaaacagat 


tttaattggt 


ttgggatgcg 


120 


gcctggacac 


agggaaattt 


taaagctctc 


taggtaactc 


caatgtgcgt 


cgaggttgcg 


180 


aaccgccggc 


ctgtcacaca 


gagggagctc 


aggagatgct 


gagagtggga 


ggatgccggc 


240 


ttgggagcct 


ggagttgcag 


cttcctgcgg 


ctggcgcgcc 


cctccttgct 


cccctctacg 


300 


cctctgcatc 


gcaccccacc 


cctgtacccc 


accttcctcc 


caccaaggaa 


acctcacctg 


360 


ccgcctcccg 


cccaggtcct 


ttggattttg 


ccggtgtgtg 


tgggtgcgca 


caagaggccc 


420 


ctccctgcca 


ggagagcagg 


tgagcctggc 


cgcgcacgaa 


tccgaggggg 


cggccgccca 


480 


gctgggaagc 


agccctgaaa 


tagacccccg 


ccgcccccgc 


tgcctccttc 


cggaatctgc 


540 


tcagataccc 


cagatcagct 


acgcctccac 


agcgccagac 


ctgagtgaca 


acagccgcta 


600 


cgacttcttc 


tcccgcgtgg 


tgccctcgga 


cacgtaccag 


gcccaggcca 


tggtggacat 


660 


cgtccgtgcc 


ctcaagtgga 


actatgtgtc 


cacagtggcc 


tcggagggca 


gctatggtga 


720 


gagcggtgtg 


gaggccttca 


tccagaagtc 


ccgtgaggac 


gggggcgtgt 


gcatcgccca 


780 


gtcggtgaag 


ataccacggg 


agcccaaggc 


aggcgagttc 


gacaagatca 


tccgccgcct 


840 


cctggagact 


tcgaacgcca 


gggcagtcat 


catctttgcc 


aacgaggatg 


acatcaggcg 


900 


tgtgctggag 


gcagcacgaa 


gggccaacca 


gacaggccat 


ttcttctgga 


tgggctctga 


960 
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cagctggggc 


tccaagattg 


cacctgtgct 


gcacctggag 


gaggtggctg 


agggtgctgt 


1020 


cacgatcctc 


cccaagagga 


tgtccgtacg 


agaccgtgag 


cgaattgggc 


aggattcagc 


1080 


ttatgagcag 


gaggggaagg 


tgcagtttgt 


gatcgatgcc 


gtgtacgcca 


tgggccacgc 


1140 


gctgcacgcc 


atgcaccgtg 


acctgtgtcc 


cggccgcgtg 


gggctctgcc 


cgcgcatgga 


1200 


ccctgtagat 


ggcacccagc 


tgcttaagta 


catccgaaac 


gtcaacttct 


caggcatcgc 


1260 


agggaaccct 


gtgaccttca 


atgagaatgg 


agatgcgcct 


gggcgctatg 


acatctacca 


1320 


ataccagctg 


cgcaacgatt 


ctgccgagta 


caaggtcatt 


ggctcctgga 


ctgaccacct 


1380 


gcaccttaga 


atagagcgga 


tgcactggcc 


ggggagcggg 


cagcagctgc 


cccgctccat 


1440 


ctgcagcctg 


ccctgccaac 


cgggtgagcg 


gaagaagaca 


gtgaagggca 


tgccttgctg 


1500 


ctggcactgc 


gagccttgca 


cagggtacca 


gtaccaggtg 


gaccgctaca 


cctgtaagac 


1560 


gtgtccctat 


gacatgcggc 


ccacagagaa 


ccgcacgggc 


tgccggccca 


tccccatcat 


1620 


caagcttgag 


tggggctcgc 


cctgggccgt 


gctgcccctc 


ttcctggccg 


tggtgggcat 


1680 


cgctgccacg 


ttgttcgtgg 


tgatcacctt 


tgtgcgctac 


aacgacacgc 


ccatcgtcaa 


1740 


ggcctcgggc 


cgtgaactga 


gctacgtgct 


gctggcaggc 


atcttcctgt 


gctatgccac 


1800 


caccttcctc 


atgatcgctg 


agcccgacct 


tggcacctgc 


tcgctgcgcc 


gaatcttcct 


1860 


gggactaggg 


atgagcatca 


gctatgcagc 


cctgctcacc 


aagaccaacc 


gcatctaccg 


1920 


catcttcgag 


cagggcaagc 


gctcggtcag 


tgccccacgc 


ttcatcagcc 


ccgcctcaca 


1980 


gctggccatc 


accttcagcc 


tcatctcgct 


gcagctgctg 


ggcatctgtg 


tgtggtttgt 


2040 


ggtggacccc 


tcccactcgg 


tggtggactt 


ccaggaccag 


cggacactcg 


acccccgctt 


2100 


cgccaggggt 


gtgctcaagt 


gtgacatctc 


ggacctgtcg 


ctcatctgcc 


tgctgggcta 


2160 


cagcatgctg 


ctcatggtca 


cgtgcaccgt 


gtatgccatc 


aagacacgcg 


gcgtgcccga 


2220 


gaccttcaat 


gaggccaagc 


ccattggctt 


caccatgtac 


accacttgca 


tcgtctggct 


2280 


ggccttcatc 


cccatcttct 


ttggcacctc 


gcagtcggcc 


gacaagctgt 


acatccagac 


2340 


gacgacgctg 


acggtctcgg 


tgagtctgag 


cgcctcggtg 


tccctgggaa 


tgctctacat 


2400 


gcccaaagtc 


tacatcatcc 


tcttccaccc 


ggagcagaac 


gtgcccaagc 


gcaagcgcag 


2460 


cctcaaagcc 


gtcgttacgg 


cggccaccat 


gtccaacaag 


ttcacgcaga 


agggcaactt 


2520 


ccggcccaac 


ggagaggcca 


agtctgagct 


ctgcgagaac 


cttgaggccc 


cagcgctggc 


2580 


caccaaacag 


acttacgtca 


cttacaccaa 


ccatgcaatc 


tagcgagtcc 


atggagctga 


2640 


gcagcaggag 


gaggagccgt 


gaccctgtgg 


aaggtgcgtc 


gggccagggc 


cacacccaag 


2700 
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ggcccagctg 


tcttgcctgc 


ccgtgggcac 


ccacggacgt 


ggcttggtgc 


tgaggatagc 


2760 


agagccccca 


gccatcactg 


ctggcagcct 


gggcaaaccg 


ggtgagcaac 


aggaggacga 


2820 


ggggccgggg 


cggtgccagg 


ctaccacaag 


aacctgcgtc 


ttggaccatt 


gcccctcccg 


2880 


gccccaaacc 


acaggggctc 


aggtcgtgtg 


ggccccagtg 


ctagatctct 


ccctcccttc 


2940 


gtctctgtct 


gtgctgttgg 


cgacccctct 


gtctgtctcc 


agccctgtct 


ttctgttctc 


3000 


ttatctcttt 


gtttcacctt 


ttccctctct 


ggcgtccccg 


gctgcttgta 


ctcttggcct 


3060 


tttctgtgtc 


tcctttctgg 


ctcttgcctc 


cgcctctctc 


tctcatcctc 


tttgtcctca 


3120 


gctcctcctg 


ctttcttggg 


tcccaccagt 


gtcacttttc 


tgccgttttc 


tttcctgttc 


3180 


tcctctgctt 


cattctcgtc 


cagccattgc 


tcccctctcc 


ctgccaccct 


tccccagttc 


3240 


accaaacctt 


acatgttgca 


aaagagaaaa 


aaggaaaaaa 


aatcaaaaca 


caaaaaagcc 


3300 


aaaacgaaaa 


caaatctcga 


gtgtgttgcc 


aagtgctgcg 


tcctcctggt 


ggcctctgtg 


3360 


tgtgtccctg 


tggcccgcag 


cctgcccgcc 


tgccccgccc 


atctgccgtg 


tgtcttgccc 


3420 


gcctgccccg 


cccgtctgcc 


gtctgtcttg 


cccgcctgcc 


cgcctgcccc 


tcctgccgac 


3480 


cacacggagt 


tcagtgcctg 


ggtgtttggt 


gatggttatt 


gacgacaatg 


tgtagcgcat 


3540 


gattgttttt 


ataccaagaa 


catttctaat 


aaaaataaac 


acatggtttt 




3590 
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agaaaggcag 


gaagagaagc 


agtgaaggca 


gagctcactg 


gcccagctca 


gcagggctta 


60 


agagaggcct 


ctcccctggt 


gatgtgtgtc 


tgaggatgag 


ggccccctgc 


tttcttgggg 


120 


gcagtgtcta 


ccaggatcct 


ctgctctgga 


actcagaaag 


gaaagagggc 


tcttggagta 


180 


gaaggcaagc 


tcctgggaag 


tcaaggcagc 


cagagatagc 


tctgggtgcc 


ggcacctcgg 


240 


aagcagccac 


ccttcatgga 


gaaggggaca 


gagctgctgg 


tgtccccatc 


ccagagtgga 


300 


cctgggggcg 


atcagcccct 


cctcgtgaag 


cacagggagg 


acagcgccgt 


ggtactgagt 


360 
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ctcatcgaca 


ctattgacac 


cgtcatgggc 


catgtatcct 


ccaacctgca 


cggcagcacg 


420 


ccccaggtca 


ccgtggaggg 


ctcctctgcc 


atggcagagt 


tttccgtggc 


caaaatcctg 


480 


cccaagaccg 


tgaattcctc 


ccattaccgc 


ttcccggccc 


acgggcagag 


cttcatccag 


540 


atcccccacg 


aggccttcca 


caggcacgcc 


tggagcaccg 


tcgtgggtct 


gctgtaccac 


600 


agcatgcact 


actacctgaa 


caacatctgg 


cccgcccaca 


ccaagatcgc 


ggaggccatg 


660 


catcaccagg 


actgcctgct 


gttcgccacc 


agccacctga 


tttccctgga 


ggtgtcccca 


720 


ccacccaccc 


tgtctcagaa 


cctgtcgggc 


tctccactca 


ttacggtcca 


cctcaagcac 


780 


agattgacac 


gtaagcagca 


cagtgaggcc 


accaacagca 


gcaaccgagt 


cttcgtgtac 


840 


tgcgccttcc 


tggacttcag 


ctccggagaa 


ggggtctggt 


cgaaccacgg 


ctgtgcgctc 


900 


acgagaggaa 


acctcaccta 


ctccgtctgc 


cgctgcactc 


acctcaccaa 


ctttgccatc 


960 


ctcatgcagg 


tggtcccgct 


ggagcttgca 


cgcggacacc 


aggtggcgct 


gtcgtctatc 


1020 


agctatgtgg 


gctgctccct 


ctccgtgctc 


tgcctggtgg 


ccacgctggt 


caccttcgcc 


1080 


gtgctgtcct 


ccgtgagcac 


catccggaac 


cagcgctacc 


acatccacgc 


caacctgtcc 


1140 


ttcgccgtgc 


tggtggccca 


ggtcctgctg 


ctcattagtt 


tccgcctcga 


gccgggcacg 


1200 


accccctgcc 


aagtgatggc 


cgtgctccta 


cactacttct 


tcctgagtgc 


cttcgcatgg 


1260 


atgctggtgg 


aggggctgca 


cctctacagc 


atggtgatca 


aggtctttgg 


gtcggaggac 


1320 


agcaagcacc 


gttactacta 


tgggatggga 


tggggttttc 


ctcttctgat 


ctgcatcatt 


1380 


tcactgtcat 


ttgccatgga 


cagttacgga 


acaagcaaca 


attgctggct 


gtcgttggcg 


1440 


agtggcgcca 


tctgggcctt 


tgtagcccct 


gccctgtttg 


tcatcgtggt 


caacattggc 


1500 


atcctcatcg 


ctgtgaccag 


agtcatctca 


cagatcagcg 


ccgacaacta 


caagatccat 


1560 


ggagacccca 


gtgccttcaa 


gttgacggcc 


aaggcagtgg 


ccgtgctgct 


gcccatcctg 


1620 


ggtacctcgt 


gggtctttgg 


cgtgcttgct 


gtcaacggtt 


gtgctgtggt 


tttccagtac 


1680 


atgtttgcca 


cgctcaactc 


cctgcaggga 


ctgttcatat 


tcctctttca 


ttgtctcctg 


1740 


aattcagagg 


tgagagccgc 


cttcaagcac 


aaaaccaagg 


tctggtcgct 


cacgagcagc 


1800 


tccgcccgca 


cctccaacgc 


gaagcccttc 


cactcggacc 


tcatgaatgg 


gacccggcca 


1860 


ggcatggcct 


ccaccaagct 


cagcccttgg 


gacaagagca 


gccactctgc 


ccaccgcgtc 


1920 


gacctgtcag 


ccgtgtgagc 


cgggaggctg 


ccaaccaggc 


caggctgcgc 


tcagaacaca 


1980 


cccccccaaa 


cagaatgaaa 


tgccccacct 


ttgcccatgg 


accctctcct 


tgctgctgtc 


2040 


tggacatggg 


tgttgtggcc 


ccgagacagc 


tgtcctcccc 


tgtgactctg 


gctgtcggag 


2100 
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cacactgctc 


agcccagcag 


cctgatgccc 


cacccgtggg 


ctgagtgact 


tecteggggg 


ggtgcccttg 


agcctccctt 


catcactcag 


ggccggtccc 


gcagcaccag 


gaggggatgt 


actcagggcc 


aaagaggtgg 


ttcaggtccc 


ggggtgtgtg 


gggaagagca 


tgeggagtec 


ccccacagcc 


ggcgctagcc 


gtggtgtgtg 


ctgtgctgtg 


tcatcagttg 


ggggcccctg 


tcgttgactc 


tccaggtgag 


ggcgacccct 


tcacgtgaag 


agccgctctg 


ggecttgagg 


ttctcggcca 


tccgctgtga 


gttttgeetc 


tcctccctcg 


tgtgccagcc 


tccttggttg 


cgcagtgcct 


ggtgtccagg 


tggaaattgg 


gaggcttcct 


catggctcac 


aggcactcta 


ggtagcacag 


tgcgctccgt 


ctggtcacca 


cctggagagg 


gagggctggt 


gaeagcegtg 


agattcagcc 


ccagaggaga 


tgggataatt 


tggaacacag 


gtttgggatc 


atagatgtga 


ggt teat act 


gtgetgatag 


cactcgtggt 


ctggttttga 


tactggaaac 


tcttccttta 


ccacacccct 


atgtctgcct 


tgtttcagag 


gcagcccacc 


tggtggcttc 


ttaatgtaac 


catctgeagg 


cctctcctgc 


atggggaggg 


aacctttget 


cttctgtcag 


gcgaggccca 


agtgccacgg 


gccctgcgta 


tggcccctgc 


tgcaggccaa 


ggccgctgtt 


cagtgaagag 


gtttagecac 


tgccccaggc 


tcccgtgacc 


cagatcctca 


tcacgccggt 


gagcacctag 


acttggatat 


ttctccttat 


ttagtttcta 



aggecagegt gggccctcct gccttgcatc 2160 

attcccagga cacagtggcc tgactgtgat 2220 

catcagaccc agegaggeca ggacactegg 2280 

tcagcctctg tgccttggtg gggcttgggg 2340 

cacgcaccct cagtcaggcg caggcagctg 2400 

ccagtgtctg aatccactga gtggtgagtt 2460 

tctctgtagg tggtgccggc gtgggccaac 2520 

cccaagccga gctcgagccg tgggegggag 2580 

ctgccctgtc cttggggggg tcccctctgc 2640 

ctgcctgatg gtgcctgtgc ttgggggagc 2700 

tttggacccc aatteggect taagatgece 2760 

ttcttgggcc acaggagctg gccgtgtccc 2820 

agggcatttt ccagggcact gctttcccca 2880 

cgaagtttct aatgggcaga ccacgcggca 2940 

tgagaccgac ctgegctgag tccccactga 3000 

tcttctgtgt tgagggaaat ttatggactc 3060 

gttatggacc catgtgtggg catgatcctg 3120 

attaagacac caccgagata cgggctgtga 3180 

gtctgtgaaa tgtgggtaag acattcaaac 3240 

aaactgtgac catgatttca ttcagcccct 3300 

tgagttttct atggagcctg tggccctttt 3360 

tcttcccctg gtcgcctgga gtggaccact 3420 

taggcaggga gcagcatgtc tgcaggggtg 3480 

ggctgcacca gccacctgcc acatggtgac 3540 

aaccgtgctc tggegggcac acctggctgc 3600 

tcccatgttt agtatggact aaagtcccat 3660 

ccagaaacca ggtcacatgg accacagtgc 3720 

aagtgagaac actgtattcc tacaatgtac 3780 

gtgaaacaaa tcaagtaagg aactatcttt 3840 
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agtttagatg gaattatttg tttttaattg ttgccgtatt catctatata gctaatattt 3900 

caagataagt aatgaacaaa acctgtctaa accttttgtt tccaatgaat gaaagtcatg 3960 

cactttattt ataggctcta tgttttggct tctgcagtac ttttattatc tatacataat 4020 

ttggccaaaa ataagaaatt ggaaagaatg aaatgtttag tttatagtag aagaaagatg 4080 

atgacactaa gttgtgaaaa tatgttgtga tttttatgaa ataaactcat gtcct 4135 

<210> 9 

<211> 3811 

<212> DNA 

<213> Homo sapiens 
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tataaacagg 


aaaatttaaa 


tattgtagtt 


agagtttttt 


tcttcttctt 


agagatgggg 


60 


tttcactctg 


tctcctaagg 


ctggagtgca 


gtggtgggat 


catagctcac 


ttcagcctca 


120 


acctcctggg 


ctcaagccgt 


cttcctgcct 


cagcctcccg 


agtagcacgc 


atcaccagcc 


180 


cagctaattt 


tctgtctttt 


tttttttttt 


ttttgtagag 


acggggtctc 


cctgtgatgc 


240 


ccaggttgtt 


cttaaacttc 


tggcctcaag 


tcatcctcct 


gtctcagcct 


cccaaagtgt 


300 


tgggattaca 


ggcatgagcc 


accgtgcctg 


cctgcagtta 


aacattcccc 


cacaaaatac 


360 


tgggccacac 


cgaggctagt 


atgaaagttg 


cagccctggg 


tatgtgtgac 


ctgagagccc 


420 


cttggcagcc 


atggggagcg 


atgggggaag 


ctggggcact 


gggaaggggt 


ctaggcacac 


480 


gagccctcgg 


gtcctcacct 


cccacgaggc 


agggtcccag 


gctgcctcta 


ctcaaggtgg 


540 


ggcagcaaaa 


gaatcgccct 


ctagctgtgc 


agaccccctc 


cccctccagg 


tctgcacacc 


600 


gcccaaggct 


ggccctggac 


ttctggtgga 


ttcaagtact 


caggtgggga 


gagtaggagg 


660 


ccagtcgcac 


ggagccctcc 


ccaacgcaca 


gtgcctgccc 


agctcaggtg 


cctctgaggt 


720 


gtagattctg 


agcaggttct 


gggatctcct 


ggcccccagc 


gggggctgcc 


acaggagtat 


780 


aggcccaaca 


ggaagggaag 


atcccagcga 


ttggttccag 


tgggttctgg 


ggatgtcctc 


840 


ggagcctggc 


ctggctcagg 


gtccctccaa 


aagtccctgg 


aacgagggtg 


aagtgttgct 


900 


catgaatcag 


agagaaagca 


agcaggaccc 


tcaagaaggg 


aggagagaga 


ccattgggcg 


960 
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tgcagcactt 


tgcactcggg 


ggaagggctc 


ctgaaacttg 


gaagtcagca 


aatatctgct 


1020 


gtacttcacc 


agaggtggga 


tctaaggaga 


cagaatgaag 


ccagggggca 


gaatgtttcg 


1080 


tttctgtctg 


aaacctgtgc 


cctgcatccc 


tcatggactg 


gggacctgga 


gttcccgggg 


1140 


accaccgtgg 


ggaaatgcgt 


cccagcacta 


atggtcccca 


gcagctgcag 


tcacggggtt 


1200 


tgggcgctct 


cccctcctga 


tttgggggac 


cttttgtgct 


cctctgggca 


gagggaggag 


1260 


gcagagggag 


gaggaaggcc 


cttcgctgtg 


ggctgagtcc 


ttcccacctt 


ccataccagc 


1320 


ccagcaggaa 


gccactgcag 


gatgccccag 


aggacagcct 


gatggttggg 


ggagaggctt 


1380 


ctcccgccct 


cacccctccg 


ggttcttcct 


ggacccactg 


agtaacccag 


gtggtgggac 


1440 


gtgtggctgt 


gagtcctgga 


ctctgggcgc 


tcaccagcag 


ctccgtctca 


cacctgcctg 


1500 


cgtgtgacac 


cagcacccct 


tatgatgagg 


aaacaagttt 


gcccagctgc 


aggggtggcc 


1560 


gagtcaggat 


gactctagcc 


cgtgtcctgg 


acaccagacc 


ctgcccaggt 


ccagccgggg 


1620 


ctggtctcag 


ccttcctggg 


ctatgtcgcg 


gagggtgttg 


gggacagcga 


gaggctggcg 


1680 


tggacagtgg 


aggggtgact 


ttgtgggtgg 


tcctgatagt 


gacggagagg 


aggatactca 


1740 


gctccacccc 


tgggcggccc 


ctgagcagca 


cggctgggcc 


tgaaggggca 


gggctgccgt 


1800 


cacaggctct 


ggcccctggg 


agctcaaggg 


gtgaatccct 


gatcccaggt 


gtgggactgg 


1860 


gatggggcct 


caggctgatg 


caggcaggac 


ctccagagct 


caggactggg 


tgggtgggct 


1920 


cacagggagg 


taggggcagg 


ccagagtccc 


agctgtcctg 


gactctgctg 


tggggaaggg 


1980 


ctgatgcagg 


tgtggagtca 


aatgtgggtg 


cctcctgcag 


ccgggtgcca 


ggaggggtgg 


2040 


aggggccacc 


ctgggctttg 


tccgggagcc 


tggtcttccc 


gtccttgggc 


tgacaggtgc 


2100 


tgctgcctct 


gagccctccc 


tgctaagagc 


tgtgtgctgg 


gtaaggctgg 


tggccctttg 


2160 


ggctccctgt 


ccaggatttg 


cgctctggag 


ggtagggctt 


gctgggctgg 


ggactggagg 


2220 


ggaacgtgga 


gctccttctg 


cctcctttcc 


tgccccatga 


cagcaggcag 


atcccaggag 


2280 


agaagagctc 


aggagatggg 


aagaggatct 


gtccaggggt 


tagacctcaa 


gggtgacttg 


2340 


gagttcttta 


cggcacccat 


gctttctttg 


aggagttttg 


tgtttgtggg 


tgtggggtcg 


2400 


gggctcacct 


cctcccacat 


ccctgcccag 


aggtgggcag 


agtgggggca 


gtgccttgct 


2460 


ccccctgctc 


gctctctgct 


gacctccggc 


tccctgtgct 


gccccaggac 


catgaatggc 


2520 


acctacaaca 


cctgtggctc 


cagcgacctc 


acctggcccc 


cagcgatcaa 


gctgggcttc 


2580 


tacgcctact 


tgggcgtcct 


gctggtgcta 


ggcctgctgc 


tcaacagcct 


ggcgctctgg 


2640 


gtgttctgct 


gccgcatgca 


gcagtggacg 


gagacccgca 


tctacatgac 


caacctggcg 


2700 
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gtggccgacc 


tctgcctgct 


gtgcaccttg 


tcagacacgc 


cgctgtgcca 


gctctcccag 


atcagcctgg 


tcacggccat 


cgccgtggac 


gcccgcgggc 


tgcggtcccc 


caggcaggct 


gtcatcggct 


ccctggtggc 


tcgctggctc 


aggagcaccc 


ggcacaattt 


caactccatg 


ctggccgtgg 


tggtcttctg 


ctccctgaag 


accgacgtgg 


ggcaggcaga 


ggccacccgc 


ctggtgttcg 


tggtctgctt 


cctgcccctg 


ggctggaacg 


cctgtgccct 


cctggagatg 


ctctcagatg 


ccaactgctg 


cctggacgcc 


caggaggcgt 


ctgcactggc 


cgtggctccc 


ctgtgcgtga 


ccctcgccta 


agaggcgtgc 


tccgggaggt 


gctgcctgcc 


aggggaagct 


cctgaactca 


ctgtgtattc 


tcttggagcc 


ctctcttggg 


aaeagaeagg 


gacagggaca 


caatgtcaga 


gacccccggg 


atggggcctc 


ggccagagtg 


ggttcctgct 


ggccagggtg 


ggggctggaa 


taaaactccc 


cacccagagt 



cccttcgtgc tgcactccct gcgagacacc 2760 

ggcatctacc tgaccaacag gtacatgagc 2820 

cgctatgtgg ccgtgcggca cccgctgcgt 2880 

gcggccgtgt gcgcggtcct ctgggtgctg 2940 

ctggggattc aggagggcgg tttctgcttc 3000 

gcgttcccgc tgctgggatt ctacctgccc 3060 

gtggtgactg ccctggccca gaggccaccc 3120 

aaggctgccc gcatggtctg ggccaacctc 3180 

cacgtggggc tgacagtgcg ccttgcagtg 3240 

atccgtcgcg ccctgtacat aaccagcaag 3300 

atctgctact actacatggc caaggagttc 3360 

cgtgctaagg cccacaaaag ccaggactct 3420 

tgtgggcgct gtgggccagg tctcgggggc 3480 

ggaaccagta gcaaggagcc cgggatcagc 3540 

ttgggtgggc agggacggcc caggtacctg 3600 

agggcaagag gactgaggcc agagcaaggc 3660 

acacttgcca cccccagaac cagctcacct 3720 

cagccttgat gacacctgcc gctgcccctc 3780 

c 3811 



<210> 10 
<211> 2615 
<212> DNA 

<213> Homo sapiens 
<400> 10 

agaaatgttt cgagctgggg cagagggagc agagaaggag ccctcaccgc ggccggaatg 60 
cagagcggac cctggcccag gactgggttt ccctttaggc tcgggcctac cctggccctc 120 
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gctgttggaa 


tctccaggag 


gccgcatttt 


cagctcgggg 


aagcactacg 


gggtctacgc 


gagcatccga 


aggaatagga 


cctatgtctg 


ggacaagacg 


cacagaaacc 


agtgcagggc 


catgaacaaa 


gacgccgtgc 


agcacgagcg 


agtggccctc 


tacttccgtg 


gacacaagga 


ggcggcgctc 


cctgcgccgg 


ccttcttcac 


ggagctggcc 


gcggtgtcca 


ccactccaga 


cacgcccaag 


tacccccatg 


aagtgaatgg 


ggagtcggtg 


tgtgaatcag 


ctgccagact 


tgtgccagcc 


ttctccacgc 


tgtctttgca 


gagagaactg 


tttgttctag 


gaatagcaca 


actggctgta 


tctggcatga 


acggtgacaa 


atctgaaata 


caggctttac 


aagaggtggt 


tactgaattt 


gcctgtctaa 


aatgcatcgt 


ttctgaactg 


agaagtttcc 


ggaatgctgc 


gctaacgctc 


aacagctaca 


tccataccag 


actcctgttg 


cttttgccag 


ctttacgttc 


tttcaaaaaa 


accatcggca 


atgtgccaat 


cagtgatatc 


taagctcaca 


agatacccac 


tcaacccatg 


gagaacaagc 


ctcaactaac 


gtgtagcctt 


caggaaaaaa 


atgccaattg 


cgccctgacc 


aggatagggc 


gggtgggaag 


aaaactcact 


gctgccatgc 


cctgggaggg 


attctgcctc 


ttacctggaa 


gatcaggctg 


tttctcttcc 


tttttagcat 


acaaagtttg 


gtactgcggc 


cttcaaaact 


acgttatgtt 


tttaaattaa 


aagtgttatc 


aaaagtttcc 


tcagaactga 


gttaataagt 


gaaaagtagc 



agatatcccc tgcaaagtgt gtggcgaccg 180 

ctgcgacggc tgctcaggtt ttttcaaacg 240 

caaatctgga aaccagggag gctgtccggt 300 

gtgtcggctg aagaagtgtt tggaagtcaa 360 

ggggcctcgg acgtccacca tccgcaagca 420 

ggagaacggg gccgccgcgc actttccctc 480 

cgcggtcacg cagctggagc cgcacggcct 540 

gcggcagacc ctcgtgagcc tggctcagcc 600 

gaccccaatg tatctctatg aagtggccac 660 

tctcttcatg agcatcaagt gggctaagag 720 

agaccagctg atgcttttgg aagatgcttg 780 

atgggccatt ccggttgatg ctaacactct 840 

cacagattcc cagaagctga acaagatcat 900 

ggctcgattt agacaactcc ggttagatgc 960 

cactttcaaa gccgttccta cacatagtgg 1020 

cgccattgca gcccttcaag atgaggctca 1080 

atatcccact caaccctgtc gctttggaaa 1140 

tattagccca tcaactatag aagaagtgtt 1200 

tacaagactg ctttcagata tgtacaaatc 1260 

ttttcaggat gggacagtat cagatgaact 1320 

aaacccttca ggaagcatat accggggaat 1380 

acacaaagca ttccagtagc tatgacctgc 1440 

gagaggggtg caacaggacc gcctgcactg 1500 

ggcaaactgg gggttgccac aggccgtgcc 1560 

aacgatcaaa agctgaaaca taagtagtgc 1620 

gtaaccaaat atagctctgt gtataacatc 1680 

ggagcattta ttttaaaaat aatggtaggt 1740 

cctctattgt aatacattat taagtggcct 1800 

ttatgccatg tgatttgctt tttctctatc 1860 
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ttcttttttc 


ttttctttct 


ctttcttttg 


ccaggcaacc 


ttgtcaaagg 


aattgatgga 


tggataacat 


gtcaaaaaga 


gaagagcttt 


ataaaaacag 


caaaaccaaa 


taaagtggag 


ccgttaacat 


agtgctgaaa 


ccaaaggcag 


acaccagaca 


ggaaacgaat 


atggacgtaa 


atgctaaaag 


ggttcttgac 


tgatccattg 


cgaaaactgg 


tttctagtaa 


agccttgaat 


acacacacac 


acacacacac 


acacaccgtc 


tctatactta 


tggaaatgta 


gaaacaaaca 


ttgatttatt 


aggtactagc 


actgaggaaa 


agtaaaactt 


ttcttgtaca 


aagtgaatta 


attgtattta 


caaagaataa 


aaatatattg 



ttctttcttc ttctttttta ataccatagg 1920 

caaaatgaga ttctcaccag gacttcaggt 1980 

actaaaagaa cataagtcaa gggaggatga 2040 

atgagtgatt gagtgaggta gattgctgtc 2100 

tgggggtcca aactcgtggt gcagcaagtc 2160 

ttgcagaagg aacttcaagg agatgaatga 2220 

ctaacagcct gagactcttc aatgcctttc 2280 

gaacacacac acacacacac acacacacac 2340 

ctacacttta agctgctcct ttggtatgac 2400 

tttttaaata gctgctgtac ttttcacatt 2460 

aaaattcagc acttggacta tcataggatg 2520 

actgatttgt gaagttaaaa ggttgtactc 2580 

aattt 2615 



<210> 11 
<211> 3794 
<212> DNA 



<213> Homo 


sapiens 








<400> 11 










ttgggttttt 


aatacaggtc 


gagagctatg 


aattttgatt ttccttttaa aaagggatca 


60 


ggaatacctc 


tactaacaac 


caatttgtcc 


ccacaatgcc tctccctcct gcacgcaatg 


120 


gtggcctatg 


atcccgatga 


gagaatcgcc 


gcccaccagg ccctgcagca cccctacttc 


180 


caagaacaga 


ggtaggcact 


ctcgtgggtt 


cggtggggca gatgcaggac ctggcaaatg 


240 


agacccatgg 


gcacatggtg 


gggcaaggta 


ctgccccctg gagggtccct ggttcttggg 


300 


aatcgcgctc 


tctatcctga 


agagtggtca 


gggcctcttg gggcccacac cgtgctgact 


360 


tctggtgtat 


cctccccaaa 


atgaggatgt 


tagcagctcc acggcaggag aaagaggggc 


420 


tggctgtcca 


ctttgcggtt 


gatgccaagg 


ctacaggtag taatccttct agaagagcct 


480 
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ggtgtgcggc 


ccttgtaaat 


ggtgtgaaca 


ggatgcattc 


tgagatggta gagcactgtg 


540 


gatgtcacct 


ggcgctggaa 


gtacctgctg 


aatgtgaatc 


taagacctgt ctgccctgag 


600 


gtcacctaat 


tccggacctc 


tggacactcc 


tgtttgccta 


actgtggagg tgacagtttg 


660 


atctgaaact 


gcgagtccct 


gggtaggcag 


cgcttctgat 


tcatggagcc agctctgttc 


720 


ctggcccaga 


gactgtcagg 


ctgagacaga 


aaagaaaaaa 


aaaggctcct gattacagct 


780 


caggcagaaa 


agaagagcta 


gtgacaactc 


acacagtaga 


caaattggag acaaagaagc 


840 


cagtaggccg 


tgtgctctgc 


gggctctcag 


tggagctgct 


ccattctctt ctccttcccc 


900 


gtaggaaaac 


agagaagcgg 


gctctgggca 


gccacagaaa 


agctggcttt ccggagcacc 


960 


ctgtggcacc 


ggaaccactc 


agtaacagct 


gccagatttc 


caaggagggc agaaagcagg 


1020 


tactaagcga 


aatcggagcc 


ggagactgcc 


tagctcagcc 


gggactggat gccctcgggt 


1080 


ggcctgtgtc 


tctctcagga 


ggacgccacc 


tgtggaggct 


gtggcagacc acattgtcag 


1140 


tcgaggcctg 


aacagcatgc 


gagttgatgg 


ctccatgtgt 


tgggacatca gggaccccag 


1200 


ttctatttgc 


tcaagccctt 


tctgccccag 


tagctaagaa 


ttgatgacga atatcccatg 


1260 


tgagcaggcc 


cagagagggg 


atgtttgcat 


gaacttttgt 


gtctgtcctg atgaccatat 


1320 


gcaggtgcca 


ggttctatgc 


caaagcaccg 


tgcagacatc 


gcccctcaga acggccctgg 


1380 


agggaggcgc 


caagaagatg 


caatgctggc 


ccaagtcacc 


cacccagcca gtgacaggtc 


1440 


tcaagtcact 


gtctctgcct 


ggctccagat 


gagcacttcg 


tcccatcagc agaggttgtg 


1500 


cacattttcg 


gttgagaaat 


gccagctttg 


cccctcagtg 


ccttcacctt cccacctacc 


1560 


gtgtggcatc 


ctagcctggt 


gcagccctgt 


gtcacctgct 


ggcagggtca caccagtctc 


1620 


ccagttctgg 


gctggcaccc 


caacagtgtg 


acagtgtgcc 


cttccatcat tcgtctgttc 


1680 


ggtcgtccgt 


acgtcactcg 


ctcctcccag 


cctttaccga 


gtgctccctg accgcttggg 


1740 


agctgggaac 


ccagagctgc 


agtcaggctg 


ctctccagaa 


agccaggctc ctgtgtccca 


1800 


ttggtccctg 


atttgacagc 


tccacttgaa 


tgtccgaaag 


acagacttgc tgaaacccct 


1860 


tctcctgatc 


tttccccaaa 


cgtgcttttt 


ccctgtggct 


tcccatggcc ttccctccga 


1920 


gggaggcaac 


tccgtcaact 


gcccaggccc 


cccgtggacc 


ct tec t teat cccacagggg 


1980 


cttcgccttc 


ttgcctccta 


catcctcctc 


accttgccta 


agtcaccaca gatggcctcc 


2040 


tcactactgt 


ccctgctctg 


cctccgctcc 


ctcctggaca 


gagggtctgc ttcaaaccct 


2100 


tgatgtcact 


cctggccggc 


attcacccaa 


gtccccaccc 


tcagtcacat ccgaggtegg 


2160 


catatttttc 


tctaagggtc 


tgataggaaa 


tattttaggc 


cccgtggccg tggggtgttc 


2220 
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gttacactcc 


ctgctttgct 


gcagtgtgaa aggagctgga ggcaacacat 


gaaccacata 


2280 


ggggctgcgt 


tccagtagaa 


ctggggacac taaaatttga atttcacata 


attttcacat 


2340 


gccatgaaac 


attttttttt 


cagtcattaa aaataaaaac caggtgggtg 


cggtggctca 


2400 


cacctgtaaa 


cccagtgctt 


agggaggeca gggtaggatc acttgaggee 


aggagtttga 


2460 


gaccagcctg 


ggcaacgtag 


gcaagaccac tgccccacca ccccatctgt 


tttaaaaatt 


2520 


agctgggtgt 


ggtgcgtgcc 


tttggtccca gctacttggg aggctgaggc 


aggaggatcg 


2580 


cctgagccta 


ggaagctgag 


gctacagtga gecaagattg caccactgca 


ctccagtctg 


2640 


tgctacagag 


caacaaacac 


cgtgtctcaa aacaaacaaa caaacaaaaa 


accccaaatg 


2700 


taaaaccatc 


cttagctcac 


aagccaccca aaaccaggcg acaggcagat 


cagggtgtga 


2760 


gaccttggag 


ctagagcagg 


aggcaggagg cgtgggcacc acagcccgcg 


agccctttgc 


2820 


cgcccgcact 


get cage ttg 


cagteggcat tcttcaggtt ccccctgaag 


gtttggcctc 


2880 


ccccgtggga 


ctctagtggg 


cagccactcc cttggggtgt ctgggacctg 


gtggatgtgt 


2940 


cccagtcaca 


tcttatggtc 


aagaaattgt attaggcaaa agcagtacaa 


aagagectet 


3000 


ttcgtttttc 


ctaatttcca 


taaagcagaa agegttttat gtccaactgg 


cctctgttct 


3060 


gtttcaagaa 


acagtcccta 


aagcaagagg aggaccgtcc caagagacga 


ggaccggcct 


3120 


atgtcatgga 


actgcccaaa 


ctaaagcttt cgggagtggt cagactgtcg 


tcttactcca 


3180 


gccccacgct 


geagtcegtg 


cttggatctg gaacaaatgg aagagtgccg 


gtgetgagae 


3240 


ccttgaagtg 


catccctgcg 


agcaagaaga cagatccgca gaaggacctt 


aagcctgccc 


3300 


cgcagcagtg 


tcgcctgccc 


accatagtgc ggaaaggegg aagataactg 


agcagcaccg 


3360 


tcgtctcgac 


tteggaggea 


acaccaagcc cgaccgggcc aggcctgggt 


gatctgetge 


3420 


tgagacgcca 


eggagggctg 


gggatgegee tgcgtccgtt tcgcgctggc 


eggggctctg 


3480 


ggtgctgccc 


tgcgccctgc 


cgcacccgcg gcccgcgcag ctgcctagga 


tgttctgggc 


3540 


taatatactt 


gtaaaaccac 


cgcattctag ggttttcttt cattttegtt 


aagaatttgg 


3600 


ggcaggaaat 


actttgtaac 


tttgtatatg aatcaaaaca aacgagcagg 


catttctgtg 


3660 


atgtgttggg 


cgtggttgga 


aggtgggttc tgcgtgtccc ttcccagcgc 


tgctggtcag 


3720 


tcgtggagcg 


ccatcatgtc 


ttaccagtga cgctgctgac acccctgact 


tttattaaag 


3780 


aataagctgt 


cgtt 






3794 
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<210> 12 
<211> 4147 
<212> DNA 

<213> Homo sapiens 



<400> 12 



ctcggcgccc 


ggggccggct 


gcgggaaacg 


ctcgcacaga 


cagagacagg cgcgcacccg 


60 


ggggcgcacc 


cggggccaca 


cacgcctccc 


caggcgatgg 


ggtccaggcg gccccgcccg 


120 


aatgcttccg 


tccggccagc 


ccatccagcc 


gctgccccgc 


acctgtcccc gccgctccgg 


180 


acccgcggcc 


gccccccgcg 


cacgcacacc 


ggggacggga 


cccggcgccg cgactcccca 


240 


cgccccgcag 


gcgacgccac 


cttcggccgt 


agcagcccgg 


ggtccgaggc atcccccctc 


300 


ggagctggcg 


cgggacccag 


cgaacgggcc 


ccggggcgga 


gggacgcttc gggaccccac 


360 


agccgccgtg 


ggtcgggcac 


cgggggctcc 


aggaggctcg 


cggaggggtc gccactcacc 


420 


agctgaaaag 


cgcagaggac 


gacgagcgcg 


cagcggccgg 


agcaggagcc catggtgccc 


480 


gcctatacag 


gaggcccccg 


ggtgccccgc 


gctcggcccc 


cgcccccgct ccgcccgctc 


540 


cccacgcgcc 


gcagcctcga 


ccccgccccc 


tccgcatccc 


gttcccccct cctccccgca 


600 


acccccggcc 


cagccccagc 


cccgggtaac 


agctgcgctg 


cgtctcccct cccacccccg 


660 


cctgcggccc 


ctgggggctt 


cgcgccggcc 


ggagaggggg 


acccttctta aaggggcgat 


720 


ggcgcggcct 


ctcgggtagc 


gaggggcggc 


gccgcggccc 


caggacagac ctgcagctga 


780 


ggggagcccg 


ccccggacgc 


ggcagggatg 


accggcgtcc 


gccccctcct gcaggatgac 


840 


ctgcccagca 


cctgctcccg 


ccgtgcgccc 


tctggcgtga 


gatccccatc aaccttcccc 


900 


gtgtggggtc 


tgagcgaccc 


gcatccgcga 


ggcgttttct 


ctgagagtct cagagattcc 


960 


ttggcttgga 


gaagtcctgg 


acccgggtcc 


agagctcaga 


ggtcccctcc acgggcgggc 


1020 


gggccgagga 


ctcaggagga 


gggagtgagc 


cgggctcgcc 


cacctcccac agggagctcc 


1080 


tctgctggaa 


ggctgagacc 


tgaaggccag 


gtctgctcca 


actgcctgga ccggcctcct 


1140 


gcctgcgcgg 


gaggggccta 


gggagcctcg 


ggttgggaca 


gcctgaggcc ttgtgcacgg 


1200 


tggaggcagg 


acccagctgc 


ccagggcagg 


tcctagggtc 


tggatggggc tgaaccccgt 


1260 


aaagcctgcg 


cttccggaag 


aagcttgcgc 


tggaggcagg 


gaagggtccc agccaggccc 


1320 


gagaggagca 


ggacgtggat 


acagtgagcc 


agagtgtcag 


ccggtcggaa agcccatggg 


1380 
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ggcagaacag 


cgggagatca 


gggcaggtgg ccgggccagg 


gctgccactt 


ggtctttact 


1440 


cagtggcagg 


gcaggctccc 


tgactgccac ccaccgcctg 


aggagcctga 


gatgggtttc 


1500 


ccatggcaag 


ctgaattcct 


gccccactcg agattttatg 


aat tact gag 


gattcttgcc 


1560 


ttcctaattt 


tggttgtgtg 


tcccacagtc ccggggatca 


ggaggggtta 


acagaagacc 


1620 


aagggtcagg 


ttttctgcac 


tgcggggagc caccccagat 


ctgtagtcca 


ggctcatggg 


1680 


cgggtgaggg 


ggtagcttcc 


aagccccaaa ggttagagag 


caaaggtgtg 


gccagttgtg 


1740 


gagggagggg 


gagcgtcggg 


ttgtttgcag tgctggggag 


ataagaatat 


tcaggaatca 


1800 


gatggtggtg 


atggttgcac 


agctctgtga atatactgca 


gcccactgag 


cactacactg 


1860 


taaaggggtg 


actattatgg 


tgtgaggatt atatcccgat 


ttttaaaaga 


tgtgaaaaaa 


1920 


ttaatgttta 


tttatacgat 


atataagaca ttgattttta 


aatacagcgg 


taccatcccc 


1980 


gtcccccata 


accctggttc 


ctccaggcac ttggagccat 


tggtggaagg 


acgtggactc 


2040 


ctagaaggtg 


attcgcaaag 


gtgccacgta agcagaggag 


ccgggtaagc 


agaggcccag 


2100 


tgccacgtaa 


gcagaggaag 


gcccggagcc ggctgctgag 


gtcctgaggg 


agagggaggg 


2160 


gcacctgctc 


agccttgcct 


gtgtgtgtgg atccttctct 


ctcaggggaa 


gctgcctgga 


2220 


catgcatgcg 


ccttgcagtt 


ctgtcctgcc aggctgcctg 


ctcttcctct 


tgaaagcaaa 


2280 


agacttcact 


tgctgaggat 


gcaacgatgc tctagtgtcc 


cttgcaggag 


ccagtgtcag 


2340 


agccaggagc 


cgtcgtgggc 


atcccctgct ccaaagttac 


gagttctggt 


gaaggggtca 


2400 


ggacagcccc 


tttgagagtt 


cagcagagca ggtctgcaca 


ggtcccacac 


cgtgcacagc 


2460 


ccacactcca 


cctgccctgg 


tgcacactga cggcagcagc 


cagccgcggg 


gaccccaggc 


2520 


gcagtgttgc 


ctcgtgaacg 


ttagagcagc ctccagaggc 


gggtttggtc 


tgcacacctg 


2580 


gttcgcgggt 


gacacagttg 


tgacttggcc caggtcagtt 


gttggggcct 


ggccagctgt 


2640 


gggtggtgag 


gttttctcgg 


acgcttcatc tgctctcgtt 


cttgttcgaa 


ttccttctgc 


2700 


ctaagaatga 


cagctttaaa 


agtgaaatgg cagcacgtct 


ccatcattac 


acagaatccc 


2760 


atgtgggaag 


accctagtcg 


gaggccccca cccttgcccg 


gaactggact 


ttggggcagc 


2820 


agcaaactgc 


agtgagtgtg 


agtcacacct gaggacaggt 


gggctgtctt 


caggctccca 


2880 


acaggtctgt 


cgcttaaggg 


gctggggaat gggggctgga 


atgccacggc 


ctgcccacct 


2940 


gggggactct 


gggcagagct 


ggagcagcca ggcaggaaaa 


tatcccccag 


tttccagaga 


3000 


gtaaaagctg 


atggtcctgc 


tgaggtgtga aggacagtga 


cggacagtga 


tggaaggtga 


3060 


tggacagagg 


aggacagtga 


tggacagagg agggcagtga 


tggacagtga 


cgggcagtga 


3120 
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tagacagcaa cagagagtgg aggacagtga tgaacagcaa cagacagtgg agggcagtga 3180 

tggacagtgg aggacagtgg aggatagcag agggcagtga tggacagtaa tggacagcaa 3240 

aggacagtga gggacagcag aggacagtga tggacagcgg aggacagtga tgggcagcgg 3300 

aggacagtga tggacagtgg aggacagtga tggagagcag aggacagtga tggacaatgg 3360 

aggacagtgg aggacagtga tggacagtgg aggacagtga tggacagcgg aggacagtga 3420 

tggcgagcgg aggacagtga tggagagcgg aggacagtga tggacagcgg aggacagtga 3480 

tggcgagcgg aggacagtga tggacagcgg aggacagtga tggacagcgg aggacagtga 3540 

tggagaacgg aggacagtga tggacagcgg aggacagtga tggacagagg aggacagtga 3600 

tggagagcgg aggacagtga tggacagcgg aggacagtga tggacagtgg aggacagtga 3660 

tggagaacgg aggacagcga tggacagcgg aggacagcga tggacagcgg atgacagtgg 3720 

aggacagcgg atgacagtgg aggacagtgg aggacagcga tggacagtgg aggacagtga 3780 

tggacagcgg aggacagtga tggacagtaa tggacagtga tggacagcgg aggacagtga 3840 

tggacagcgg aggacagcgg aggacagcga tggacagtgg aggacagtga tggacagagg 3900 

aggacagtga aagacagaga aggacagcaa tggaaggaca gccaccccag tcagcacaaa 3960 

cgcaggccga gtggggccca tgcattcctg ggaggactgg caagctggga aaggcctcca 4020 

gggcagggaa actcaggaga gtgacagctt gttcaggcca ggaccttgtg catcttctcc 4080 

ttttttcttt cttagtaaac ccagtgtatt catttttagc ggctgccata acaaattccc 4140 

ataaact 4147 



<210> 13 
<211> 3121 
<212> DNA 

<213> Homo sapiens 
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gtcgctactg atcatgcttg ggccagggtc caatcgcagg cgccccacgc agggggagcg 60 
aggcccaggg tcccccggag agcccatgga gaagtaccag gttttgtacc agctgaatcc 120 
tggggccttg ggggtgaacc tggtggtgga ggaaatggaa accaaagtca agcacgtgat 180 
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aaagcaggtg 


gaatgcatgg 


atgaccatta 


cgccagtcag 


gccctggagg 


agctgatgcc 


240 


actgctgaag 


ctgcggcacg 


cccacatctc 


tgtgtaccag 


gagctgttca 


tcacgtggaa 


300 


tggggagatc 


tcttctctgt 


acctctgcct 


ggtgatggag 


ttcaatgagc 


tcagcttcca 


360 


ggaggtcatt 


gaggataaga 


ggaaggcaaa 


gaaaatcatt 


gactctgaga 


tcaagacaga 


420 


aggcgttcct 


aacactagaa 


ggttcccagt 


cggtgaccat 


gattccagat 


tgttctgccg 


480 


gtccctgaag 


ttcctagaca 


aggttttgct 


atgttgcccg 


ggctggtctc 


gaactcctga 


540 


cctcaagtga 


tccacccgcc 


tcggcctccc 


agagtgctgg 


gattgcagat 


gtgagccgcc 


600 


gcgcctagcc 


agttcacttt 


cttaatgatg 


tcttttgatg 


atggaaagtc 


ctaactgtaa 


660 


tggagttcgc 


tttcccaatg 


ctgactctta 


tggttagtgc 


ctttggagtt 


taagaagcat 


720 


ttcctgctcc 


aagatcatga 


agatactctc 


ctctgtctta 


tggaagcttg 


gttatttttg 


780 


ccttcacatt 


tagatctttc 


atctacccca 


gatgaatgct 


acctgctttt 


accctgagaa 


840 


ctgtgtttgg 


ggggaccatg 


tacccctgag 


gggctcttcg 


gggcacacag 


ctcttctctt 


900 


accatgggcc 


tcagaggcag 


gcccggagtg 


agtttcagac 


tttgtgagtg 


aagcccttca 


960 


aaacacgaaa 


tattcccaga 


aacccagtaa 


gtgcagcaga 


cctactctaa 


ctgggggcag 


1020 


tgggaggacg 


cccacatcct 


gccccctcag 


cccctctctg 


acaccccagg 


gtggccctga 


1080 


atccaggggc 


cctaggagcc 


cagctttaga 


atcaccgcgc 


tgggtactcg 


atggagcttg 


1140 


tctctgatgc 


agaacactcc 


tagcattctc 


tctcagggct 


cttttcattt 


gaatgaccta 


1200 


gaggattgag 


ctcatgtagg 


cactgaaggc 


ttccacctct 


cccatacccg 


caaggccgat 


1260 


ctgccttcag 


ctcccagcaa 


gtgtggggca 


gcgcgggcca 


cagagtaggg 


tgcagggatg 


1320 


gggcccctgc 


agcacccagg 


gtctctggta 


tggagacagc 


agtgtggagt 


ctggaaactc 


1380 


agagtccttc 


tggctgccgc 


cgcggcttta 


ccatctggag 


agccaccacg 


ctgaagcctc 


1440 


ctccaccctg 


agcgcttggc 


tggcttcagg 


cctgtctcaa 


gatgcaagga 


gaggatacac 


1500 


caccatcctg 


ctggctgctc 


tgagtgtcac 


ccccctgaaa 


gcagcacagg 


gtgcccctcc 


1560 


catcctggca 


ccccctactt 


ctcccccagt 


ggatgcagaa 


tgtgctgggc 


caggtgctgg 


1620 


acgcgctgga 


atacctgcac 


catttggaca 


tcatccacag 


acccctttcg 


taagtcctgg 


1680 


atggcccctg 


aagccctcaa 


cttctccttc 


agccagaaat 


cagacatctg 


gtccctgggc 


1740 


tgcatcattc 


tggacatgac 


cagctgctcc 


ttcatggatg 


gcacagaagc 


catgcatctg 


1800 


cggaagtccc 


tccgccagag 


cccaggcagc 


ctgaaggccg 


tcctgaagac 


aatggaggag 


1860 


aagcagatcc 


cggatgtgga 


aaccttcagg 


aatcttctgc 


ccttgatgct 


ccagatcgac 


1920 
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ccctcggatc gaataacgat aaagtctgcc gtggcccccg gagctggtgg aggtggtggt 1980 

cacgaccatg gagctacatg acagggtcct cgatgtccag ctgtgtgcct gctccctgct 2040 

gctgcacctc ctgggccaag gtatcattgt gaacaaggcc cccttggaga aggtcccgga 2100 

cctcatcagc caggtgttgg ccacctaccc tgcggatggg gaaatggcag aagccagctg 2160 

cggagtcttc tggctgctgt ccctgctggg ctgcatcaag gagcagcagt ttgaacaagt 2220 

ggtggcgctg ctcctgcaaa gcatccggct gtgccaggac agagccctgc tggtgaacaa 2280 

tgcctaccgg ggactggcca gcctggtgaa ggtgtcagag ctggcggcct tcaaggtggt 2340 

ggtgcaggag gagggcggca gtggcctcag cctcatcaag gagacctacc agctccacag 2400 

ggacgacccg gaggtggtgg agaacgtggg catgctgctg gtccacctgg cttcctatga 2460 

ggagatcctg ccggagctgg tgtccagtag tatgaaggcc ctgctccagg agatcaagga 2520 

gcgcttcacc tccagcctgg tgagtgacag cagcgccttc agcaaaccag gcctccctcc 2580 

aggtggaagc ccccagctgg ggtgcaccac gtctggggga ctggaataga tgtttgtatg 2640 

gaactgacct tgatctccac gtgtatagtt ttcaagactg ctctcctgcc tgcctattat 2700 

cccatctcta tgactgggcc aaaatcaatc ttaaacggga ggggtaatca gacctctcca 2760 

aagagtttcc tgtccatgac tgctggattg agtcacatga gtaactgctc ctggacccgg 2820 

ggactgtcca cgaaaactga cttgcctgct tcctccttcc aggaactggt ttcttgcgcg 2880 

gaaaaagtgc tcttgaggct ggaggcagcc acctctccca gcccactggg tggggaagca 2940 

gctcagccct gatgcggggg agaagacaga taccccacag gcccctccct ccacgtgtgc 3000 

cctctccctg tccttccttt ccatgggcca ctgtttccct tggggtgggg ggaagggtca 3060 

tccagcacca gaatgcgcat ctcacactcc tcttaggtga ctaataaaga ggcccaaggc 3120 

c 3121 

<210> 14 
<211> 3257 
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<213> Homo sapiens 
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tgaggaggcc 


caggaatctg 


tacttttaat 


aaggccctgg 


agtctaagca 


gctgctgctg 


60 


tccctctaca 


ctaagccgct 


tgccagtgtg 


gagctcatga 


ttggcctgtg 


gtttcccagt 


120 


gattcacccg 


ggactgactc 


tgcctctgtg 


gatccggcta 


taacagcatc 


gtcatccaca 


180 


cctgtgatcc 


gctccagtgt 


cctccctccc 


accctatcct 


ctttgccttt 


tcatcctgtt 


240 


gtccgctgtt 


gtccctgggc 


tctggtctta 


ctgtcccatc 


cccagactgg 


tccttgtttg 


300 


tttcctttat 


ttaaggtgca 


ctcttcatct 


ttctcaggaa 


atatgggcca 


gctattggct 


360 


gagcatcctt 


cgggggctaa 


gcatgactat 


cctaattgca 


cagaggcttt 


ttctcataca 


420 


ttccttcctc 


tccccaattt 


cttcccatat 


tttgttccaa 


agtggccata 


tcagtttctt 


480 


ctgctgtttg 


catatcttcc 


tgaaatgtta 


aaacaaccga 


acgacagcac 


agccctcatc 


540 


tctgtctagt 


attgcacaag 


aaagtgggct 


gttctctgtg 


ttgtagcatc 


tgttttcctc 


600 


ttgccaaatg 


agggcctggt 


aagaagaccc 


aggatccagt 


cctgatgctg 


ccaccaactc 


660 


acagtgtgac 


cctgggcatg 


tcacagctgc 


cccttggact 


tccagtgctg 


ccctgagaag 


720 


ctgcattgag 


agcagttagg 


agcacagaat 


ctgaaaccag 


cccacccagg 


caaaattcta 


780 


gctagcaact 


tggcaagtta 


cttaaactct 


gtctgcctta 


gtagtctcat 


ctatgaaatg 


840 


gagctaagaa 


taataattcc 


cctcttgaaa 


ttgagtgagt 


taagacatat 


aacattttta 


900 


gaagagtgcc 


tggcacagaa 


taatcagtgt 


catttccctc 


ccagtattaa 


aaaagagggt 


960 


tgctctaaat 


tagcacttcc 


tagaggatag 


tctatgagat 


tctttcccac 


agggcactca 


1020 


gcaagagaaa 


aaggggagga 


gagagttctg 


ggtacaggct 


tctggcagtg 


cagaaagcta 


1080 


ttaaacctta 


ttttgtctaa 


ttccagtctc 


tctcaaactc 


ccttgaccat 


agaatccatt 


1140 


tttcccagta 


cctcctagca 


tcctgtactt 


ctcccatgga 


acacttctga 


gaaacacccc 


1200 


tccagctttg 


acatgtatgg 


gaaaaaaggc 


actggggtta 


ttgagccctt 


actgtgtgtc 


1260 


actttgtgtg 


gatggctttg 


cagagttttc 


ccccagctcc 


cctcagagga 


aactgaggcc 


1320 


agagagaggc 


cctggttaac 


aaatgtgttt 


tgttccaaat 


cctggactca 


gactactgtt 


1380 


atttactatc 


tcctttggtc 


ctaactgttg 


agagggggag 


gattggagac 


gactagaaca 


1440 


tgcaaggcct 


gtggtttagg 


gctgtcatct 


gcaagcagaa 


gtttgtggct 


ctggtttcca 


1500 


ggaggctaca 


ggacacccac 


atggcacagc 


ttcctgacaa 


aatggcagct 


aatcaaatct 


1560 


gcctaccttt 


ccacccccac 


actgacgttt 


gcctccaccg 


gaactccttt 


tctatgcatt 


1620 


tcatcttctc 


agatacagcg 


gtgcttctgt 


ttgatttctg 


gagtgtccac 


agtcctgctg 


1680 


gcatggccct 


ttcggtgttg 


gtgctcctgc 


ttctggctgt 


actgtatgaa 


ggcatcaagg 


1740 



fcbfE#2 004-3059663 



mm. 2003-131452 



^-v: 134/ 



ttggcaaagc 


caagctgctc 


aaccaggtac tggtgaacct gccaacctcc 


atcagccagc 


1800 


agaccatcgc 


agagacagac 


ggggactctg caggctcaga ttcattccct 


gttggcagaa 


1860 


cccaccacag 


gtggtatttg 


tgtcactttg gccagtctct aatccatgtc 


atccaggtgg 


1920 


tcatcggcta 


cttcatcatg 


ctggccgtaa tgtcctacaa cacctggatt 


ttccttggtg 


1980 


tggtcttggg 


ctctgctgtg 


ggctactacc tagcttaccc acttctcagc 


acagcttagc 


2040 


tggtgaggaa 


cgtgcaggca 


ctgaggctgg agggacatgg agccccctct 


tccagacact 


2100 


atacttccaa 


ctgccctttc 


ttctgatggc tattcctcca ccttattctc 


agcccctgga 


2160 


aactttgagc 


tgaagccagc 


acttgctccc tggagttcgg aagccattgc 


agcaaccttc 


2220 


cttctcagcc 


agcctacata 


gggcccaggc atggtcttgt gtcttaagac 


agctgctgtg 


2280 


accaaaggga 


gaatggagat 


aacaggggtg gcagggttac tgagcccatg 


ataatgette 


2340 


tctgtgactc 


aaaccaggaa 


tttccaaaga tttcaagcca gggagaaggg 


ttcttggtga 


2400 


tgcagggcat 


ggaacctgga 


caccctcagc tctcctgctt tgtgccttat 


ctacaggagc 


2460 


atcgcccatt 


ggacttcctg 


acctcttctg tctttgaggg acagagacca 


agctagatcc 


2520 


tttttctcac 


ctttctgcct 


ttggaacaca tgaagatcat ctcgtctatg 


gatcatgttg 


2580 


acaaactaag 


ttttttttat 


ttttcccatt gaactcctag ttggcaattt 


tgeacattea 


2640 


tacaaaaaaa 


tttttaatga 


aatgatttca ttgattcatg atggatggca 


gaaactgctg 


2700 


agacctattt 


ccctttcttg 


gggagagaat aagtgacagc tgattaaagg 


cagagacaca 


2760 


ggactgcttt 


caggctcctg 


gtttattctc tgattgatag actgagctcc 


ttccaccaga 


2820 


aggcactgcc 


tgcaggaaga 


agatgatctg atggccgtgg gtgtctggga 


agetcttegt 


2880 


ggcctcaatg 


ccctccttta 


tec teat ctt tettctatge agaacaaaaa 


getgeatcta 


2940 


ataatgttca 


atacttaata 


ttctctattt attacttact gettactegt 


aatgatctag 


3000 


tggggaaaca 


tgattcattc 


acttaaaata ctgattaagc catggcaggt 


actgactgaa 


3060 


gatgcaatcc 


aaccaaagcc 


attacatttt ttgagttaga tgggactctc 


tggatagttg 


3120 


aacctcttca 


ctttataaaa 


aaggaaagag agaaaatcac tgctgtatac 


taaatacctc 


3180 


acagattaga 


tgaaaagatg 


gttgtaagct ttgggaatta aaaacaaaca 


aatacatttt 


3240 


agtaaatata 


aaaaaag 






3257 
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ggaacagtgt 


ggggcctgga 


ccgctgggta 


ggcgcgtcca 


geggectgag caggggaggg 


60 


taatgaggct 


gttacgcgcc 


ttctccgcat 


cttggcggga 


gcctgacgcc ccgcttcttc 


120 


cctaacgggg 


tgttccaccg 


gcgcctgccg 


aggcctaggc 


ctccgcagcc gccctccgtc 


180 


tcctcagccc 


cgacgctgcg 


cccgctttgt 


gcgcattttt 


ctctggggaa actgaggctc 


240 


cgagtgcgaa 


agtcagccga 


ggtcgccccg 


cccaggacag 


agaagggctg ggggtegget 


300 


gagccgcggc 


attcccgggc 


cccgctaggg 


ctgcagggtc 


tcaggatggc agcctcggcg 


360 


caggtgtctg 


tgacctttga 


ggatgtggct 


gtgacattca 


cccaggagga gtggggacag 


420 


ttggatgcag 


cccagagaac 


cttgtatcag 


gaggtgatgc 


tggagacctg cggacttctc 


480 


atgtctctgg 


gctgtccttt 


gttcaaacca 


gage t gat ct 


accagttgga tcacagacag 


540 


gagctatgga 


tggctacaaa 


agacctctcc 


caaagctcct 


atccaggtga caacacaaaa 


600 


cccaagacca 


cagagcctac 


cttttctcac 


ctggccttgc 


ctgaggaagt cttactccag 


660 


gaacaactga 


cacaaggagc 


ctcaaagaac 


tcccaattag 


ggcaatccaa ggatcaggat 


720 


gggccatctg 


aaatgcaaga 


agtccacttg 


aaaataggga 


taggccccca gcgggggaag 


780 


ctgctggaga 


aaatgagttc 


tgaacgtgat 


ggtttggggt 


cagatgatgg tgtatgtaca 


840 


aagattacac 


agaaacaagt 


ttcaacagaa 


ggtgatctct 


atgaatgtga ttcacatgga 


900 


ccagttacag 


atgccttgat 


tcgcgaagag 


aaaaattcct 


ataaatgtga ggaatgcggg 


960 


aaagtgttta 


aaaagaatgc 


cctccttgtt 


cagcatgaac 


ggattcacac tcaagtgaag 


1020 


ccctatgaat 


gcacagagtg 


tgggaaaacc 


tttagcaaga 


gcactcatct tcttcagcac 


1080 


ctcatcatcc 


acactgggga 


gaagccctat 


aagtgcatgg 


agtgtgggaa ggcttttaac 


1140 


cgcaggtcgc 


acctcacacg 


gcaccagcgg 


attcacagtg 


gagagaagee ttataagtgc 


1200 


agtgaatgtg 


gaaaggcctt 


cacccaccgc 


tccacttttg 


tettgeatea caggagccac 


1260 


actggagaaa 


aaccctttgt 


gtgcaaagag 


tgtggcaaag 


cctttcgaga taggecaggt 


1320 


ttcattcgac 


actacatcat 


ccacacggga 


gagaagcect 


atgagtgcat tgagtgtggg 


1380 


aaggccttca 


accgccggtc 


atacctcacg 


tggcaccaac 


agattcacac tggagtgaaa 


1440 
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ccctttgaat 


gcaacgagtg 


tggaaaagct 


ttttgcgaga 


gtgcagacct 


cattcaacac 


1500 


tacattatcc 


acactgggga 


gaagccctat 


aagtgcatgg 


agtgtgggaa 


ggcgttcaac 


1560 


cgtaggtcac 


acctcaagca 


gcatcaacgg 


attcacactg 


gggagaagcc 


ttatgaatgc 


1620 


agtgaatgtg 


gaaaggcctt 


cacccactgc 


tccacttttg 


tcttgcataa 


aaggacccac 


1680 


acaggagaaa 


aaccctatga 


atgcaaagaa 


tgtggaaaag 


cctttagtga 


tagggcagac 


1740 


ctcattcgcc 


acctcagcat 


ccacactgga 


gagaaaccct 


atgagtgcgt 


ggagtgtgga 


1800 


aaggccttca 


accgcagctc 


acacctcacg 


aggcaccaac 


agattcacac 


tggagagaaa 


1860 


ccctatgaat 


gcatccagtg 


tgggaaagcc 


ttttgccgga 


gcgcaaacct 


tattcgacac 


1920 


tccatcattc 


acactggaga 


gaagccgtat 


gaatgcagtg 


agtgtggaaa 


ggcttttaat 


1980 


cgcggctcat 


ccctcacaca 


tcatcaaagg 


attcatactg 


ggagaaaccc 


taccattgta 


2040 


acagatgtgg 


gaagaccttt 


tatgactgca 


cagacttcag 


tcaacatcca 


ggaactttta 


2100 


ttagggaaag 


agtttttgaa 


tatcaccact 


gaagaaaatc 


tgtggtgaaa 


gggaacatct 


2160 


taccatctgg 


ccattcacac 


tgaagagaaa 


cttcataagc 


atcctctctt 


tgagaaaacg 


2220 


tgtaatagat 


gatcatttgt 


cgtctaaaca 


atcaagttag 


aaattgaacc 


agcctggagt 


2280 


cttattctcc 


acctgagaat 


tcacccatga 


gagagaccca 


gtggttgcta 


tgcacttagg 


2340 


aaaactttca 


gccacatctt 


tcttcttagt 


ttacagtgaa 


atattatctc 


agggatattt 


2400 


tttttttttt 


ttgagacgga 


gtctcgctct 


gtcgcccagg 


ctggagtgca 


gtggcgggat 


2460 


ctcggctcac 


tgcaagctcc 


gcctcccggg 


ttcacgccat 


tctcctgcct 


cagcctcccg 


2520 


ggtggctggg 


actacaggca 


cccgccacta 


cgcctggcta 


gttttttgta 


tttttagtag 


2580 


agacggggtt 


tcaccgtttt 


ggccgggatg 


gtctcgatct 


cctgacctcg 


tgatccgccc 


2640 


gcctcagcct 


cccaaagtgc 


tgggattaca 


ggcgtgagcc 


accgcgcccg 


gccatctcag 


2700 


ggatatttaa 


acaaaggaag 


aggaaatata 


gggaagagaa 


agaaaccaca 


gcttctttta 


2760 


gacttgtctg 


acaagcctat 


ggcaattttg 


tcgtcccttt 


gttattttat 


gtgggagagg 


2820 


gaaatgtttc 


agaaacgaaa 


gatctcatcc 


cctttatttt 


tctgtgtatg 


cattcactgc 


2880 


tgcccagtgt 


cagaacagtt 


atacaaacga 


gggcttgaaa 


acattttgtg 


aaaacttgct 


2940 


tagtcctgca 


acgttctcca 


ctctcgaggt 


gcaggagcat 


acatctttat 


aaaaaatatg 


3000 


gaggcttgag 


ttatgaaaca 


cttttataag 


gagataagga 


tgtacatatg 


tttggacaca 


3060 


ttgtccactt 


cagatgcttg 


tttaaaaaaa 


tgtttcacca 


tgtgtcttta 


cccaatacac 


3120 


atactttttc 


ttgatgtgga 


tttacttttt 


tttttttttt 


ttaagttttt 


ctgggatagg 


3180 
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gatgatagtg 


taattgttca 


tgcccacagt 


aatcctggga 


atcttagttt 


tttcctatga 


3240 


ttgtggtttc 


tcagcttctt 


tacctctcct 


ttgagttagg 


tccacctcag 


ttttctaaag 


3300 


gtcaaattaa 


ggccccccca 


aaaatacagt 


atgtagctga 


attcctttga 


aagatcatga 


3360 


taaactcaga 


agaacaaaca 


tagaaggaat 


gtcattttta 


atctttttaa 


agagtgtgtg 


3420 


aaaattcact 


ttaactggaa 


ttttaacagg 


caagccggca 


tgcatatatg 


tagggatgtg 


3480 


tgactttcac 


agttgtcacc 


atggacttag 


gcttgattaa 


aatgctacac 


atttagagcg 


3540 


ttttgtaatt 


ccttttttat 


atttttaaga 


ctagattttg 


agccatgtga 


tagttttacc 


3600 


tcatattaaa 


tatattgtac 


agaagtaaaa 


ataatcatgt 


attcactttg 


aactcctc 


3658 



<210> 16 
<211> 2800 
<212> DNA 

<213> Homo sapiens 



<400> 16 



gatcatgctc 


aggtggtcca 


tggagttatt 


tgcagcattt 


cttgctcctg 


gaagtggggt 


60 


tgagggcccg 


aggagaagca 


gaggctgctc 


ggcagagatc 


ccggaacact 


ttatccctct 


120 


ctcttgccca 


ggttttatgc 


cgctgagata 


atgtgtggac 


tgcagtttct 


acacagcaag 


180 


ggcatcattt 


acaggtgcgg 


gggtgagggc 


agcgggggct 


cttgggaggg 


gaggctccag 


240 


ccccatcata 


tcttctgaaa 


tgctccaagc 


aggatccccc 


caactccagt 


tccttctctg 


300 


ctggaaatca 


atctttagct 


gggtatttgc 


ctatgcctcc 


caccctggtg 


ttagcattcc 


360 


tgtggccacc 


atttgaggct 


ggctcagctt 


caggaactag 


gaactcactg 


ctcatatttg 


420 


acaccatcgc 


cccacccatc 


cttggagccg 


tcagtctcgc 


tctgaagccc 


catcgagtca 


480 


tctaagcttc 


tgccagaagg 


gactccttcc 


ataaagtctc 


atctaataag 


ttatgattcc 


540 


atcctatggt 


gggaactgta 


cacccaccaa 


aaaggctgag 


gtcaggctct 


gtatactgat 


600 


gtgggataat 


gccaagatat 


gttgttaagt 


ggaaaaacaa 


cctgtgggaa 


agtgtatatc 


660 


gaatattagc 


attcagcctt 


taaaacgtgg 


gattataggc 


gtgagccatc 


gtgcctggcc 


720 


cgcatctata 


aattagatat 


aactataatg 


tataataggg 


tcattgtgaa 


gatcaaatgg 


780 
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aataagatat 


gtaaagctgt 


attttaagtg 


ccttccactg 


gtagccgttc 


tgtgtaagaa 


840 


gtctgttatc 


attattacac 


atgctttgtg 


tgtatgtaca 


ggtgtctgtt 


ttgaggcgtg 


900 


tccatgtgca 


tgtgtaagag 


agggcattta 


ggagccgttt 


gctatcccag 


ggcttggaag 


960 


aactgccccc 


gcttctcata 


ttgcgatgcc 


ctgtgcccgc 


taacttctgc 


ccacctccct 


1020 


gcccactagg 


actccttctt 


tctaagcccc 


tgcagattgg 


cctgtcctct 


ccgccccgtc 


1080 


ctctccaggc 


tcctccttcg 


agggctggca 


ggaggaagac 


tcaagcgctg 


ggcctctgcg 


1140 


gggtgagggt 


gtgggcggtc 


aggagaacgg 


tggctttgtg 


tagagggcta 


gactggtcgg 


1200 


caggcaccag 


ctcatagact 


ctgcccctcc 


cggtgctttc 


ccttccccct 


cctgggcctg 


1260 


tgcctcttca 


agaatgtaac 


gctgccatcc 


acaagaaatg 


catcgacaag 


atcatcggca 


1320 


gatgcactgg 


caccgcggcc 


aacagccggg 


acgctatatt 


ccagaaagaa 


cgcttcaaca 


1380 


tcgacatgcc 


gcaccgcttc 


aaggttcaca 


actacatgag 


ccccaccttc 


cgtgaagatg 


1440 


aaggaggcgc 


tcagcacaga 


gcgtgggaaa 


acactggtgc 


agaagaagcc 


gaccatgtat 


1500 


cctgagtgga 


agtcgacgtt 


cgatgcccac 


atctatgagg 


ggcgcgtcat 


ccagattgtg 


1560 


ctaatgcggg 


cagcagagga 


gccagtgtct 


gaggtgaccg 


tgggtgtgtc 


ggtgctggcc 


1620 


gagcgctgca 


agaagaacaa 


tggcaaggct 


gagttctggc 


tggacctgca 


gcctcaggcc 


1680 


aaggtgttga 


tgtctgttca 


gtatttcctg 


gaggacgtgg 


attgcaaaca 


gtctatgcgc 


1740 


agtgaggacg 


aggccaagtt 


cccaacgatg 


aaccgccgcg 


gagccatcaa 


acaggccaaa 


1800 


atccactaca 


tcaagaacca 


tgagtttatc 


gccaccttct 


ttgggcaacc 


caccttctgt 


1860 


tctgtgtgca 


aagactttgt 


ctggggcctc 


aacaagcaag 


gctacaaatg 


caggcgtaag 


1920 


tgtctccaca 


ggccagtttg 


tacgtatgta 


cccatgtgtg 


ctcacgtgtg 


ccagtgcctg 


1980 


tgtgtatgcc 


agtgcctgtg 


tgcgctcaga 


gagtgtatgc 


acgtgagttt 


tcccagtgta 


2040 


gctacagcag 


ctgagttcag 


tgagtgctgg 


ggctggcttg 


ctgctgctct 


ggaaaaccag 


2100 


ttctgcgcat 


ctcttcccag 


ctccgcattc 


agtgacgggg 


agttggtgga 


tggcaattgg 


2160 


gcacagtaga 


gtattcacgc 


agaaaccagc 


ccaggccatg 


caccaggcct 


cttttccccg 


2220 


gagaggcaat 


gataggtcct 


ttactggcac 


atagtggctg 


catgtgcttc 


tgtgtagatg 


2280 


tgggtgtctc 


tgagtacaca 


ggtgtgagca 


cactctgtcc 


ctgagggtgt 


atacacgagg 


2340 


cgccgcaggc 


tggagccaga 


ctgcctgggt 


ttgaatccca 


gctctaccac 


ttcctagcta 


2400 


tagggcctta 


ggcaaagtta 


cttaacctct 


ctgtgcctca 


gtttcctcat 


ctataatttt 


2460 


tttttttttg 


agactgagtc 


tcattctgtt 


gcccaagcta 


gagtgcagtt 


gtgcgatctc 


2520 
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agctcactgt aacctccctc tccaaggttc aagcgattct cttgccttag cctcctgagt 2580 

agctgggatt acaggcgtgc accagcctga ccaacatggt gaaaccctgt ctctactaaa 2640 

aaatacaaaa gttagctggg catggtggtg gatgcctgta atctcagcta ctcaggaggc 2700 

tgaggcagga gaattgcttg aacccgggag gcggaggttg cagtgagctg agatcatgcc 2760 

accgcactcc agcctgtgtg acagaatgag actgtgtctc 2800 



<210> 17 

<211> 5202 

<212> DNA 

<213> Homo sapiens 



<400> 17 



gtctccagga 


ctgacgctca 


ggctcctctc 


tcgccttagc 


ccaacttgct ttcccgcctc 


60 


gcaaactccg 


gtttccctcc 


actcccaact 


cttttcacta 


cacgtttccc ctcctctatc 


120 


tcccacgcca 


cgaaccccga 


tccccagact 


cctctctccc 


gccctcctcc ttcctctctc 


180 


ctcccttcaa 


ctcttcatcc 


gcttccacct 


cagactctgc 


gcgcacccaa ttcagtcgcc 


240 


cgctcccgtt 


cggctcctcg 


aagccatggc 


gggacctggg 


ggctggaggg acagggaggt 


300 


cacggatctg 


ggccacctgc 


cggatccaac 


tggaatattc 


tcactagata aaaccattgg 


360 


ccttggtact 


tatggcagaa 


tctatttggg 


acttcatgag 


aagactggtg catttacagc 


420 


tgttaaagtg 


atgaacgctc 


gtaagacccc 


tttacctgaa 


ataggaaggc gagtgagagt 


480 


gaataaatat 


caaaaatctg 


ttgggtggag 


atacagtgat 


gaggaagagg atctcaggac 


540 


tgaactcaac 


cttctgagga 


agtactcttt 


ccacaaaaac 


attgtgtcct tctatggagc 


600 


atttttcaag 


ctgagtcccc 


ctggtcagcg 


gcaccaactt 


tggatggtga tggagttatg 


660 


tgcggcaggt 


tcggtcactg 


atgtagtgag 


aatgaccagt 


aatcagagtt taaaagaaga 


720 


ttggattgct 


tatatctgcc 


gagaaatcct 


tcagggctta 


gctcaccttc acgcacaccg 


780 


agtaattcac 


cgggacatca 


aaggtcagaa 


tgtgctgctg 


actcataatg ctgaagtaaa 


840 


actggttgat 


tttggagtga 


gtgcccaggt 


gagcagaact 


aatggaagaa ggaatagttt 


900 


cattgggaca 


ccatactgga 


tggcacctga 


ggtgattgac 


tgtgatgagg acccaagacg 


960 
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ctcctatgat 


tacagaagtg 


atgtgtggtc 


tgtgggaatt 


actgccattg 


aaatggctga 


1020 


aggagcccct 


cctctgtgta 


accttcaacc 


cttggaagct 


ctcttcgtta 


ttttgcggga 


1080 


atctgctccc 


acagtcaaat 


ccagcggatg 


gtcccgtaag 


ttccacaatt 


tcatggaaaa 


1140 


gtgtacgata 


aaaaatttcc 


tgtttcgtcc 


tacttctgca 


aacatgcttc 


aacacccatt 


1200 


tgttcgggat 


ataaaaaatg 


aacgacatgt 


tgttgagtca 


ttaacaaggc 


atcttactgg 


1260 


aatcattaaa 


aaaagacaga 


aaaaaggatt 


tgcagtgagc 


caagatcatg 


ccactgcact 


1320 


ccagcccggg 


tgacagaaca 


agacgctgcc 


tcaaaaaaaa 


taaaaataaa 


agtaccagga 


1380 


tggattttca 


ccaagtccag 


aagaagcccc 


tgggaagtcc 


taactttata 


tattatatta 


1440 


catattccac 


atttgatttt 


gcggaccata 


ggcagagttg 


agagtaacaa 


tggaatgtaa 


1500 


aagggaaaac 


ttgaaaaagc 


aggcatcctc 


agatcagctg 


tgggattgat 


tgtagtgggg 


1560 


cttgttgtat 


ctatacatgt 


atcatgtttt 


gaggcaagga 


gcagcaagaa 


ttaatttatt 


1620 


tacctatggt 


aatgaagtta 


ttcagccaac 


tttacagagg 


ccagccagtt 


tcaaatgggt 


1680 


tcaggaaaac 


cacacatcta 


tatggtaatt 


tgctaatttc 


cagaattgca 


aaatttccaa 


1740 


aatgttacct 


gtaggaaaag 


ttccatttat 


atggaagtta 


cactaaagat 


ataaatatag 


1800 


ttgccctgaa 


cattttaata 


taggaaattc 


aaaataaaac 


tcttgtttgt 


aatcttctat 


1860 


atttcagtag 


tcacagtaca 


gctgatgata 


ggaaagaagc 


tgaatgtttt 


caatgtgttt 


1920 


agtgtaaaac 


acagaattaa 


gaatttgcct 


tctcattgaa 


aagaccaaat 


atcaacctca 


1980 


agccataaag 


tccttacatc 


tagagcccac 


agctgtaagc 


catgctcacc 


actatttaga 


2040 


gtttctcttg 


tctcattctc 


cctttgtccc 


attctctctt 


cttcctcttt 


agaattgcag 


2100 


aaatcaagtt 


gctaaatttt 


ctctgttcag 


agaaattaat 


ctgcatgcaa 


tagctatatt 


2160 


gtgctgcaaa 


agtgggccta 


gaaactagaa 


tatggtctac 


atcacaaacc 


aagtactttt 


2220 


gaagggctac 


cttcttgccc 


ttgtaattca 


ctccacatcc 


taagaagcag 


agggaacaag 


2280 


gtgattaagt 


ggataacatg 


cttatctgct 


gactgtttat 


gcattatgtt 


tttctctttt 


2340 


gtaaaaaaag 


gaataccttt 


gatctttgaa 


agagaagaag 


ctattaagga 


acagtacacc 


2400 


gtgagaagat 


tcagaggacc 


ctcttgcact 


cacgagcttc 


tgagattgcc 


aaccagcagc 


2460 


agatgcagac 


cacttagagt 


cctgcatggg 


gaaccctctc 


agccaaggtg 


gctacctgat 


2520 


cgagaagagc 


cacaggtcca 


ggcacttcag 


cagctacagg 


gagcagccag 


ggtattcatg 


2580 


ccactgcagg 


ctctggacag 


tgcacctaag 


cctctaaagg 


ggcaggctca 


ggcacctcaa 


2640 


cgactacaag 


gggcagctcg 


ggtgttcatg 


ccactacagg 


ctcaggtgaa 


ggctaaggcc 


2700 
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tctaaacctc 


tacaaatgca 


gattaaggca 


cctccacgac 


tacggagggc agccagggtg 


2760 


ctcatgccac 


tacaggcaca 


ggttagggca 


cccaggcttc 


tgcaggtaca gtcccaggta 


2820 


tccaaaaagc 


agcaggccca 


gacccagaca 


tcagaaccac 


aagatttgga ccaggtacca 


2880 


gaggaatttc 


agggtcaaga 


tcaggtaccc 


gaacaacaaa 


ggcagggcca ggcccctgaa 


2940 


caacagcaga 


ggcacaacca 


ggtgcctgaa 


caagagctgg 


agcagaacca ggcacctgaa 


3000 


cagccagagg 


tacaggaaca 


ggctgccgag 


cctgcacagg 


cagagactga ggcagaggaa 


3060 


cctgagtcat 


tacgagtaaa 


tgcccaggta 


tttctgcccc 


tgctatcaca agatcaccat 


3120 


gtgctgttgc 


cactacattt 


ggatactcag 


gtgctcattc 


cagtagaggg gcaaactgaa 


3180 


ggatcacctc 


aggcacaggc 


ttggacacta 


gaacccccac 


aggcaattgg ctcagttcaa 


3240 


gcactgatag 


agggactatc 


aagagacttg 


cttcgggcac 


caaactcaaa taactcaaag 


3300 


ccacttggtc 


cgttgcaaac 


cctgatggaa 


aatctgtcat 


caaataggtt ttactcacaa 


3360 


ccagaacagg 


cacgggagaa 


aaaatcaaaa 


gtttctactc 


tgaggcaagc actggcaaaa 


3420 


agactatcac 


caaagaggtt 


cagggcaaag 


tcatcatgga 


gacctgaaaa gcttgaactc 


3480 


tcggatttag 


aagcccgcag 


gcaaaggcgc 


caacgcagat 


gggaagatat ctttaatcag 


3540 


catgaggaag 


aattgagaca 


agttgataaa 


gacaaagaag 


atgaatcatc agacaatgat 


3600 


gaagtatttc 


attcgattca 


ggctgaagtc 


cagatagagc 


cattgaagcc atacatttca 


3660 


aatcctaaaa 


aaattgaggt 


tcaagagaga 


tctccttctg 


tgcctaacaa ccaggatcat 


3720 


gcacatcatg 


tcaagttctc 


ttcaagcgtt 


cctcagcggt 


ctcttttgga acaagctcag 


3780 


aagcccattg 


acatcagaca 


aaggagttcg 


caaaatcgtc 


aaaattggct ggcagcatca 


3840 


gaatcttctt 


ctgaggaaga 


aagtcctgtg 


actggaagga 


ggtctcagtc atcaccacct 


3900 


tattctacta 


ttgatcagaa 


gttgctggtt 


gacatccatg 


ttccagatgg atttaaagta 


3960 


ggaaaaatat 


caccccctgt 


atacttgaca 


aacgaatggg 


taggctataa tgcactctct 


4020 


gaaatcttcc 


ggaatgattg 


gttaactccg 


gcacctgtca 


ttcagccacc tgaagaggat 


4080 


ggtgattatg 


ttgaactcta 


tgatgccagt 


gctgatactg 


atggtgatga tgatgatgag 


4140 


tctaatgata 


cttttgaaga 


tacctatgat 


catgccaatg 


gcaatgatga cttggataac 


4200 


caggttgatc 


aggctaatga 


tgtttgtaaa 


gaccatgatg 


atgacaacaa taagtttgtt 


4260 


gatgatgtaa 


ataataatta 


ttatgaggcg 


cctagttgtc 


caagggcaag ctatggcaga 


4320 


gatggaagct 


gcaagcaaga 


tggttatgat 


ggaagtcgtg 


gaaaagagga agcctacaga 


4380 


ggctatggaa 


gccatacagc 


caatagaagc 


catggaggaa 


gtgcagccag tgaggacaat 


4440 
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gcagccattg 


gagatcagga 


agaacatgca 


gccaatatag 


gcagtgaaag aagaggcagt 


4500 


gagggtgatg 


gaggtaaggg 


agtcgttcga 


accagtgaag 


agagtggagc ccttggactc 


4560 


aatggagaag 


aaaattgctc 


agagacagat 


ggtccaggat 


tgaagagacc tgcgtctcag 


4620 


gactttgaat 


atctacagga 


ggagccaggt 


ggtggaaatg 


aggcctcaaa tgccattgac 


4680 


tcaggtgctg 


caccgtcagc 


acctgatcat 


gagagtgaca 


ataaggacat atcagaatca 


4740 


tcaacacaat 


cagatttttc 


tgccaatcac 


tcatctcctt 


ccaaaggttc tgggatgtct 


4800 


gctgatgcta 


actttgccag 


tgccatctta 


tacgctggat 


tcgtagaagt acctgaggaa 


4860 


tcacctaagc 


aaccctctga 


agtcaatgtt 


aacccactct 


atgtctctcc tgcatgtaaa 


4920 


aaaccactaa 


tccacatgta 


tgaaaaggag 


ttcacttctg 


agatctgctg tggttctttg 


4980 


tggggagtca 


atttgctgtt 


gggaacccga 


tctaatctat 


atctgatgga cagaagtgga 


5040 


aaggctgaca 


ttactaaact 


tataaggcga 


agaccattcc 


gccagattca agtcttagag 


5100 


ccactcaatt 


tgctgattac 


catctcaggt 


cataagaaca 


gacttcgggt gtatcatctg 


5160 


acctggctga 


ggaacaagat 


tttgaataat 


gatccagaaa 


gt 


5202 



<210> 18 
<211> 3312 
<212> DNA 



<213> Homo 


sapiens 










<400> 18 












acaaagagtt 


ggcagatcac 


ggatggaggg 


cagcatctcc 


caacagcctg ggcggccgct 


60 


gagacccaga 


gaacccaagg 


actcccctgg 


gctcatccag 


cagcctctgc ttcccaggag 


120 


agaggtgctg 


aagtccacga 


agagggtctc 


gctctgtcac 


acaggctgga gtgcagtggt 


180 


gtgatcttgg 


ctcatcgtaa 


cctccacctc 


ccgggttcaa 


gtgattctca tgcctcagcc 


240 


tcccgagtag 


ctgggattac 


aggtggtgac 


ttccaagagt 


gactccgtcg gaggaaaatg 


300 


actccccagt 


cgctgctgca 


gacgacactg 


ttcctgctga 


gtctgctctt cctggtccaa 


360 


ggtgcccacg 


gcaggggcca 


cagggaagac 


tttcgcttct 


gcagccagca gttgcagagc 


420 


ctggagtcga 


aactgacctc 


tgtgagattc 


atgggggaca 


tggtgtcctt cgaggaggac 


480 
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cggatcaacg 


ccacggtgtg 


gaagctccag 


cccacagccg 


gcctccagga 


cctgcacatc 


540 


cactcccggc 


aggaggagga 


gcagagcgag 


atcatggagt 


actcggtgct 


gctgcctcga 


600 


acactcttcc 


agaggacgaa 


aggccggagg 


ggggaggctg 


agaagagact 


cctcctggtg 


660 


gacttcagca 


gccaagccct 


gttccaggac 


aagaattcca 


gccacgtcct 


gggtgagaag 


720 


gtcttgggga 


ttgtggtaca 


gaacaccaaa 


gtagccaacc 


tcacggagcc 


cgtggtgctc 


780 


accttccagc 


accagctaca 


gccgaagaat 


gtgactctgc 


aatgtgtgtt 


ctgggttgaa 


840 


gaccccacat 


tgagcagccc 


ggggcattgg 


agcagtgctg 


ggtgtgagac 


cgtcaggaga 


900 


gaaacccaaa 


catcctgctt 


ctgcaaccac 


ttgacctact 


ttgcagtgct 


gatggtctcc 


960 


tcggtggagg 


tggacgccgt 


gcacaagcac 


tacctgagcc 


tcctctccta 


cgtgggctgt 


1020 


gtcgtctctg 


ccctggcctg 


ccttgtcacc 


attgccgcct 


acctctgctc 


cagggtgccc 


1080 


ctgccgtgca 


ggaggaaacc 


tcgggactac 


accatcaagg 


tgcacatgaa 


cctgctgctg 


1140 


gccgtcttcc 


tgctggacac 


gagcttcctg 


ctcagcgagc 


cggtggccct 


gacaggctct 


1200 


gaggctggct 


gccgagccag 


tgccatcttc 


ctgcacttct 


ccctgctcac 


ctgcctttcc 


1260 


tggatgggcc 


tcgaggggta 


caacctctac 


cgactcgtgg 


tggaggtctt 


tggcacctat 


1320 


gtccctggct 


acctactcaa 


gctgagcgcc 


atgggctggg 


gcttccccat 


ctttctggtg 


1380 


acgctggtgg 


ccctggtgga 


tgtggacaac 


tatggcccca 


tcatcttggc 


tgtgcatagg 


1440 


actccagagg 


gcgtcatcta 


cccttccagg 


tgctggatcc 


gggactccct 


ggtcagctac 


1500 


atcaccaacc 


tgggcctctt 


cagcctggtg 


tttctgttca 


acatggccat 


gctagccacc 


1560 


atggtggtgc 


agatcctgcg 


gctgcgcccc 


cacacccaaa 


agtggtcaca 


tgtgctgaca 


1620 


ctgctgggcc 


tcagcctggt 


ccttggcctg 


ccctgggcct 


tgatcttctt 


ctcctttgct 


1680 


tctggcacct 


tccagcttgt 


cgtcctctac 


cttttcagca 


tcatcacctc 


cttccaaggc 


1740 


ttcctcatct 


tcatctggta 


ctggtccatg 


cggctgcagg 


cccggggtgg 


cccctcccct 


1800 


ctgaagagca 


actcagacag 


cgccaggctc 


cccatcagct 


cgggcagcac 


ctcgtccagc 


1860 


cgcatctagg 


cctccagccc 


acctgcccat 


gtgatgaagc 


agagattcgg 


cctcgtcgca 


1920 


cactgcctgt 


ggcccccgag 


cccggcccag 


ccccaggcca 


gtcagccgca 


gactttggaa 


1980 


agcccaacga 


ccatggagag 


atgggccgtt 


gccatggtgg 


acggactccc 


gggctgggct 


2040 


tttgaattgg 


ccttggggac 


tactcggctc 


tcactcagct 


cccacgggac 


tcagaagtgc 


2100 


gccgccatgc 


tgcctagggt 


actgtcccca 


catctgtccc 


aacccagctg 


gaggcctggt 


2160 


ctctccttac 


aacccctggg 


cccagccctc 


attgctgggg 


gccaggcctt 


ggatcttgag 


2220 
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ggtctggcac atccttaatc ctgtgcccct gcctgggaca gaaatgaggc tccagttgct 2280 

ctgtctctcg tggtcaccct gagggcactc tgcatcctct gtcattttaa cctcaggtgg 2340 

cacccagggc gaatggggcc cagggcagac cttcagggcc agagccctgg cggaggagag 2400 

gccctttgcc aggagcacag cagcagctcg cctacctctg agcccaggcc ccctccctcc 2460 

ctcagccccc cagtcctccc tccatcttcc ctggggttct cctcctctcc cagggcctcc 2520 

ttgctccttc gttcacagct gggggtcccc gattccaatg ctgttttttg gggagtggtt 2580 

tccaggagct gcctggtgtc tgctgtaaat gtttgtctac tgcacaagcc tcggcctgcc 2640 

cctgagccag gctcggtacc gatgcgtggg ctgggctagg tccctctgtc catctgggcc 2700 

tttgtatgag ctgcattgcc cttgctcacc ctgaccaagc acacgcctca gaggggccct 2760 

cagcctctcc tgaagccctc ttgtggcaag aactgtggac catgccagtc ccgtctggtt 2820 

tccatcccac cactccaagg actgagactg acctcctctg gtgacactgg cctagggcct 2880 

gacactctcc taagaggttc tctccaagcc cccaaatagc tccaggcgcc ctcggccgcc 2940 

catcatggtt aattctgtcc aacaaacaca cacgggtaga ttgctggcct gttgtaggtg 3000 

gtagggacac agatgaccga cctggtcact cctcctgcca acattcagtc tggtatgtga 3060 

ggcgtgcgtg aagcaagaac tcctggagct acagggacag ggagccatca ttcctgcctg 3120 

ggaatcctgg aagacttcct gcaggagtca gcgttcaatc ttgaccttga agatgggaag 3180 

gatgttcttt ttacgtacca attcttttgt cttttgatat taaaaagaag tacatgttca 3240 

ttgtagagaa tttggaaact gtagaagaga atcaagaaga aaaataaaaa tcggctgttg 3300 

taatccccta gc 3312 



<210> 19 

<211> 1864 

<212> DNA 

<213> Homo sapiens 

<400> 19 

atcagaccaa cgtgaattga atcacagcag ttcagaaaga ggaaactgga ttcaggactt 60 
gaacgcaact cccaattgca gaaaattggc aacgtctctg aagagccctt gcttttgcct 120 
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ggacccccag 


catcatggtt 


tcccatttca 


tggggtctct 


cagtgtcctg 


tgtttccttc 


180 


tgctgcttgg 


attccagttc 


gtctgcccac 


agccctccac 


tcaacacagg 


aaggtcccgc 


240 


agcggatggc 


ggcggagggc 


gcccccgagg 


acgacggcgg 


cggcggcgcc 


ccgggagtgt 


300 


ggggcgcctg 


gggcccctgg 


tcggcctgct 


cgcgtagctg 


cagcggcggc 


gtgatggagc 


360 


agacgcggcc 


ctgcctgccc 


cgctcctacc 


gcctgcgcgg 


cggccagcgg 


cctggcgccc 


420 


ctgcgcgcgc 


cttcgcggac 


cacgcggtgt 


cggcggtgcg 


cacgtcggtg 


ccactgcacc 


480 


ggagccgcga 


cgagacgcca 


gcgctggccg 


gtacggacgc 


cagccgccag 


ggccccacgg 


540 


tgctgcgagg 


cagccggcac 


ccacagcccc 


agggcctcga 


agtcactggg 


gacagaagga 


600 


gcaggacccg 


tggtaccatt 


ggccctggca 


agtatggcta 


tggtaaggcc 


ccatatatct 


660 


taccactgca 


gacagacact 


gcacacacgc 


cacagaggct 


ccggagacag 


aagctctcat 


720 


cccgccattc 


caggtcccag 


ggagcatctt 


ctgctaggca 


tggctacagt 


tcaccagccc 


780 


accaggtccc 


ccaacatggg 


cctttgtacc 


aaagtgacag 


tggccctcgc 


tctggactgc 


840 


aggctgcgga 


ggcccccatc 


taccagctac 


ctttgaccca 


tgatcaaggc 


taccctgcag 


900 


cttcaagtct 


ctttcacagc 


ccagaaacaa 


gcaacaacca 


cggtgtgggg 


acccatgggg 


960 


caactcagag 


cttctctcag 


cctgcccgat 


ctacagcaat 


ctcatgcatc 


ggggcctatc 


1020 


ggcagtacaa 


gctgtgcaac 


accaacgtat 


gtccagaaag 


cagtagaagt 


atccgggagg 


1080 


tacagtgtgc 


atcctacaac 


aacaagccat 


tcatgggccg 


gttttatgag 


tgggaaccat 


1140 


ttgcagaagt 


aaaaggcaat 


cgcaaatgtg 


agttgaactg 


ccaggcaatg 


ggctaccgct 


1200 


tctatgtacg 


gcaagctgag 


aaagtcatcg 


atggcacccc 


ctgtgaccag 


aacggcacgg 


1260 


ccatctgtgt 


gtctgggcag 


tgcaagagca 


ttggctgtga 


tgactactta 


ggctccgaca 


1320 


aagtcgtgga 


caaatgtggg 


gtgtgtggag 


gagacaacac 


gggctgtcag 


gttgtgtcgg 


1380 


gcgtgtttaa 


gcatgccctc 


accagcctgg 


gctaccaccg 


cgtcgtggag 


atttccgagg 


1440 


gagccacgaa 


aatcaacatc 


acggagatgt 


acaagagcaa 


caactatttg 


gccctgagaa 


1500 


gtcgttctgg 


acgctccatc 


atcaatggga 


actgggcaat 


tgatcgacca 


ggaaaatacg 


1560 


agggcggagg 


gaccatgttc 


acctacaagc 


gtccaaatga 


gatttcgagc 


actgccggag 


1620 


agtccttttt 


ggcggaaggt 


cccaccaacg 


agatcttgga 


tgtctacatg 


atacaccagc 


1680 


agccaaaccc 


aggcgtgcac 


tacgagtacg 


tgatcatggg 


gaccaacgcc 


atcagccccc 


1740 


aggtgccacc 


ccacaggaga 


ccaggggaac 


ccttcaatgg 


ccagatggtg 


acagaaggca 


1800 


ggagccagga 


ggagggagaa 


cagaaaggga 


ggaacgagga 


gaaggaagac 


ttgcgtgggg 


1860 
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aggc 



1864 



<210> 20 

<211> 3119 

<212> DNA 

<213> Homo sapiens 

<400> 20 

acacctcccc gcgccgccgc cgccaccgcc cgcactccgc cgcctctgcc cgcaaccgct 60 

gagccatcca tgggggtcgc gggccgcaac cgtcccgggg cggcctgggc ggtgctgctg 120 

ctgctgctgc tgctgccgcc actgctgctg ctggcggggg ccgtcccgcc gggtcggggc 180 

cgtgccgcgg ggccgcagga ggatgtagat gagtgtgccc aagggctaga tgactgccat 240 

gccgacgccc tgtgtcagaa cacacccacc tcctacaagt gctcctgcaa gcctggctac 300 

caaggggaag gcaggcagtg tgaggacatc gatgaatgtg gaaatgagct caatggaggc 360 

tgtgtccatg actgtttgaa tattccaggc aattatcgtt gcacttgttt tgatggcttc 420 

atgttggctc atgacggtca taattgtctt gatgtggacg agtgcctgga gaacaatggc 480 

ggctgccagc atacctgtgt caacgtcatg gggagctatg agtgctgctg caaggagggg 540 

tttttcctga gtgacaatca gcacacctgc attcaccgct cggaagaggg cctgagctgc 600 

atgaataagg atcacggctg tagtcacatc tgcaaggagg ccccaagggg cagcgtcgcc 660 

tgtgagtgca ggcctggttt tgagctggcc aagaaccaga gagactgcat cttgacctgt 720 

aaccatggga acggtgggtg ccagcactcc tgtgacgata cagccgatgg cccagagtgc 780 

agctgccatc cacagtacaa gatgcacaca gatgggagga gctgccttga gcgagaggac 840 

actgtcctgg aggtgacaga gagcaacacc acatcagtgg tggatgggga taaacgggtg 900 

aaacggcagc tgctcatgga aacgtgtgct gtcaacaatg gaggctgtga ccgcacctgt 960 

aaggatactt cgacaggtgt ccactgcagt tgtcctgttg gattcactct ccagttggat 1020 

gggaagacat gtaaagatat tgatgagtgc cagacccgca atggaggttg tgatcatttc 1080 

tgcaaaaaca tcgtgggcag ttttgactgc ggctgcaaga aaggatttaa attattaaca 1140 

gatgagaagt cttgccaaga tgtggatgag tgctctttgg ataggacctg tgaccacagc 1200 
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tgcatcaacc 


accctggcac 


atttgcttgt 


ttcacccact 


gtggagacac 


caatgagtgc 


tgtgtgaaca 


cagtgggcag 


ctatgaatgc 


aataaaaaag 


actgtgtggc 


ttcttgtgac 


cggctccgta 


aagccatccg 


cacgctcaga 


cagctctcag 


gcatgaacct 


cgacgtggct 


gcagagtcct 


gtggagtggg 


ccagggtcat 


gggacctatt 


atgatggagc 


acgagaacgc 


aatgaggaag 


gacaaatgac 


ttgtgaacca 


aagaccccag 


aagcttggaa 


tatgtctgaa 


tctgcagatg 


gctttgcacc 


ttgccagctc 


ggtcgaactt 


cctgcttccc 


ctgtggagga 


tcctttcagg 


actgtgaaac 


cagagttcaa 


actcaccgat 


gtattcgttg 


cccagtggga 


tgtgtttctt 


gcccaggaaa 


tactacgact 


ttctgtgaca 


acatatgaaa 


cctgccagac 


gtcaaagaag 


ctgtggattc 


agttcaagtc 


ggtcccatac 


gtgacatatg 


atgaggacta 


tggcaggctc 


tatgcatctg 


agaaccatca 


ggctctgttt 


gatgtcctgg 


cccatcctca 


ccgagagatg 


tttccaagat 


cgttcatccg 


gagaccttac 


aaatgactca 


gcccacgtgc 


ggtgggacag 


agctgtcttc 


cttctgcatg 


atcagtgact 


cattagagtt 


caatttttat 


ttggtttttc 


tttcccagca 


tcgtggatgt 


ttctcactgc 


tgtgggcgga 


tgtcttggat 


tcagcctagg 


tgagactcac 


ctgtccttct 


gtggaaagga 


ggccacagaa 


taagctgctt 


ccctctctaa 


gggagccctc 


tgcactcgtg 



gcttgcaacc gagggtacac cctgtatggc 1260 

agcatcaaca acggaggctg tcagcaggtc 1320 

cagtgccacc ctgggtacaa gctccactgg 1380 

ctgagctgca tcgtaaagcg aaccgagaag 1440 

aaggccgtcc acagggagca gtttcacctc 1500 

aaaaagcctc ccagaacatc tgaacgccag 1560 

gcagaaaacc aatgtgtcag ttgcagggct 1620 

tgcattttat gtccaaatgg aaccttccaa 1680 

tgcccaagac caggaaattc tggggccctg 1740 

tgtggaggtc tgtgtcaacc tggtgaatat 1800 

tgtgccctgg gcacgttcca gcctgaagct 1860 

ggccttgcca ccaaacatca gggagctact 1920 

tgttcacctg gacatttcta caacaccacc 1980 

acataccagc ctgaatttgg aaaaaataat 2040 

gactttgatg gctccacaaa cataacccaa 2100 

ctacgaacgc cccatcgcct tcacctccag 2160 

caatgaaggg aacagcgcta gagggttcca 2220 

ccaggaactc attgaagaca tagttcgaga 2280 

ggaaatactt aaggataaga aacttatcaa 2340 

gaactatttc aagtacacag cccaggagtc 2400 

attgctacgt tccaaagtgt ccaggttttt 2460 

cactcaatac aaatgttctg ctatagggtt 2520 

tcagcacagt cgggtattgc tgcctcccgt 2580 

agataataca gatattttgg taaattgaac 2640 

agactgagaa tggctttgag tggcatcagc 2700 

agatcacggg ctggctgagc tggactttgg 2760 

ggggtcttac tcctcctcaa ggagtctgta 2820 

attctgaaac ttcagcttcc tctagcccgg 2880 

tgcaggctct gaccaggcag aacaggcaag 2940 
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aggggaggga aggagacccc tgcaggctcc ctccacccac cttgagacct gggaggactc 3000 
agtttctcca cagccttctc cagcctgtgt gatacaagtt tgatcccagg aacttgagtt 3060 
ctaagcagtg ctcgtgaaaa aaaaaagcag aaagaattag aaataaataa aaactaagc 3119 

<210> 21 

<211> 2356 

<212> DNA 

<213> Homo sapiens 



<400> 21 



atataaaatg 


ccgggttaag 


cggcaactca 


gactcaggat 


cccgctcacg 


acatggcctc 


60 


gggcgctcag 


ctcccgccgc 


agccgtcgag 


ctcagaggtc 


agcgccgtcc 


agagcccagg 


120 


cgggcgtccc 


ggcgccggtc 


tggaggaaac 


agccctgggc 


gttcctctcc 


cgccgtctcc 


180 


gggggaggcc 


cctctgcccc 


gaagcaaccg 


gagcaggtgc 


cctgggaccc 


gccagcccgg 


240 


agcggcctcc 


ctccacgcgg 


cgtccgcagc 


agtccccgtg 


cggccccggc 


gcggtacggc 


300 


gccagccggg 


aaaaccgcag 


acgcggtccc 


cgccgccgcc 


ccagagcaag 


ctccgcggcc 


360 


ggctccacag 


tcccgcaagc 


cgcgcaacct 


ggaaggcgac 


ctggacgagc 


gccggctgct 


420 


ctgccacttg 


cagctggccc 


aggaccgcga 


ggcgcgcctg 


tggcggggcg 


gcaaacccca 


480 


ggatgaaatc 


tgcgacgcct 


tcgaggaagt 


cgtgctgtgg 


ctcctgcggc 


ttcagaacac 


540 


cttttacttc 


tcccagtcca 


cttttaacct 


ggccctcacc 


atctttggcc 


gcctcctgat 


600 


ttcagtgaag 


gtaaaagaga 


aatacctgca 


ttgcgccaca 


attacttcct 


tgaggctcgc 


660 


tgcaaaagtt 


aatgaagaag 


aggagtttat 


tccacaagta 


aaagacttca 


caaagcacta 


720 


tggctctgac 


tattccccga 


atgagctgct 


gaggatggag 


ctggctattc 


tggacagact 


780 


gcactgggac 


ctctatattg 


ggacgccgct 


ggacttcttg 


actatattcc 


atgccctggt 


840 


ggtcctgagc 


tggccccatg 


tgttggagct 


gctgcctcag 


aggaatcctt 


ccctccacgt 


900 


cgcatccctg 


accaggcagc 


tgcagcactg 


tatggcgggc 


caccagctgc 


tgcagttcaa 


960 


gggctccaca 


ctggccttgg 


tcatcatcac 


cttagagctg 


gagaggctca 


tgcccggctg 


1020 


gtgtgctcct 


atatctgatc 


tgctaaagaa 


agcacaggtt 


ggtgatatgc 


agtacagctg 


1080 
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ctgcaaggaa 


cttgtaatgc 


agcaactgag aagtcttcag tcatcctcct 


gcacagacaa 


1140 


ctttgtgtca 


cctgccaact 


agcccctctg cctccacccc ggggctttca 


gagcatagtg 


1200 


tgaaacctcc 


ttgcttggac 


taccatgagt tctttggctt gttatgaatc 


ctgtaaaaag 


1260 


ggaaggtggc 


tctggaagag 


caactgagaa aaagttccca actgagccct 


tggaaaaaaa 


1320 


ataaagggga 


gaggggaaag 


gcaggctgag gtcagtagag gtcagggtgg 


tctgatagac 


1380 


tatgaccctg 


tcttcccttt 


ttctcctctg ggcctgaagc cagggagtat 


gaatgaatgt 


1440 


tcaaatggca 


gcttgtttta 


ccttccttct ccagcaaggg ttggcattgg 


cccctgggag 


1500 


cgctggaata 


tgaaaccaag 


aggcaggcct ggctcagggc tgaagggctg 


gggctagctc 


1560 


tgaccagttc 


ttgctgctct 


acctgccaga gctggccagg tccttccaac 


ttcccaggct 


1620 


tatcccaaac 


acatatgtgg 


tgcttccagt cccaactacc ctgcctgcca 


ctcctcacat 


1680 


gggacagtct 


ctgcagatgc 


atttacccaa ccatggctat gacttatgtc 


ttccctttac 


1740 


aaggactgga 


ttataaagta 


tgctttgttt aatgtaactt gagcaagctt 


tagacatatc 


1800 


tttcctttgt 


tactcttaag 


caaagtggtt tcagttatta gtttaactag 


agggattttg 


1860 


tgctaatgaa 


tgggtattat 


aggctaacac ctgtgatggg aggcacagct 


ctgaatgctt 


1920 


tctgttggga 


tgagcaggtt 


ctgaggccaa gcctgctcca accacagtgc 


tgccaggagg 


1980 


aggagccggc 


tgcctctctc 


atgctgtgct accacagagc cattctctaa 


gcaggggagt 


2040 


gcagctgaca 


aagatgccag 


ctggggctgt gtaagttgtg ttgggggcat 


gaatgactga 


2100 


gccacacatt 


cagaggtggt 


ttgtgaagtc ttccactgtg aactatggtt 


tttttttttt 


2160 


tttttttttt 


ttggtgtgtt 


tgtgtaaatg tgctaagcca tggggtggga 


ggggaaagat 


2220 


ttactaggtg 


caaagtggtc 


aagggccaga tatactataa ttgtctatat 


tatagagtta 


2280 


gtatacatct 


gtattttttc 


ttgacacact tttgcttgtt ggtgctttcg 


ttaaaattac 


2340 


actttaattg 


cttccg 






2356 



<210> 22 
<211> 3411 
<212> DNA 

<213> Homo sapiens 
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<400> 22 






aagatactta 


gggaaagcga 


agaagagcat 


cagctaacag 


cggtttgtct 


gtgtttctgg 


agtctggagg 


gtgattccct 


ttcagttcac 


tttgctctct 


ctctctgctt 


cttagaatgg 


aggaacacta 


caaactgctg 


tatgaagttt 


ctgcatgaaa 


ttgagaaatt 


gccagtgttc 


tagttctgct 


tcattaagct 


ccttgtgaat 


tttggcattg 


ttgacatgtt 


ggccatccac 


tcatgaagag 


gcagtggaag 


cttttcgcaa 


aaggcgaaca 


cctcttagta 


gaccagccta 


tgccagcact 


cagacggaca 


tcaccttcga 


acctacccct 


ccagtgccag 


acatctgtcc 


acatccaatg 


gagcatgaat 


tttatgagga 


tgcagacaga 


acagaagact 


ttgaatatga 


agagaagctg 


ggcctgacag 


tctgttaccg 


tgtcagcgag 


gttgacccaa 


atagcattgc 


tcggattttg 


caaataaatg 


gggaagatgt 


gtctaacgat 


gagtgtaaga 


gaatcgtgct 


tgaaggctgg 


ctggaagatg 


aaaggaatga 


ggaagaagag 


cataatgaag 


caatgcagcc 


gcaagaagaa 


gaagaaggca 


caacagacac 


ggacagtgga 


gtaggacgta 


cagatgaaag 


gaatgcagcc 


gaggacccca 


atagcacatc 


ccaagacact 


ctgggaagtg 


ttgaacttca 


cattgactca 


gactgcattg 


gcaacccaga 


ggagctcaaa 


tgcaagattc 


gaaatcatgg 


aattgaatgc 


aatcaagggg 


agcaagaggg 


agaactgaga 


aacattgagc 


ttgagtgtca 



gctgctacac 


accactctgg cttacgcttc 


60 


actgaagtga 


ctgatgaaaa acagtagtca 


120 


ttgcctttca 


gttctgggga aattagaaga 


180 


gctgcaattt 


gtgcactttt cagaaaagag 


240 


cccaggagct 


gtgacttgaa caatgctatt 


300 


ccaacctgat 


ggagagtatg tgtgggatct 


360 


gagtggtaag 


agacaatttt tccttaaacc 


420 


tgtcaatggg 


aaggatcttt caaaggccac 


480 


tgccaaggag 


cccattgtgg tgcaggtgtt 


540 


tgggatggct 


tcagaagtgc agcttatgaa 


600 


acacatcatg 


gctctggcca agcttcgtcc 


660 


attcctgctc 


tcagacagct gccattctct 


720 


caatgagtat 


atttccagct tgcctgctga 


780 


ggaggtcgag 


ttgtgtcgtg ttagcagtca 


840 


aacagatgat 


gaagaagaca ccggcattta 


900 


tgccaaagac 


ggccggattc gagaagggga 


960 


ccagaatcga 


gaagaagcag tggccttgct 


1020 


gcttgttgca 


aggccagaga ttcagctgga 


1080 


attcttagag 


gagttaaact tggagatgtt 


1140 


cactgccaat 


gaggtggagc agccaaaaaa 


1200 


tgcaacatcc 


tcatccaaca accatgagaa 


1260 


cttgcgaaat 


gatgagagct cagagcagga 


1320 


tttgaagagc 


aagagagacc tggggcagag 


1380 


gtacaatgag 


agcctcgtat ctggtgaata 


1440 


tgaggactgt 


gaaagattca ggcagctctt 


1500 


agagtatgac 


ctgtattact caagcggcac 


1560 


agtggagcat 


gagctacagt tgcttaatga 


1620 


gaatatcatg 


caggctcaca ggctccagaa 


1680 
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agtgacagac 


cagtatggag 


acatctggac 


attgcatgat 


ggaggattcc 


ggaattataa 


1740 


caccagcata 


gatatgcaaa 


ggggaaagct 


agatgacatc 


atggagcatc 


cagaaaagtc 


1800 


tgacaaggac 


agttctagtg 


cttacaacac 


agctgagagc 


tgcagaagta 


ctccgctcac 


1860 


tgtagaccgt 


tcccctgaca 


gttcccttcc 


aagggtgatc 


aacctcacca 


ataagaaaaa 


1920 


cctgagaagc 


acaatggcag 


ccacccagtc 


ctcttccgga 


cagagcagta 


aagagtcgac 


1980 


ctccaccaaa 


gccaaaacca 


ctgagcaagg 


ttgtagcgct 


gaaagcaagg 


agaaggtttt 


2040 


agaaggcagc 


aagcttcctg 


atcaagagaa 


ggcagtcagc 


gaacacatcc 


cttacctctc 


2100 


tccttaccac 


agctcctcat 


atagatatgc 


aaacatccca 


gcacacgccc 


ggcattatca 


2160 


aagctacatg 


cagttaattc 


aacagaaatc 


tgcagtcgag 


tatgctcaga 


gtcagctcag 


2220 


cttggtgagc 


atgtgcaagg 


agtctcagaa 


gtgttcagag 


cccaagatgg 


aatggaaggt 


2280 


gaaaattagg 


agcgacggga 


cacggtacat 


cacaaagaga 


cccgtgcgag 


accggatcct 


2340 


gaaggaacgt 


gccttaaaga 


tcaaggaaga 


gcggagtggc 


atgaccacag 


acgatgacac 


2400 


catgagcgag 


atgaaaatgg 


ggcgctactg 


gagcaaagag 


gagagaaagc 


agcacctggt 


2460 


tagggccaaa 


gagcagcgcc 


gtcgccgtga 


gttcatgatg 


cgaagcaggt 


tagagtgtct 


2520 


caaggagagc 


cctcagagcg 


gcagtgaggg 


caagaaggag 


atcaatatca 


ttgaactgag 


2580 


tcacaaaaag 


atgatgaaaa 


agagaaacaa 


gaaaattttg 


gacaactgga 


tgacaatcca 


2640 


agaactgatg 


acccatgggg 


ccaagtctcc 


agatggcacg 


agagtccata 


atgccttctt 


2700 


gtcggtgacc 


actgtatgac 


cgaatgaatg 


gaatgcatgc 


gactgatttt 


aggaggatgc 


2760 


taccagtttc 


ggtagagtat 


gattgcctcg 


ttcaatgtgg 


cgtttttata 


tatattttgt 


2820 


gactctttat 


agtttaaatt 


ttttgtaagc 


aaaaaatacc 


tggtaatttt 


tcatttgttt 


2880 


ttcatatact 


ggtaccttct 


ttttggctga 


gatctttctt 


ttacttgtga 


tatattcata 


2940 


ttactcgttt 


ataaaaaatc 


aaaaacaaaa 


ggaaagaaaa 


caaaaaaaac 


ttgcacaaaa 


3000 


atactgagga 


gccaattaat 


ttcctacttc 


aatgtatcta 


atgtaagtga 


aaatctggat 


3060 


ttatttctct 


agtttactta 


ttttctactt 


taataataac 


tcaatgccaa 


aatatttcta 


3120 


tgcttgtttc 


ttggcataat 


acattttaaa 


tcaaacctgt 


tcgtaataaa 


tcatgtgcca 


3180 


catcttgtct 


tacacataaa 


agccactgct 


tttaacatcc 


cattgtacat 


ttaacacata 


3240 


aatggtgtta 


acatcccatt 


gtacatttaa 


cacataaatg 


gccattgtct 


ttgtctcagt 


3300 


aaagtgtaag 


tggacaatct 


tcctgtgata 


tgtagtgaca 


ttggtcatgt 


agctagataa 


3360 


ttatggtaat 


tgtgacaatt 


aaagagaaat 


aaattattga 


ttatccttca 


g 


3411 
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<210> 23 

<211> 2078 

<212> DNA 

<213> Homo sapiens 



<400> 23 

actatattga atagaagcga agagacagag tatacttgtc ttgttcctaa tccagaagaa 60 

aagtttgaat cttttaccat tgagtaagct tgagtgccca agggtttgat aaatgtggaa 120 

aataaccgct gttcgaatat cctgttggcc tgctgaagaa atgactggct gaggctgtag 180 

agaaatcttg tggtcattct catggaaaga ggattggagc cccgattctt tgatctcatt 240 

attgaccagt tgattgagaa gactgtcctc ctgtccccac ccaatcacaa taagtggctc 300 

tgaaatcaca tgaagctgtg gatggagagt cacctgatag tcccagaaac ccgtcccagc 360 

ccaaggatga tgagtaacca gacgttggta accgagttca tcctgcaggg cttttcggag 420 

cacccagaat accgggtgtt cttattcagc tgtttcctct tcctctactc tggggccctc 480 

acaggtaatg tcctcatcac cttggccatc acgttcaacc ctgggctcca cgctcctatg 540 

tactttttct tactcaactt ggctactatg gacattatct gcacctcttc catcatgccc 600 

aaggcgctgg ccagtctggt gtcggaagag agctccatct cctacggggg ctgcatggcc 660 

cagctctatt tcctcacgtg ggctgcatcc tcagagctgc tgctcctcac ggtcatggcc 720 

tatgaccggt acgcagccat ctgccacccg ctgcattaca gcagcatgat gagcaaggtg 780 

ttctgcagcg ggctggccac agccgtgtgg ctgctctgcg ccgtcaacac ggccatccac 840 

acggggctga tgctgcgctt ggatttctgt ggccccaatg tcattatcca tttcttctgc 900 

ggggtccctc ccctgctgct tctctcctgc agctccacct acgtcaacgg tgtcatgatt 960 

gtcctggcgg atgctttcta cggcatagtg aacttcctga tgaccatcgc gtcctatggc 1020 

ttcatcgtct ccagcatcct gaaggtgaag actgcctggg ggaggcagaa agccttctcc 1080 

acctgctctt cccacctcac cgtggtgtgc atgtattaca ccgctgtctt ctacgcctac 1140 

ataagcccgg tctctggcta cagcgcaggg aagagcaagt tggctggcct gctgtacact 1200 

gtgctgagtc ctaccctcaa ccccctcatc tatactttga gaaacaagga ggtcaaagca 1260 
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gccctcagga 


agcttttccc 


tttcttcaga 


cttggagact 


gcagttttag 


tggagtctga 


gacttgtttt 


ttctaaccca 


gcagaacctg 


tgagacttgg 


tgatgggggg 


attgcggtag 


tctcttggtc 


tgactccaag 


gtggtgtcag 


ggaggagaaa 


agtgttcctt 


gtgttttcaa 


tatgtacaac 


actcagggtg 


taaattctaa 


taaaaagtta 


ggcagaattg 


tggaccccac 


tgttttaagg 


tgaccactgg 


cctctaggaa 


gtttcctctg 


gagccacttg 


gacttcaaaa 


ctgcttttgt 


cttttcttct 


tactaacact 


ggcctggagc 


gaggacagct 


gccatgagtc 


aggcattgct 


atccttccat 


tgtttcagat 


ataaagacag 


gtcttgtgct 


tgtgctccat 



aattaacttg tgtcttctga agtttttgtc 1320 

tgagcaagtt tctggactgg gaggtaaata 1380 

tgcatggatg agctgggagt gctggttccc 1440 

gtgtgaccca ccagcctctg agacaccaga 1500 

tgctgagttg gcagagaaac acagggccta 1560 

ctcatagcca catcaaacat tttccttttg 1620 

aatcacacct agaattcagc tgtgtgggtc 1680 

agcccctgaa gggttgtcag actgaagctt 1740 

accttctacc cccattatct tacctcaact 1800 

atagtttgat tttaatgcaa actgttgttt 1860 

tcagatcctg agtatctgac ctacctaatt 1920 

agctctaata agctaaacgg cattgtagta 1980 

aaaactgggt gaacgaatcc tctgtgtcta 2040 

gctattac 2078 



<210> 24 
<211> 723 
<212> DNA 



<213> Homo 


sapiens 








<400> 24 










agaccagacc 


aacagtaaca 


ccaagggcag 


gtgggcaggc ctccgccctc ctcccctact 


60 


ccagggccca 


ctgcagcctc 


agcccaggag 


ccaccagatc tcccaacacc atggtccgat 


120 


accgcgtgag 


gagcctgagc 


gaacgctcgc 


acgaggtgta caggcagcag ttgcatgggc 


180 


aagagcaagg 


acaccacggc 


caagaggagc 


aagggctgag cccggagcac gtcgaggtct 


240 


acgagaggac 


ccatggccag 


tctcactata 


ggcgcagaca ctgctctcga aggaggctgc 


300 


accggatcca 


caggcggcag 


catcgctcct 


gcagaaggcg caaaagacgc tcctgcaggc 


360 


accggaggag 


gcatcgcaga 


gagtccctag 


gtgaccccct caaccagaac tttctttccc 


420 
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aaaaggctgc agaaccagga agagaacatg cagaaggcac taagcttcct gggcccctca 480 

cccccagctg gaaattaaga aaaagtcgcc cgaaacacca agtgaggcca tagcaattcc 540 

cctacatcaa atgctcaagc ccccagctgg aagttaagag aaagtcacct gcccaagaaa 600 

caccgagtga ggccatagca actcccctac atcaaatgct caagccctga gttgccgccg 660 

agaagcccac aagatctgag tgaaatgagc aaaagtcacc tgcccaataa agcttgacaa 720 

gac 723 



<210> 25 
<211> 4352 
<212> DNA 

<213> Homo sapiens 



<400> 25 

gatctgcgca tgcgcactcg aggcaaggcg gccactccca gaagtctccg gggctcgagc 60 

ggtgggtggg aggcgcggtc caagtggtcg ctgccgtatt tctcgtaggt ttttaggatt 120 

ctggactcca tttctcaccg gtacctgcgg tcctgactgt tctggcttgg actacatatt 180 

ccaaaggcaa cggagaaaac ttggacccct ggctccggtt ccgggacctt ttggttccac 240 

atgaagaagg cggcgcaggt cactgcggga gcctctgcag ccccagcccg ccgcccgcgt 300 

ggtaccctgc gtggcggtga gagtggggct gcaggaggcg ctcagagcgc ggaggccccc 360 

aggcgggccg ggcgagtctc ccgcctcccc aggccctagg gtgctggagc tgcggaggag 420 

gggcccgtct ctaggagaca ggcggggagc gtgagagacc gcgcagcggc gacaggaccg 480 

gcttgcctgt gtgacgtggg tgcagttgcg ggactgtgag gggtcttggt tcttttgact 540 

ttgctcttct ggtagagaaa cgccaaggac tgatcaactc ttgccagtct caaaccatgg 600 

cctatggatc aataacattc ggggatgtgg ccatagactt ctctcatcag gagtgggaat 660 

atctcagcct ggttcagaag accttgtacc aggaggtgat gatggagaac tatgacaact 720 

tagtctcatt ggcaggacat tccgtatcta agccagattt aatcacctta ttggagcaag 780 

gaaaagagcc atggatgatt gtgagggaag aaacaagagg agagtgtaca gatttggatt 840 

caagatgtga aataatcagc gatgggaaaa tgcagcttta taggaaacac tcatgtgtta 900 
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ctctccatca 


gagaattcat 


aatggacaga 


aaccatatga 


gtgtaagcaa 


tgtcagaagt 


960 


cctttagtca 


tcttacagaa 


ctcatggtac 


atcaaacaat 


tcatactagt 


gaggaacctg 


1020 


atcaatgtga 


aaagtttagg 


aaggcattta 


gccatcttac 


agaccttaga 


aagcatcaga 


1080 


aaattaatgc 


tcgtgagaaa 


ccttatgaat 


gtgaagaatg 


tgggaaggtc 


ttcagttatc 


1140 


ctgcaaacct 


tgctcaacat 


gggaaagttc 


atgttgagaa 


accctatgaa 


tgtaaagagt 


1200 


gtggggaagc 


ttttaggact 


agccgtcaac 


ttactgtaca 


tcatagattt 


cattatggtg 


1260 


agaaacccta 


cgaatgtaag 


gaatgtggca 


aggcctttag 


tgtgtatgga 


cgacttagtc 


1320 


gacatcagag 


tattcacact 


ggtgagaagc 


cctttgaatg 


taacaaatgt 


gggaagtcct 


1380 


ttaggctcaa 


agcaggcctt 


aaagtacatc 


agagtattca 


tactggagag 


aagccacatg 


1440 


aatgtaagga 


atgtggaaag 


gcctttcgtc 


agttttccca 


ccttgtgggt 


cataaaagaa 


1500 


ttcatactgg 


agaaaaaccc 


tatgaatgca 


aggaatgcgg 


gaagggcttt 


acatgtaggt 


1560 


atcaacttac 


catgcatcag 


agaatttatt 


caggggagaa 


acactatgaa 


tgtaaagaaa 


1620 


atggggaggc 


ttttagtagt 


ggccatcaac 


ttactgcacc 


tcatacattt 


gaaagtgttg 


1680 


agaaacctta 


taagtgtgag 


gaatgtggga 


aagcctttag 


tgtgcatgga 


cgacttactc 


1740 


gacatcaggg 


tattcatagt 


ggtaagaaac 


cctatgaatg 


taacaaatgt 


gggaagtcct 


1800 


ttaggctcaa 


ttcatccctt 


aaaatacatc 


aaaatattca 


taccggtgag 


aaaccctaca 


1860 


aatgtaagga 


atgtgggaag 


gccttcagtc 


agcgtgcaca 


ccttgcccat 


cataacagaa 


1920 


ttcatactgg 


ttacaaaccc 


tttgaatgta 


aagaatgtgg 


gaagtccttt 


cgttgtgcct 


1980 


catatcttgt 


tatacatgag 


agaattcata 


cgggagagaa 


accctatgta 


tgtcaagagt 


2040 


gtgggaaggg 


ttttagttat 


agccataaac 


tcactataca 


tcgcagagtt 


catactggtg 


2100 


agaaacctta 


tgaatgtaag 


gaatgtggga 


aggcctttag 


tgtatctgga 


caacttactc 


2160 


agcatctgag 


tattcacagt 


ggtaagagac 


cctttgaatg 


caacaaatgc 


gggaagtctt 


2220 


ttaggttcat 


ttctgtactt 


aaagcccatc 


agaatattca 


tagcgctgag 


aaaccctacg 


2280 


aatgtaagga 


atgtggcaag 


gcctttcgtc 


atgccacaag 


cctcatatat 


catgaccgaa 


2340 


ctcatgctgg 


tgaaaagtcc 


tatgaatgta 


aagaatgtgg 


ggaaactttt 


agtcatgctt 


2400 


cacatcttat 


tattcatgag 


agaattcata 


ccagtgataa 


accctatgaa 


tgtaaaagat 


2460 


gtgggaaggc 


atttcactgt 


gcctcatatc 


ttgttagaca 


tgaaagcgtt 


catgctgatg 


2520 


gaaatcccta 


tatgtgtgaa 


gagtgtggga 


aagcttttaa 


tagtagccat 


gaacttagta 


2580 


tacatcatag 


agttcatact 


ggtgagaaac 


cctttaaatg 


taacaaatgc 


agaaggtcct 


2640 
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ttaggcttag 


atccatcctt 


gaagtacatc 


gcatatacag 


gtagtaaaga 


aagcacattg 


gaatgaagac 


aatgtggaat 


ggctttgaga 


gtattggtgt 


gaacttttca 


aaatgtaaat 


gttaactcag 


attcagagaa 


tttataatgt 


gatattcctc 


tagttttgga 


ttgccaaaat 


aggaaaccat 


tctttatact 


tgcatgtaaa 


acctggaaaa 


agccattaca 


caggaaacct 


atttagccac 


tctgcatatt 


taatgctcat 


atatggggga 


agatatttat 


cccttctggg 


acagtatagt 


gctgttagaa 


ttacatgagt 


tgagagggtc 


ccgcagaaga 


aaacatggct 


ggcctggcct 


tagctgttgc 


aggaggcatg 


gggcacagag 


ctgccatctt 


tgaccaattc 


gggactcact 


ttctcatccc 


atgtgtacaa 


ccacgtagtg 


cgccagtcat 


cactggtagc 


tgcatcctct 


tccggcccat 


cactagccag 


gactacgatg 


agtgtgtgct 


gccgttcatt 


cgctttgatg 


ctggagaact 


aatcacccag 


aaccttatgg 


agtgagcagc 


cacctttggg 


ctgaccttct 


tgaaggagtt 


aacagacagg 


ttgtggtgga 


aaaggcggcc 


atcatctctg 


tcgccaactc 


actggccact 


gcaggggacg 


cagaagacat 


tgcataccag 


ctctcatgct 


agtccgtgct 


cctccagctg 


ccctagtgag 


actgggccac 


agccccgatg 


attcgtaaca 


gaaatttcat 


gattggctta 


aagtgaagga 


aaaacaaaga 


attacatgag 


ttagtacatg 


ctgttacgtt 


caataaacat 


tagcttctgt 



agagaattca 


tatttgatag 


agaaattgtg 


2700 


tgtcaatgga 


tttatcccac 


tgaacaattt 


2760 


tacagttcag 


tttttattag 


gcatcaattt 


2820 


catatatgca 


gtttctttgg 


tatgacctgt 


2880 


atttttttaa 


taacataaga 


aaacttttct 


2940 


attcatagta 


gaggaaaact 


gagaaaacgt 


3000 


catcttccag 


caacaatcat 


ttattgttaa 


3060 


ctgttgatat 


aagcgatgat 


gggaaaggct 


3120 


gatcaacatc 


tgcttcctat 


agctgggatg 


3180 


gatcatatat 


aaatgatgat 


agtagtacct 


3240 


tagatgtgga 


ggtcagagtg 


gaagcaggtg 


3300 


gccaaagtgt 


ttgagtccat 


cggcaagttt 


3360 


gtgaactctg 


ccttatgtaa 


tgtggatgct 


3420 


cgtggagtac 


agaacattgt 


ggtaggggaa 


3480 


aaaccaatta 


tctttgactg 


ctgttctcaa 


3540 


aaagatttac 


agaatgtcaa 


catcacactg 


3600 


cttcctcgca 


tcttcaccag 


cattggagag 


3660 


accacggaga 


tcctcaagtc 


actggtggct 


3720 


agggagctgg 


tctccagcca 


ggtgagcaac 


3780 


ctcattctgg 


acgacgtgtc 


tttgacacat 


3840 


tggcccccca 


ggaagcagag 


agcgccagat 


3900 


ctgagggtga 


ctccaaggca 


gctgagctga 


3960 


gccagagcga 


gctgtgcaag 


ctggaagctg 


4020 


ctcggaacat 


cacctgcctg 


ccggcagggc 


4080 


gccccagcct 


acctgcacct 


ccgtgaggca 


4140 


ccacctttcg 


ccctcacccc 


agaaatcact 


4200 


agtaaaggta 


aaatcacttc 


agatctctaa 


4260 


aaaaaattat 


gggaagctac 


atgaaatata 


4320 


at 






4352 
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<210> 26 
<211> 3370 
<212> DNA 

<213> Homo sapiens 



<400> 26 

cttctggaac cgagctgtgg cctggggttc 
gctgtggcct ggggttccgt ggagcaggtt 
aggtggggcg cagaggaacc gagctgtgga 
cggtcgtgga cgggtcgtgg gcgggactcc 
ctcttacgtg tctctgtttc tctctctaga 
cagagtgacc agctcctatg tgcatttcct 
aaaaaaaaaa aagagttgtt atcagtagaa 
cagatgaagg tcttatcgca gatgaagcca 
ataaatgctt ctcatcagac tcaaggcctg 
gcagggagga ggcatgaggg cagtgctgtc 
gtggcccggc cacctcagcg gcccaaggag 
gacccccaca tgccgggagc tgggttcgcc 
gggatggccc agaagagggg gaggaccatg 
tggctacccc ctctgcctac tctctggccc 
ctccagcatg gctttcctct ccaggacgtc 
gcaggaggcc agaggctcca tcctgcttca 
caccgaagca tggacgggag aatggaagca 
gcctgggcct gtggctcccc agaggccctg 
tcagcacaac gctgcctgca aacagggcca 
ccaccatcag caccaccacc accacccaag 
cccgcctcgt tccgggagct gctcaccttc 



catggagcag 


gtggggcgcg gaggaactga 


60 


gagtatggag 


gaactggggt tccgtggagc 


120 


atggggttcc 


gtggagcagg ttgagtgtgc 


180 


ccagtgtgtc 


accactgagg catcttcgcc 


240 


agtccaacac 


ctccgagagg actcaaaaca 


300 


gggcgacagc 


gagactccat ctcaataaat 


360 


gggaatgtct 


ggttacagta tggcgttgtg 


420 


ccaggtcaca 


agcctcagag agaatcaact 


480 


aggtgatgct 


gatgctgtgc ctgaattcca 


540 


acagaagaca 


acaccgctcc ctcgttacct 


600 


gctcacctgg 


tcatggtgca gtgaccacag 


660 


ccaccccacc 


ccctgcaccg ggccagcgag 


720 


tggattcacc 


agtgctggac atgtgctctg 


780 


gatacagggg 


tgtgggacag gcctgggtga 


840 


accggtggca 


gctgcttcct tccagagccg 


900 


gagctgccag 


ctgcccccgc aatggctgag 


960 


gccacacggg 


ggggctctca cctccagatc 


1020 


ccacctgaag 


ggatggcagc acagacccac 


1080 


ggctgcagcc 


cagacgcccc ccaacacggg 


1140 


gaggggcacc 


aggaggggct ggtggagctg 


1200 


ttctgcacca 


atgccaccat ccacggcgcc 


1260 



2004-3059663 



#$I 2003-131452 ^-vl 158/ 



atccgcctgg 


tctgctcccg 


cgggaaccgc 


ctcaagacga 


cgtcctgggg gctgctgtcc 


1320 


ctgggagccc 


tggtcgcgct 


ctgctggcag 


ctggggctcc 


tctttgagcg tcactggcac 


1380 


cgcccggtcc 


tcatggccgt 


ctctgtgcac 


tcggagcgca 


agctgctccc gctggtcacc 


1440 


ctgtgtgacg 


ggaacccacg 


tcggccgagt 


ccggtcctcc 


gccatctgga gctgctggac 


1500 


gagtttgcca 


gggagaacat 


tgactccctg 


tacaacgtca 


acctcagcaa aggcagagcc 


1560 


gccctctccg 


ccactgtccc 


ccgccacgag 


ccccccttcc 


acctggaccg ggagatccgt 


1620 


ctgcagaggc 


tgagccactc 


gggcagccgg 


gtcagagtgg 


ggttcagact gtgcaacagc 


1680 


acgggcggcg 


actgctttta 


ccgaggctac 


acgtcaggcg 


tggcggctgt ccaggactgg 


1740 


taccacttcc 


actatgtgga 


tatcctggcc 


ctgctgcccg 


cggcatggga ggacagccac 


1800 


gggagccagg 


acggccactt 


cgtcctctcc 


tgcagttacg 


atggcctgga ctgccaggcc 


1860 


cgacagttcc 


ggaccttcca 


ccaccccacc 


tacggcagct 


gctacacggt cgatggcgtc 


1920 


tggacagctc 


agcgccccgg 


catcacccac 


ggagtcggcc 


tggtcctcag ggttgagcag 


1980 


cagcctcacc 


tccctctgct 


gtccacgctg 


gccggcatca 


gggtcatggt tcacggccgt 


2040 


aaccacacgc 


ccttcctggg 


gcaccacagc 


ttcagcgtcc 


ggccagggac ggaggccacc 


2100 


atcagcatcc 


gagaggacga 


ggtgcaccgg 


ctcgggagcc 


cctacggcca ctgcaccgcc 


2160 


ggcggggaag 


gcgtggaggt 


ggagctgcta 


cacaacacct 


cctacaccag gcaggcctgc 


2220 


ctggtgtcct 


gcttccagca 


gctgatggtg 


gagacctgct 


cctgtggcta ctacctccac 


2280 


cctctgccgg 


cgggggctga 


gtactgcagc 


tctgcccggc 


accctgcctg gggacactgc 


2340 


ttctaccgcc 


tctaccagga 


cctggagacc 


caccggctcc 


cctgtacctc ccgctgcccc 


2400 


aggccctgca 


gggagtctgc 


attcaagctc 


tccactggga 


cctccaggtg gccttccgcc 


2460 


aagtcagctg 


gatggactct 


ggccacgcta 


ggtgaacagg 


ggctgccgca tcagagccac 


2520 


agacagagga 


gcagcctggc 


caaaatcaac 


atcgtctacc 


aggagctcaa ctaccgctca 


2580 


gtggaggagg 


cgcccgtgta 


ctcggtgccg 


cagctgctct 


cggccatggg cagcctctgc 


2640 


agcctgtggt 


ttggggcctc 


cgtcctctcc 


ctcctggagc 


tcctggagct gctgctcgat 


2700 


gcttctgccc 


tcaccctggt 


gctaggcggc 


cgccggctcc 


gcagggcgtg gttctcctgg 


2760 


cccagagcca 


gccctgcctc 


aggggcgtcc 


agcatcaagc 


cagaggccag tcagatgccc 


2820 


ccgcctgcag 


gcggcacgtc 


agatgacccg 


gagcccagcg 


ggcctcatct cccacgggtg 


2880 


atgcttccag 


gggttctggc 


gggagtctca 


gccgaagagg 


gccgggctgg gccccagccc 


2940 


cttgagactc 


tggacacctg 


aaccagacct 


gccagggctg 


tgcgatctct tggcctggtc 


3000 
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cttgcagctg tggcagcagc aggctcccca gcggcccagg gtgggccaga ccagcagccc 3060 

aggaagcagc acacgcggcc gtggggaggc aggcaccggg catgtcggcg cctctggtca 3120 

aaccacctac actgcctggg gtgggtctca aggaggcccg gggcggaggg gggttcccgc 3180 

gtgcacacga gtgcggctgg acgtgccgac acgcggtgat gtacccatgc tccgtgtgtc 3240 

tgtgtctgca tgtccacacg tctgatgcac ctgtgtacgt gtgtcaagcc tagccacctc 3300 

agctgcaggg aggcagaagg caaggcaggc cccacggaca cacttgggct gctctgaaat 3360 

aaagctgttg 3370 



<210> 27 
<211> 4003 
<212> DNA 

<213> Homo sapiens 
<400> 27 

attgaccctt ggctccaggt tccctgctgc ttcctgtgcc ttcctcagcc tagtacgact 60 

acaacagaga aatggtccca gtgggaaatc agatactgag tcttagatga agatttccag 120 

tgagaagaaa cagataggat gagaagctta gaagagtaat tgcccttaag aaaggtcttg 180 

gttcttttga ctttgctctt ctggtagaga aacgccaagg actgatcaac tcttgccagt 240 

ctcaaaccat ggcctatgga tcaataacat tcggggatgt ggccatagac ttctctcatc 300 

aggagtggga atatctcagc ctggttcaga agaccttgta ccaggaggtg atgatggaga 360 

actatgacaa cttagtctca ttgggacatt ccgtatctaa gccagattta atcaccttat 420 

tggagcaagg aaaagagcca tggatgattg tgagggaaga aacaagagga gagtgtacag 480 

atttggattc aagatgtgaa ataatcagcg atgggaaaat gcagctttat aggaaacact 540 

catgtgttac tctccatcag agaattcata atggacagaa accatatgag tgtaagcaat 600 

gtcagaagtc ctttagtcat cttacagaac tcatggtaca tcaaacaatt catactagtg 660 

aggaacctga tcaatgtgaa aagtttagga aggcatttag ccatcttaca gaccttagaa 720 

agcatcagaa aattaatgct cgtgagaaac cttatgaatg tgaagaatgt gggaaggtct 780 

tcagttatcc tgcaaacctt gctcaacatg ggaaagttca tgttgagaaa ccctatgaat 840 
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gtaaagagtg 


tggggaagct 


tttaggacta 


gccgtcaact 


tactgtacat' catagatttc 


900 


attatggtga 


gaaaccctac 


gaatgtaagg 


aatgtggcaa 


ggcctttagt gtgtatggac 


960 


gacttagtcg 


acatcagagt 


attcacactg 


gtgagaagcc 


ctttgaatgt aacaaatgtg 


1020 


ggaagtcctt 


taggctcaaa 


gcaggcctta 


aagtacatca 


gagtattcat actggagaga 


1080 


agccacatga 


atgtaaggaa 


tgtggaaagg 


cctttcgtca 


gttttcccac cttgtgggtc 


1140 


ataaaagaat 


tcatactgga 


gaaaaaccct 


atgaatgcaa 


ggaatgcggg aagggcttta 


1200 


catgtaggta 


tcaacttacc 


atgcatcaga 


gaatttattc 


aggggagaaa cactatgaat 


1260 


gtaaagaaaa 


tggggaggct 


tttagtagtg 


gccatcaact 


tactgcacct catacatttg 


1320 


aaagtgttga 


gaaaccttat 


aagtgtgagg 


aatgtgggaa 


agcctttagt gtgcatggac 


1380 


gacttactcg 


acatcagggt 


attcatagtg 


gtaagaaacc 


ctatgaatgt aacaaatgtg 


1440 


ggaagtcctt 


taggctcaat 


tcatccctta 


aaatacatca 


aaatattcat accggtgaga 


1500 


aaccctacaa 


atgtaaggaa 


tgtgggaagg 


ccttcagtca 


gcgtgcacac cttgcccatc 


1560 


ataacagaat 


tcatactggt 


tacaaaccct 


ttgaatgtaa 


agaatgtggg aagtcctttc 


1620 


gttgtgcctc 


atatcttgtt 


atacatgaga 


gaattcatac 


gggagagaaa ccctatgtat 


1680 


gtcaagagtg 


tgggaagggt 


tttagttata 


gccataaact 


cactatacat cgcagagttc 


1740 


atactggtga 


gaaaccttat 


gaatgtaagg 


aatgtgggaa 


ggcctttagt gtatctggac 


1800 


aacttactca 


gcatctgagt 


attcacagtg 


gtaagagacc 


ctttgaatgc aacaaatgcg 


1860 


ggaagtcttt 


taggttcatt 


tctgtactta 


aagcccatca 


gaatattcat agcgctgaga 


1920 


aaccctacga 


atgtaaggaa 


tgtggcaagg 


cctttcgtca 


tgccacaagc ctcatatatc 


1980 


atgaccgaac 


tcatgctggt 


gaaaagtcct 


atgaatgtaa 


agaatgtggg gaaactttta 


2040 


gtcatgcttc 


acatcttatt 


attcatgaga 


gaattcatac 


cagtgataaa ccctatgaat 


2100 


gtaaaagatg 


tgggaaggca 


tttcactgtg 


cctcatatct 


tgttagacat gaaagcgttc 


2160 


atgctgatgg 


aaatccctat 


atgtgtgaag 


agtgtgggaa 


agcttttaat agtagccatg 


2220 


aacttagtat 


acatcataga 


gttcatactg 


gtgagaaacc 


ctttaaatgt aacaaatgca 


2280 


gaaggtcctt 


taggcttaga 


tccatccttg 


aagtacatca 


gagaattcat atttgataga 


2340 


gaaattgtgg 


catatacagg 


tagtaaagaa 


agcacattgt 


gtcaatggat ttatcccact 


2400 


gaacaatttg 


aatgaagaca 


atgtggaatg 


gctttgagat 


acagttcagt ttttattagg 


2460 


catcaatttg 


tattggtgtg 


aacttttcaa 


aatgtaaatc 


atatatgcag tttctttggt 


2520 


atgacctgtg 


ttaactcaga 


ttcagagaat 


ttataatgta 


tttttttaat aacataagaa 


2580 
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aacttttctg 


atattcctct 


agttttggat 


tgccaaaata 


ttcatagtag aggaaaactg 


2640 


agaaaacgta 


ggaaaccatt 


ctttatactt 


gcatgtaaac 


atcttccagc aacaatcatt 


2700 


tattgttaaa 


cctggaaaaa 


gccattacac 


aggaaacctc 


tgttgatata agcgatgatg 


2760 


ggaaaggcta 


tttagccact 


ctgcatattt 


aatgctcatg 


atcaacatct gcttcctata 


2820 


gctgggatga 


tatgggggaa 


gatatttatc 


ccttctgggg 


atcatatata aatgatgata 


2880 


gtagtaccta 


cagtatagtg 


ctgttagaat 


tacatgagtt 


agatgtggag gtcagagtgg 


2940 


aagcaggtgt 


gagagggtcc 


cgcagaagaa 


aacatggctg 


ccaaagtgtt tgagtccatc 


3000 


ggcaagtttg 


gcctggcctt 


agctgttgca 


ggaggcatgg 


tgacctctgc cttatgtaat 


3060 


gtggatgctg 


ggcacagagc 


tgccatcttt 


gaccaattcc 


gtggagtaca gaacattgtg 


3120 


gtaggggaag 


ggactcactt 


tctcatccca 


tgtgtacaaa 


aaccaattat ctttgactgc 


3180 


tgttctcaac 


cacgtagtgc 


gccagtcatc 


actggtagca 


aagatttaca gaatgtcaac 


3240 


atcacactgt 


gcatcctctt 


ccggcccatc 


actagccagc 


ttcctcgcat cttcaccagc 


3300 


attggagagg 


actacgatga 


gtgtgtgctg 


ccgttcatta 


ccacggagat cctcaagtca 


3360 


ctggtggctc 


gctttgatgc 


tggagaacta 


atcacccaga 


gggagctggt ctccagccag 


3420 


gtgagcaaca 


accttatgga 


gtgagcagcc 


acctttgggc 


tcattctgga cgacgtgtct 


3480 


ttgacacatc 


tgaccttctt 


gaaggagtta 


acagacaggt 


ggccccccag gaagcagaga 


3540 


gcgccagatt 


tgtggtggaa 


aaggcggcca 


tcatctctgc 


tgagggtgac tccaaggcag 


3600 


ctgagctgat 


cgccaactca 


ctggccactg 


caggggacgg 


ccagagcgag ctgtgcaagc 


3660 


tggaagctgc 


agaagacatt 


gcataccagc 


tctcatgctc 


tcggaacatc acctgcctgc 


3720 


cggcagggca 


gtccgtgctc 


ctccagctgc 


cctagtgagg 


ccccagccta cctgcacctc 


3780 


cgtgaggcaa 


ctgggccaca 


gccccgatga 


ttcgtaacac 


cacctttcgc cctcacccca 


3840 


gaaatcactg 


aaatttcatg 


attggcttaa 


agtgaaggaa 


gtaaaggtaa aatcacttta 


3900 


gatctctaaa 


aaacaaagaa 


ttacatgagt 


tagtacatga 


aaaaattatg ggaaactaca 


3960 


tgaaatatac 


tgttacgttc 


aataaacatt 


agcttctgta 


tat 


4003 



<210> 28 
<211> 4199 
<212> DNA 
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<213> Homo sapiens 



<400> 28 



ccttgagtca 


gccatggggt 


cagccacaca 


gtcaccgcag 


ctgctctttg gcaccgggcg 


60 


ctggaaagag 


cctaggatga 


cacagcctgg 


aaagagcttg 


ggagaagctc atcttccaca 


120 


gaactacctg 


ctataccagc 


cagggcaggt 


gcttattccc 


cacaacagcc ctctgttgta 


180 


ggcggcagtg 


ccatcctgaa 


ggtgccgtgg 


taccttctga 


agacgcaggc tgaggcctgt 


240 


aatggcactg 


ccatgcacac 


atggcacacc 


ctctcccggt 


taaactgctt gcccttcact 


300 


gggccctggt 


tgcccaggga 


ggtgacgcta 


gggtgcctgg 


ctgcgtctct tccacaccca 


360 


cggagaacgg 


agttgtgttc 


tggggtccag 


gctgccacag 


cctgctggta taccagaggg 


420 


tgcatcgcag 


ggagtgggca 


gggccaagag 


ctttcaaatg 


ctccagtggt cttcatattt 


480 


tgcatttggg 


ggagtgggtc 


agacaatggc 


tgtattgctg 


ctgggtgggt ggacaggttg 


540 


ccctgaaagg 


aggcaagcag 


cagagcctga 


cagtcagatg 


tgggcccact gagcagccat 


600 


gtggccctgg 


acagagcaga 


tcactgggcc 


tcagtgtcct 


caagctgtgg agcacagtta 


660 


gtgaaataaa 


agtgtttctt 


cccatgctgt 


cctaaagcgg 


gtgctccgtt agatgcctgc 


720 


tccttttcgc 


tttacagatg 


aggaaactct 


cacagagagg 


tgaattaagt ggccatcctt 


780 


catttagcaa 


atacttgggt 


ccgtgctggg 


cactggggct 


cagcagtgaa caccgcaggg 


840 


aggcacctgc 


acctgagaac 


ttcccttcta 


gaggggagac 


ggggagtcac aagtagacaa 


900 


aggaggggac 


ctgcaagtag 


tcatccgggc 


tgtgaaggag 


gcaggtgggg tgtggggacg 


960 


gtgacaggag 


gagcggccag 


ctcatctgga 


gccagctagt 


tatctgctgt gccagtgttc 


1020 


ttgaccccct 


gcttgtgagc 


tgctgtgctg 


ggtgctgggg 


ctgcagaccc atgcctggct 


1080 


cccaggggct 


cgccatctgg 


ccgggcgggg 


caggtgctgt 


gagcaggtgc tgagtgagcc 


1140 


ctctccttgg 


ggcaggagag 


gtgcatcctg 


aggaacaggg 


gagcggggag cacgggcagg 


1200 


agctcagagg 


acgactctgg 


ggggactgga 


agtgagggtg 


gcaggtggag ggtcccaggt 


1260 


gggattccag 


gctggtgagc 


cacggtggtg 


ctgtggcctg 


aagacagtgt ggtatgtgtg 


1320 


tgcccgtagg 


ccggccgtac 


cgtggcaagc 


ccagtgacat 


gtgggccctg ggcgtggtgc 


1380 


tcttcaccat 


gctgtatggc 


cagttcccct 


tctacgacag 


catcccgcag gage tct tec 


1440 


gcaagatcaa 


ggctgccgag 


tataccattc 


ctgagtgagt 


cctgcctccc ggggggtggg 


1500 


gggggcagcc 


agcctgatgg 


gcttaaggca 


gggaaacggc 


acagtgagee tgggcatcct 


1560 
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ggccacagac 


ccagcaccac 


ccactgagcc ctcctcccca 


actccctgcc 


tcagggatgg 


1620 


acgggtttct 


gagaacaccg 


tgtgtctcat ccggaagctg 


ctggtccttg 


acccccagca 


1680 


gcgcctggcc 


gccgccgacg 


tcctggaggc cctcagtgcc 


atcattgcat 


catggcagtc 


1740 


cctgtcatct 


ctgagtgggc 


ctttgcaagt ggttcctgac 


attgatgacc 


aaatgagcaa 


1800 


tgcggatagc 


tcccaggagg 


cgaaggtgac ggaggagtgc 


tcccagtacg 


agtttgagaa 


1860 


ctacatgcgt 


cagcagctgc 


tgctggccga ggagaagagc 


tccatccatg 


acgcccggag 


1920 


ctgggtaccc 


aagcggcagt 


tcggcagcgc accaccggtg 


cgacggctgg 


gccacgacgc 


1980 


acagcccatg 


acctccttgg 


acacggccat cctggcgcag 


cgctacctgc 


ggaaataaca 


2040 


gcctcagccg 


gggccaccag 


cactgctgcc acttcttcca 


gccccagcca 


aaggcgtggc 


2100 


tgtcagggct 


gggccctgta 


gtgctggact ctcccgggcc 


acaataggga 


cagggcaggg 


2160 


acagggacag 


cccaggtcac 


acgtggggtc agcagaggta 


ccacgaagct 


accttttggg 


2220 


atgattgctc 


gattgtttgg 


tttttaaatc tgagaagcct 


agataactaa 


tctgctttta 


2280 


atcacgatgt 


tttaatctac 


ctctgtctct ttaaccatgc 


tgtctctgga 


ctgagcaaga 


2340 


gggaggaggg 


agcctgctca 


ccccactcca gggccttccc 


cagcggccac 


caactgacct 


2400 


ggggcgctgc 


tccccacagt 


ccaaataagc tgaaagtgca 


gctcgctgca 


ggccccagag 


2460 


cgagcttccc 


ctcctccctg 


ctctcccagg cccctgccac 


agcctctttc 


cgtccctctc 


2520 


tttctgatcc 


aggcccctca 


gtccaagctt tggaaaacct 


tcacctcatc 


ttaaaccgaa 


2580 


ctcaaatata 


tttatttttt 


taccatacca acttctctcc 


catctctagg 


tggctcagtc 


2640 


catggccact 


ccctgccccc 


agcctggctg gacagcaagg 


aatccacagc 


ccacacgtga 


2700 


gctccctcct 


cacccccagg 


cagggaagcc cctcctgcca 


gtccctgtcc 


cctttcagcc 


2760 


caccagtccc 


tctctgctgc 


cggtgatggg aggcctttct 


agacctggct 


ctttctctcc 


2820 


cgtctcagtg 


gcttctctga 


ggtgctgtac acgcgcgtta 


acctgttccc 


ttctctatcc 


2880 


ttccccgtgg 


tactgagctc 


acgtggactc ccagtgcgaa 


ggggcccatg 


ggttgggctg 


2940 


caggcctggc 


cgtgagcggg 


ggctgcctgc acgctcccct 


agcctactct 


tgtgtttagg 


3000 


ggatggtggg 


aacatatccc 


agtgcccttg cctcataata 


gatgtggtga 


ctctcccggt 


3060 


agaccctagc 


aagggtcctc 


catggtggtg agggactcag 


gagaattgta 


gggattgggg 


3120 


gaccctgcct 


gcctggcttg 


agaacagccc tgctgccctt 


ttgagccgag 


attttgaagt 


3180 


ggatgcccgt 


cttgccagaa 


atgctgttct caccagaatg 


ccccctcccc 


ttgcccttac 


3240 


tggacttggc 


cctgcctgat 


gccaagcaaa gacccttccc 


cagaggccta 


ccccccatat 


3300 
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gtcctcagag 


aggctgagtg 


tcccctccag 


gcagtcatgg 


gccctgaggc 


ccctcctgcc 


3360 


tggccctgct 


ccccagtggg 


gaggtgactg 


tgtttcccag 


agtgtgagcc 


gctctcctcc 


3420 


ccctaaaaag 


ctgactcact 


gtgagtgacc 


ttgggcaagt 


tcccaaacct 


ccttgtgcct 


3480 


cagtttcccc 


atctggaaaa 


aatggggcca 


cctcttgcca 


gcagtagcag 


ggctgcccac 


3540 


gcccctttct 


ccccatgccc 


catccagcac 


ttgggcgact 


catgcctctg 


cctcagtggg 


3600 


cctgtgggag 


cctactggag 


cccagcactt 


actccccctg 


agcagcgagc 


ctgcgtctgt 


3660 


ctcagctgtc 


cagcgctgag 


ggccagggtc 


ttgtgctgtg 


gggctggggg 


atgccctctt 


3720 


ttctatattt 


atttcataga 


aagtctcctg 


cgggagcgga 


aatgcagtcc 


ggcctagggc 


3780 


tcccagccct 


tgactgtcct 


cctgtgaggg 


cctgaagctg 


ggccagggcc 


cgtcgcagcg 


3840 


gagccccctc 


tcagcagccc 


accgggtccc 


tccaggctgc 


tgcccgtgcg 


tggtctttct 


3900 


cctccttttc 


aaagcaatag 


ccgccgggtc 


tgcaaagccc 


tgtcagacag 


actgggccct 


3960 


tccaaggtca 


agccatgtgt 


ctgatgacat 


tcctggtgaa 


gcaaaggaga 


ggaggatggg 


4020 


tcagccctca 


ctgggtgtca 


cacactgaga 


gaagtcctat 


tgtaaagaaa 


cggaaaaagt 


4080 


cacaaaaaag 


tttgtataaa 


gacatatttt 


tgtactacat 


ggggactctt 


cctgcatgtc 


4140 


agcaataaaa 


cttcctgatc 


tggaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaag 


4199 



<210> 29 
<211> 3056 
<212> DNA 

<213> Homo sapiens 



<400> 29 



cttttctttg 


aatgacagaa 


ctacagcata 


atgcgtggct 


tcaacctgct 


cctcttctgg 


60 


ggatgttgtg 


ttatgcacag 


ctgggaaggg 


cacataagac 


ccacacggaa 


accaaacaca 


120 


aagggtaata 


actgtagaga 


cagtaccttg 


tgcccagctt 


atgccacctg 


caccaataca 


180 


gtggacagtt 


actattgcgc 


t tgcaaacaa 


ggcttcctgt 


ccagcaatgg 


gcaaaatcac 


240 


ttcaaggatc 


caggagtgcg 


atgcaaagat 


atcaatgagt 


gcctcaccag 


cagcgtctgc 


300 


cctgagcatt 


ctgactgtgt 


caactccatg 


ggaagctaca 


gttgcagctg 


tcaagttgga 


360 
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ttcatctcta 


gaaactccac 


ctgtgaagac gtggatgaat 


gtgcagatcc 


aagagcttgc 


420 


ccagagcatg 


caacttgtaa 


taacactgtt ggaaactact 


cttgtttctg 


caacccagga 


480 


tttgaatcca 


gcagtggcca 


cttgagtttc cagggtctca 


aagcatcgtg 


tgaagatatt 


540 


gatgaatgca 


ctgaaatgtg 


ccccatcaat tcaacatgca 


ccaacactcc 


tgggagctac 


600 


ttttgcacct 


gccaccctgg 


ctttgcacca agcaatggac 


agttgaattt 


cacagaccaa 


660 


ggagtggaat 


gtagagatat 


tgatgagtgc cgccaagatc 


catcaacctg 


tggtcctaat 


720 


tctatctgca 


ccaatgccct 


gggctcctac agctgtggct 


gcattgcagg 


ctttcatccc 


780 


aatccagaag 


gctcccagaa 


agatggcaac ttcagctgcc 


aaagggttct 


cttcaaatgt 


840 


aaggaagatg 


tgatacccga 


taataagcag atccagcaat 


gccaagaggg 


aaccgcagtg 


900 


aaacctgcat 


atgtctcctt 


ttgtgcacaa ataaataaca 


tcttcagcgt 


tctggacaaa 


960 


gtgtgtgaaa 


ataaaacgac 


cgtagtttct ctgaagaata 


caactgagag 


ctttgtccct 


1020 


gtgcttaaac 


aaatatccac 


gtggactaaa ttcaccaagg 


aagagacgtc 


ctccctggcc 


1080 


acagtcttcc 


tggagagtgt 


ggaaagcatg acactggcat 


ctttttggaa 


accctcagca 


1140 


aatgtcactc 


cggctgttcg 


gacggaatac ttagacattg 


agagcaaagt 


tatcaacaaa 


1200 


gaatgcagtg 


aagagaatgt 


gacgttggac ttggtagcca 


agggggataa 


gatgaagatc 


1260 


gggtgttcca 


caattgagga 


atctgaatcc acagagacca 


ctggtgtggc 


ttttgtctcc 


1320 


tttgtgggca 


tggaatcggt 


tttaaatgag cgcttcttcc 


aagaccacca 


ggctcccttg 


1380 


accacctctg 


agatcaagct 


gaagatgaat tctcgagtcg 


ttgggggcat 


aatgactgga 


1440 


gagaagaaag 


acggcttctc 


agatccaatc atctacactc 


tggagaacgt 


tcagccaaag 


1500 


cagaagtttg 


agaggcccat 


ctgtgtttcc tggagcactg 


atgtgaaggg 


tggaagatgg 


1560 


acatcctttg 


gctgtgtgat 


cctggaagct tctgagacat 


ataccatctg 


cagctgtaat 


1620 


cagatggcaa 


atcttgccgt 


tatcatggcg tctggggagc 


tcacgatgga 


cttttccttg 


1680 


tacatcatta 


gccatgtagg 


cattatcatc tccttggtgt 


gcctcgtctt 


ggccatcgcc 


1740 


acctttctgc 


tgtgtcgctc 


catccgaaat cacaacacct 


acctccacct 


gcacctctgc 


1800 


gtgtgtctcc 


tcttggcgaa 


gactctcttc ctcgccggta 


tacacaagac 


tgacaacaag 


1860 


atgggctgcg 


ccatcatcgc 


gggcttcctg cactaccttt 


tccttgcctg 


cttcttctgg 


1920 


atgctggtgg 


aggctgtgat 


actgttcttg atggtcagaa 


acctgaaggt 


ggtgaattac 


1980 


ttcagctctc 


gcaacatcaa 


gatgctgcac atctgtgcct 


ttggttatgg 


gctgccgatg 


2040 


ctggtggtgg 


tgatctctgc 


cagtgtgcag ccacagggct 


atggaatgca 


taatcgctgc 


2100 
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tggctgaata 


cagagacagg 


gttcatctgg 


agtttcttgg 


ggccagtttg cacagttata 


2160 


gtggtaagca 


aatactacaa 


cagcctggcg 


aagtgtgttc 


tgaaggagga gcaaggagac 


2220 


ctgcgagatc 


tggaatttcc 


agggacgtgt 


gcagctgaga 


ggatcaactc ccttctcctg 


2280 


acctggacct 


tgtggatcct 


gaggcagagg 


ctttccagtg 


ttaatgccga agtctcaacg 


2340 


ctaaaagaca 


ccaggttact 


gaccttcaag 


gcctttgccc 


agctcttcat cctgggctgc 


2400 


tcctgggtgc 


tgggcatttt 


tcagattgga 


cctgtggcag 


gtgtcatggc ttacctgttc 


2460 


accatcatca 


acagcctgca 


gggggccttc 


atcttcctca 


tccactgtct gctcaacggc 


2520 


caggtacgag 


aagaatacaa 


gaggtggatc 


actgggaaga 


cgaagcccag ctcccagtcc 


2580 


cagacctcaa 


ggatcttgct 


gtcctccatg 


ccatccgctt 


ccaagacggg ttaaagtcct 


2640 


ttcttgcttt 


caaatatgct 


atggagccac 


agttgaggac 


agtagtttcc tgtaggagcc 


2700 


taccctgaaa 


tctcttctca 


gcttaacatg 


gaaatgagga 


tcccaccagc cccagaaccc 


2760 


tctggggaag 


aatgttgggg 


gccgtcttcc 


tgtggttgta 


tgcactgatg agaaatcagg 


2820 


cgtttctgct 


ccaaacgacc 


attttatctt 


cgtgctctgc 


aacttcttca attccagagt 


2880 


ttctgagaac 


agacccaaat 


tcaatggcat 


gaccaagaac 


acctggctac cattttgttt 


2940 


tctcctgccc 


ttgttggtgc 


atggttctaa 


gcgtgcccct 


ccagcgccta tcatacgcct 


3000 


gacacagaga 


acctctcaat 


aaatgatttg 


tcgcctgtct 


gactgattta tcctag 


3056 



<210> 30 
<211> 3155 
<212> DNA 



<213> Homo 


sapiens 










<400> 30 












tgatgaggaa 


gggttttaag 


gtaaggatgt 


ggtgacctag 


agtcttgttt ggtcctgagc 


60 


accctctgct 


ggagcagagt. 


aaaagtgact 


gacagttaaa 


tcttggtttc tctaccccag 


120 


ccactcccag 


taaggtcctc 


tttactcttg 


tgttgtttac 


acattgaagg catgttctat 


180 


actgagagag 


aatagagaaa 


ccaaacagac 


tgacaggaca 


tggtaagaca gcatagaaaa 


240 


acagaagtta 


gtggtttcgg 


ctgagggtac 


agtctttctg 


gtctgatgat tatatatagg 


300 
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aatctattag 


ccaatgcctt 


aactattttc 


ctctcttccc 


aaatgaatga 


tgagactcac 


360 


ccttcatttt 


gatcagtttt 


aaggatttac 


ttcattctct 


gttcagtcct 


ctgtgtataa 


420 


agctgaagca 


gtagaggaag 


agagaaactc 


caagtggttg 


catgactgct 


ctccactatt 


480 


actgtgccgt 


tgaagctgcc 


agtcgtcatg 


gaaataggct 


taaagttttt 


ctgcctcatc 


540 


tcaccatatc 


tcaacagatc 


cagaccagcc 


ctggggcagg 


aactgatgat 


actgctagtg 


600 


cagacctagc 


tcaaatcctc 


tgttctttca 


cagacatgtc 


tgctctgatt 


tcactcagga 


660 


aacgtgctca 


gggggagaag 


cccttggctg 


gtgctaaaat 


agtgggctgt 


acacacatca 


720 


cagcccagac 


agcggtgagt 


ttgttggaag 


aaaagaggga 


cttctgataa 


ggggaagaaa 


780 


gaaatcaatt 


tttttttttt 


cacttttcct 


ttcctaactc 


gccaacctcc 


aaatgctaac 


840 


tattaatagg 


atctccctgt 


tacacaataa 


tggggttttc 


tgggtttttt 


ttttaatatg 


900 


taaacccact 


ttcagcaaac 


ttgacctagg 


aaagtctaga 


tttgcaaaca 


tatgattgtt 


960 


ataaaatgtt 


ataaagactt 


ctagaaacct 


atgttttatg 


caaagttaaa 


taccagtgca 


1020 


ccacctcgct 


ggagtacacc 


cttttgtaac 


tttccagtgt 


agcacctgtt 


ggtgcagagt 


1080 


tgataggtat 


tgctatcttg 


atgaggcttg 


ctctccattc 


ctgggtggcc 


cttctcttcc 


1140 


tcaccctgtc 


ttcctacact 


tctacacagg 


tgttgattga 


gacactctgt 


gccctggggg 


1200 


ctcagtgccg 


ctggtctgct 


tgtaacatct 


actcaactca 


gaatgaagta 


gctgcagcac 


1260 


tggctgaggc 


tggagttgca 


gtgttcgctt 


ggaagggcga 


gtcagaagat 


gacttctggt 


1320 


ggtgtattga 


ccgctgtgtg 


aacatggatg 


ggtggcaggc 


caacatgatc 


ctggatgatg 


1380 


ggggagactt 


aacccactgg 


gtttataaga 


agtatccaaa 


cgtgtttaag 


aagatccgag 


1440 


gcattgtgga 


agagagcgtg 


actggtgttc 


acaggctgta 


tcagctctcc 


aaagctggga 


1500 


agctctgtgt 


tccggccatg 


aacgtcaatg 


attctgttac 


caaacagaag 


tttgataact 


1560 


tgtactgctg 


ccgagaatcc 


attttggatg 


gcctgaagag 


gaccacagat 


gtgatgtttg 


1620 


gtgggaaaca 


agtggtggtg 


tgtggctatg 


gtgaggtagg 


caagggctgc 


tgtgctgctc 


1680 


tcaaagctct 


tggagcaatt 


gtctacatta 


ccgaaatcga 


ccccatctgt 


gctctgcagg 


1740 


cctgcatgga 


tgggttcagg 


gtggtaaagc 


taaatgaagt 


catccggcaa 


gtcgatgtcg 


1800 


taataacttg 


cacaggaaat 


aagaatgtag 


tgacacggga 


gcacttggat 


cgcatgaaaa 


1860 


acagttgtat 


cgtatgcaat 


atgggccact 


ccaacacaga 


aatcgatgtg 


accagcctcc 


1920 


gcactccgga 


gctgacgtgg 


gagcgagtac 


gttctcaggt 


ggaccatgtc 


atctggccag 


1980 


atggcaaacg 


agttgtcctc 


ctggcagaga 


ctcagatgga 


tttgcagaaa 


ataggaaaaa 


2040 
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gcctagagtc 


ctgatctgga 


actgtaattc 


aaagtcctct 


cccgctttgg 


cttgacttgt 


ccagggctct 


ctcttacctt 


tccagggtcg 


cacctttgtt 


ctgtccatca 


cagccacaac 


tgcacccgag 


gggcgataca 


agcaggatgt 


cgttgccagc 


ttgcatctgc 


catcatttga 


agcaaaatat 


ctgggactca 


acaaaaatgg 


atggaccata 


ctaccaagga 


ccagtccacc 


aagataactt 


ttattttctt 


cttactcctt 


cttgtttttt 


catctcatta 


tccaagttct 


ctttagatga 


aatagaagtt 


cagggttcct 


tcccagccca 


gaaaggtgat 


tctttcttta 


taccttatta 


acaggaaatg 


ctaaggtacc 


tcgccttaaa 


agagcccatt 


tctcagctgc 


aagcagggat 


ggtacctacc 


cggcaggtag 


cttagaagtt 


ccaagccctg 


tttcctgcgt 


ataatgagca 


tggcttgtta 


agatcaggag 


tccactccca 


ccagacttgc 


tcatttttcg 


ttaattttgt 


cctctaggat 


ttatttctgt 



ttcctcttcc aactgagtct agaggggtgt 2100 

atgccattgg aatctgagac agagctcatc 2160 

tctactcaat ttgagctgct ccacagttcc 2220 

acaggctttg gcactgatag aactctataa 2280 

gtacttgctt cctaagaaaa tggatgaata 2340 

tgcccacctt acagagctga cagatgacca 2400 

gccattcaaa cctaattatt acagatacta 2460 

tgaaccacac actctaaaga aatatttttt 2520 

tcctcttgat ttttttccta taatttcatt 2580 

gcagaccaca caggaacttg cttcatggct 2640 

cactctagtc actaaagaag gattttactc 2700 

ccatttctgg ggactttagt cttaattagg 2760 

ttctctgtgg aacaatctgc aatgtctaaa 2820 

tgaaatcagt gctctttcac ctcttcagag 2880 

gttagatgtg ggtggtgcat gttaatttcc 2940 

aaaggtggta tgtccagttc agagatgtgt 3000 

gcccacttgg atttatagta tagcccttcc 3060 

agtttttaac tagactacac tctattgagt 3120 

tgtcc 3155 



<210> 31 

<211> 2626 

<212> DNA 

<213> Homo sapiens 

<400> 31 

cagtttatag cctggagtct ctgtttccct ttcaggtccc ggctctcttg gctttcccat 60 
aagcagctgc cttgggactc tcctggagac ctgatgccca cagccaagct gaccacagga 120 
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gccggtgctg 


gggactgagg 


gaaacttaga 


gttcagagag 


ggggtgtgat 


ttgectgagg 


180 


tcacacagca 


agttagagac 


ccagctccac 


gactcattgt 


cttggctttg 


gccctcgtca 


240 


tcctgcccac 


ccagcggggc 


ttcccaaccc 


accacacagc 


catggacggg 


aaggtggcag 


300 


tgcaagagtg 


tgggcctcct 


gcagtctcct 


gggtccccga 


ggagggagag 


aagttggacc 


360 


aggaagacga 


ggaccaggtg 


aaggatcggg 


gccaatggac 


caacaaggtg 


gagtttgtgc 


420 


tgtcagtggc 


cggggagatc 


attggtctgg 


catctgtggt 


catcgagtca 


tatttgaatg 


480 


tctactacat 


catcatcctt 


gcctgggctc 


tcttctacct 


gtt cage tec 


ttcacctctg 


540 


agctgccctg 


gacgacctgc 


aacaactttt 


ggaacacaga 


geattgeacg 


gactttctga 


600 


accactcagg 


agccggcaca 


gtgaccccat 


ttgagaattt 


tacctcacct 


gtcatggaat 


660 


tctgggagag 


acgagttctg 


ggcatcacct 


cgggcatcca 


tgacctgggc 


tccctgcgct 


720 


gggagctggc 


cctgtgcctc 


ctgctcgcct 


gggtcatctg 


etatttctge 


atctggaagg 


780 


gggtcaagtc 


cacaggcaag 


gtggtttatt 


tcacagccac 


gtttcegtae 


ctgatgcttg 


840 


tcattttgct 


gatcagaggt 


gtcacccttc 


ccggagccta 


ccagggcatc 


atctactact 


900 


tgaagccaga 


tttgttccgc 


ctcaaggacc 


ctcaggtgtg 


gatggatgcg 


ggcacccaga 


960 


tcttcttctc 


ctttgccatc 


tgccaggggt 


gcctgacagc 


cctgggcagc 


tacaacaagt 


1020 


atcacaacaa 


ctgctacaag 


gactgcatcg 


ccctctgctt 


cctgaacagt 


gccaccagct 


1080 


ttgtggctgg 


gtttgttgtc 


ttctccatcc 


tgggcttcat 


gtcccaagag 


caaggggtgc 


1140 


ccatttctga 


agtggccgag 


tcaggtcctg 


ggctggcctt 


catcgccttc 


cccaaggctg 


1200 


tgactatgat 


gcccttatcc 


cagctgtggt 


cctgcctgtt 


ctttatcatg 


ctcatattcc 


1260 


tagggctgga 


cagccagttt 


gtctgtgtgg 


agtgcctggt 


gacagcctcc 


atagacatgt 


1320 


tccccaggca 


gctccggaag 


agcgggcggc 


gcgagctcct 


catcctcacc 


atcgccgtca 


1380 


tgtgctacct 


gatagggctt 


ttcctggtca 


ccgagggcgg 


gatgtacatc 


ttccagctgt 


1440 


ttgactacta 


tgcttccagt 


ggcatatgcc 


tgctgttcct 


gtcattgttt 


gaagtggtct 


1500 


gcataagctg 


ggtgtatggg 


gcggaccgtt 


tctatgacaa 


cattgaggac 


atgattggct 


1560 


ggttcctggc 


tctgtcctcc 


atggtctgtg 


tcccactctt 


cgtcgtcatc 


accctcctga 


1620 


agactcgggg 


tcctttcagg 


aagcgtctgc 


gtcagctcat 


cacccctgac 


tccagtctgc 


1680 


cacagcccaa 


gcaacatccc 


tgcttggatg 


gcagtgctgg 


ccggaacttt 


gggccctccc 


1740 


caacaaggga 


aggactgata 


gccggggaga 


aggagaccca 


tttgtagggt 


gtggccagag 


1800 


gccaggcggc 


tcctaagccg 


ggaacctagg 


tcagggccac 


cctccattct 


cageggacag 


1860 
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cctctgcctc 


tgtctcctgc 


cacaatcctg 


ctgggaacct 


ctggagagcc acaggcaccc 


1920 


ccagctggag 


gccagactcc 


tctcttgtgc 


tagctggagc 


agctccttcc cctttgctga 


1980 


taacaccacc 


actgggacgt 


gccatgttgg 


gacgccactc 


cctgtgggaa ggcaccatcg 


2040 


tttttataaa 


ggggggtctt 


tttggaggcc 


gccatctgat 


tgcaacacct cgagttatga 


2100 


ggattccact 


gtggggatgc 


ctcttgttag 


agcgtactgc 


atttgtacac ggggagagga 


2160 


gctataattg 


gaacgcacac 


tgccgtccaa 


tgtggagagc 


ctgatgggac aataccctgt 


2220 


tggaagtgac 


aactgaacac 


actgtgttgg 


atcggaggtt 


ccgttagggg atccttcctt 


2280 


aggcttaacg 


acagaggcaa 


gcctttgcat 


gccgtcagtc 


tggagtttcc tccgagtctc 


2340 


tcatggcatc 


tccagctcct 


gccctagttc 


cgcactgttc 


ttgcagtgtt tcatcaactc 


2400 


ctggagcatt 


ggaatggaag 


gggcttggga 


gatgattcct 


agacttcaca aacactcggc 


2460 


atgcctccct 


gcactgtccg 


ttcctctgcc 


caaggccgat 


attgctaact gatcacagat 


2520 


tctttcccac 


ctcacaatcc 


ttccgaatgt 


gctccaggca 


gcaccatttg ccatcctgct 


2580 


tctaacgcaa 


acccctgcct 


tagttaacaa 


gtgtgtatgg 


attgcc 


2626 



<210> 32 

<211> 2673 

<212> DNA 

<213> Homo sapiens 

<400> 32 

ttacatactg cttttaggta gaaaagggga gggcagacag cacttcctgt atctgccatt 60 

tctccattgc cttcagctca aaataaccaa tttgccacag tggcatagtt tggagcaatg 120 

ctctgctcct cttcaaacct tttccttatc tcattcacca gtcagccacc aagtcctgtt 180 

aacctcttct cttgctccaa actgtctact tctctccatc cccactgcca tgatctagtt 240 

ttgacctcca tcatctttct cttagtcttg tgactggtct ctctgtctcc agtcatatcc 300 

ttttttcagt ttattttcca tactgtagac agaactttct ttctaaaaca tgacagtatc 360 

acgttcctgc tcaaagctgc ccatgcactt ttcagttttc ttaaaacaaa acttaaactc 420 

cttgacatgt aataaggcct gtgtggctgc acttttgtct tggctccaag gcttctcaag 480 
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tgtgggagcc 


tgtggaatcc 


tcagcttcct 


cacctgtgtg 


tgggaacagc 


agtacctttc 


540 


tcacagagtt 


gcccatggaa 


taagtggggc 


agtgcatgca 


aagtgcttgg 


catggtgtct 


600 


gatagtcaag 


gctgggtggc 


tgacggtttt 


caccctggat 


cttcagaaat 


ggtcatggcc 


660 


catccctcag 


aagactgctg 


aaaggactcc 


aggaaagatg 


atgacatata 


gctcttgttc 


720 


ctctccttag 


gaaaccccac 


tttatgtcca 


gtaagaactc 


ttcatggtga 


ggattaaagc 


780 


tcatttttct 


gtttcctata 


gaaacagcaa 


atggggtgtg 


ggtgggtgct 


aaggtgggtt 


840 


tctccctgaa 


aacctgtcca 


getgtegtag 


ggagggctgc 


tgagagcgtg 


gggecctgat 


900 


gcactatgag 


gatcagagta 


cctcctacat 


gccctggggc 


ccactgagag 


cttcatcctc 


960 


ccctgctcac 


tcacgggctc 


tgctccagct 


cagctgccat 


ccggcttcct 


gctcacagcc 


1020 


ttgcatctgt 


gtccttctct 


geaggecaaa 


ctgcaccttt 


tctttccttc 


ctatcctctt 


1080 


cagttaatga 


aactggaccc 


cagctgcttc 


tcatctcatc 


cccctaaacc 


aatcctcctg 


1140 


gaaaatctcc 


tgtctccagg 


gtagtctgtg 


caccatagtg 


caatgatttt 


tcttcttggt 


1200 


ctgctcttgt 


gactcctgga 


acccttcgca 


gaccacagct 


gcaaacaaaa 


tcctcaactt 


1260 


ataatcacag 


agtgctacat 


aacagtcatg 


ggaaatgtct 


agtttaggga 


tggtgtgtgt 


1320 


cctggtatct 


ttgcgtttat 


atteggaagg 


acttgggagc 


tctaaatata 


gggttcctgc 


1380 


aatggtaaac 


accatcaata 


gtactcatac 


ctatattacc 


ttcaggactg 


tagaaccttg 


1440 


gaaataatta 


cacttatgat 


ttgtctcagc 


tgtttaagtc 


aatgcctttt 


atttttagtt 


1500 


tttctgaaga 


caaagctctt 


ataagaatca 


cagatgaaag 


atcaggcaca 


aatcacattt 


1560 


tcccccttaa 


taacaaaata 


caaatccaat 


aattttagaa 


aatcagtttt 


tagtgaccca 


1620 


gatgcctgga 


gaaaagctgc 


caggattttt 


ctggtctatc 


gcagaatttt 


ctacatcaat 


1680 


gagaaggatg 


ctgeatatet 


tggctgtatt 


atttcctacc 


gtgagaaaag 


agacttagta 


1740 


tatggaacat 


gcttttttca 


gaaaattggc 


agtaactgac 


tttgaaggaa 


agttggttaa 


1800 


gttggacttg 


cagctggaac 


ttgggaagca 


ctgtcccctc 


cttacccccg 


aggaaggaga 


1860 


cacagaggca 


cacttccagt 


aagttcttgg 


ttcagtgggt 


cactcatgtc 


ttcaacagcc 


1920 


agate teat t 


gcgccgtccg 


tagggcttca 


tgggagggtc 


ataaccegtg 


cagaagtaga 


1980 


tgtccccccg 


gtaggtggct 


gtgccctcca 


gggcagcacg 


cagaegggtg 


gcttgtgcta 


2040 


cgtagtctgc 


ttccttggca 


taaccaccaa 


actgcctggg 


ggttcaagag 


caagggctgg 


2100 


ttacgaaagg 


acatgacctc 


tgagagaggg 


gggatcttta 


gaaaaaagtc 


actcaccatg 


2160 


tttattatga 


caagcatget 


agagtggtaa 


gactggggac 


tgagtcacca 


cttcctagat 


2220 
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gggttgattt 


tacctctctg 


agcctcagtt 


ttttcctcta 


gagttttgag 


tgttaaaagc 


gcctgaaaca 


gtagctgagt 


ataaacgtga 


ggacagcagg 


tttgctttcc 


caaaggccaa 


tgcccggctg 


tacctctttt 


ctgctgctct 


ggggacttcg 


ggcagagctg 


cagtgagtat 


gctctagtga 


ctgagttcat 


cacagcagtg 


taggctagcc 


tgggcaacac 


aagaccctgt 



tcctcatctg aaaaaggaga tatattttct 2280 

agtaatggac gtgaaaaact ctaatgcggg 2340 

gcctcccttt ctttcctgaa atacccaagg 2400 

gccttcaccc ttttctctgg ctccctctac 2460 

gtcaccacct ctggaaggag gaagtctaca 2520 

ggtggctaat gccccttcca cagcagagca 2580 

acttgtagca gcttcattta aaaacagagc 2640 

gtc 2673 



<210> 33 
<211> 3513 
<212> DNA 



<213> Homo 


sapiens 








<400> 33 










attttctccg 


ccggctgcgg 


gaaccggttc 


caggagcgcg ggagctcgtc tgccaggaga 


60 


cccagccggg 


agggaccgat 


gctgcgtgat 


gcaacccctt cgagggactg agtcaagaaa 


120 


ccaaggctgg 


gggtctcgtg 


gagtcaggcg 


gagctgggga ttaggactcg gggcttgtgt 


180 


ctcccaggcg 


tgtttttttg 


ttgttgtttt 


gtttttttgc cgcaacatct tccttatact 


240 


gggtggggtg 


ggggcggggg 


tggtctgtat 


ttccagacct cctccatggt ggtctggctg 


300 


tgtggagggc 


agggcacagt 


tccttgactt 


ggctcattcc cccccaacgc cccccctttc 


360 


tttttttttt 


gagatggagt 


ctcgctctgt 


tgcccaggct ggagtgcagt agcgtgatct 


420 


cggctcactg 


caatctccgt 


ctcccgggtt 


caagcgaatc tcctgcctca gcctccagag 


480 


tagctgggac 


tacaggcacc 


caccaccacg 


cccggctaat ttttgtattt ttagtagaga 


540 


cagggtttca 


ccatattggc 


caggctggtc 


tggaactcct gaccttgtga tccgcctgcc 


600 


tcggcctcct 


aaagtgctgg 


gattacaggc 


gtgagccacc gcgcctggca ggctcattcc 


660 


ctttttatgc 


cttcgttttt 


gatagatgac 


ctggggatgg gagaaatgct gcagaggtgg 


720 


tttatttaca 


gtgaattgtt 


aatttggttg 


tggggctagt attaggggca cattgggaaa 


780 
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acacaggctg 


ggcagaggtt 


ggtaggttca 


caacagttat 


gcccactggg 


tgctgatgga 


840 


tttgggggct 


gtcgtcggcc 


tggcttgggg 


ccctagtggt 


ggggctacaa 


ggcttgctcc 


900 


tagatctact 


ccaagtgaac 


atttaagatc 


agtgacttgg 


atggagactt 


aaaaaggaag 


960 


tcagctgact 


ccgtgtagtc 


atccagagct 


gtgaggaatg 


acaagtgcac 


agtataaaat 


1020 


caagattcta 


attgaaggcc 


tccaccatgg 


acagaggcca 


ggccctgccc 


ctcccaggca 


1080 


gcctggctcc 


ttctgctggg 


ccctgaaggc 


agacgggata 


atgtggttgg 


ccaaggcctg 


1140 


ttggtccatc 


cagagtgaga 


tgccctgtat 


ccaagcccaa 


tatgggacac 


cagcaccgag 


1200 


tccgggaccc 


cgtgaccacc 


tggcaagcga 


ccccctgacc 


cctgagttca 


tcaagcccac 


1260 


catggacctg 


gccagccccg 


aggcagcccc 


cgctgccccc 


actgccctgc 


ccagcttcag 


1320 


caccttcatg 


gacggctaca 


caggagagtt 


tgacaccttc 


ctctaccagc 


tgecaggaac 


1380 


agtccagcca 


tgctcctcag 


cctcctcctc 


ggcctcctcc 


acatcctcgt 


cctcagccac 


1440 


ctcccctgcc 


tctgcctcct 


tcaagttcga 


ggacttccag 


gtgtacggct 


gctaccccgg 


1500 


ccccctgagc 


ggcccagtgg 


atgaggccct 


gtcctccagt 


ggctctgact 


actatggcag 


1560 


cccctgctcg 


gccccgtcgc 


cctccacgcc 


cagcttccag 


ccgccccagc 


tctctccctg 


1620 


ggatggctcc 


ttcggccact 


tctcgcccag 


ccagacttac 


gaaggcctgc 


gggcatggac 


1680 


agagcagctg 


cccaaagcct 


ctgggccccc 


acagcctcca 


gccttctttt 


ccttcagtcc 


1740 


tcccaccggc 


cccagcccca 


gcctggccca 


gagccccctg 


aagttgttcc 


cctcacaggc 


1800 


cacccaccag 


ctgggggagg 


gagagagcta 


ttccatgcct 


acggccttcc 


caggtttggc 


1860 


acccacttct 


ccacaccttg 


agggctcggg 


gatactggat 


acacccgtga 


cctcaaccaa 


1920 


ggcccggagc 


ggggccccag 


gtggaagtga 


aggccgctgt 


gctgtgtgtg 


gggacaaege 


1980 


ttcatgccag 


cattatggtg 


tccgcacatg 


tgagggctgc 


aagggcttct 


tcaagcgcac 


2040 


agtgcagaaa 


aacgccaagt 


acatctgcct 


ggctaacaag 


gactgccctg 


tggacaagag 


2100 


gcggcgaaac 


cgctgccagt 


tctgccgctt 


ccagaagtgc 


ctggcggtgg 


gcatggtgaa 


2160 


ggaagttgtc 


cgaacagaca 


gcctgaaggg 


gcggcggggc 


cggctacctt 


caaaacccaa 


2220 


gcagccccca 


gatgcctccc 


ctgccaatct 


cctcacttcc 


ctggtccgtg 


cacacctgga 


2280 


ctcagggccc 


agcactgcca 


aactggacta 


ctccaagttc 


caggagctgg 


tgctgcccca 


2340 


ctttgggaag 


gaagatgctg 


gggatgtaca 


gcagttctac 


gacctgctct 


ccggttctct 


2400 


ggaggtcatc 


cgcaagtggg 


cggagaagat 


ccctggcttt 


get gage tgt 


caccggctga 


2460 


ccaggacctg 


ttgctggagt 


cggccttcct 


ggagctcttc 


atcctccgcc 


tggcgtacag 


2520 
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gtctaagcca 


ggcgagggca 


agctcatctt 


ctgctcaggc ctggtgctac accggctgca 


2580 


gtgtgcccgt 


ggcttcgggg 


accggattga 


cagtatcctg gccttctcaa ggtccctgca 


2640 


cagcttgctt 


gtcgatgtcc 


ctgccttcgc 


ctgcctctct gcccttgtcc tcatcaccga 


2700 


ccggcatggg 


ctgcaggagc 


cgcggcgggt 


ggaggagctg cagaaccgca tcgccagctg 


2760 


cctgaaggag 


cacgtggcag 


ctgtggcggg 


cgagccccag ccagccagct gcctgtcacg 


2820 


tctgttgggc 


aaactgcccg 


agctgcggac 


cctgtgcacc cagggcctgc agcgcatctt 


2880 


ctacctcaag 


ctggaggact 


tggtgccccc 


tccacccatc attgacaaga tcttcatgga 


2940 


cacgctgccc 


ttctgacccc 


tgcctgggaa 


cacgtgtgca catgcgcact ctcatatgcc 


3000 


accccatgtg 


cctttagtcc 


acggaccccc 


agagcacccc caagcctggg cttgagctgc 


3060 


agaatgactc 


caccttctca 


cctgctccag 


gaggtttgca gggagctcaa gcccttgggg 


3120 


agggggatgc 


cttcatgggg 


gtgaccccac 


gatttgtctt atccccccca gcctggcccc 


3180 


ggcctttatg 


ttttttgtaa 


gataaaccgt 


ttttaacaca tagcgccgtg ctgtaaataa 


3240 


gcccagtgct 


gctgtaaata 


caggaagaaa 


gagcttgagg tgggagcggg gctgggagga 


3300 


agggatgggc 


cccgccttcc 


tgggcagcct 


ttccagcctc ctgctggctc tctcttccta 


3360 


ccctccttcc 


acatgtacat 


aaactgtcac 


tctaggaaga agacaaatga cagattctga 


3420 


catttatatt 


tgtgtatttt 


cctggattta 


tagtatgtga cttttctgat taatatattt 


3480 


aatatattga 


ataaaaaata 


gacatgtagt 


tgg 


3513 



<210> 34 
<211> 3435 
<212> DNA 



<213> Homo 


sapiens 








<400> 34 










ttccgggttt 


ggtgcggcct 


ttgtctctcg 


ctgcagtcag agctccaggt ctggttctta 


60 


cttctcctaa 


aggcccaggc 


tgtgtggccc 


cgtgtcctgc aggtattggg agatccacag 


120 


ctaagacacc 


gggacctcct 


ggaagccaaa 


aatgggacca ttgcaattta gagatgtggc 


180 


catagaattc 


tctctggagg 


agtggcattg 


cctggacact gcacagcgga atttatatag 


240 
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gaatgtgatg 


ttagagaact 


acagtaacct 


ggtcttcctt 


ggtattactg 


tttctaagcc 


300 


agacctgatc 


acctgtctgg 


agcaaggaag 


aaaacctttg 


accatgaaga 


gaaatgagat 


360 


gatagccaaa 


ccctcagtaa 


tgtgttctca 


ttttgcccaa 


gacctttggc 


cagagcagag 


420 


catgaaagat 


tctttccaaa 


aagtggtact 


gagaagatat 


gaaaaatgtg 


aacatgacaa 


480 


tttacagtta 


aaaaaaggat 


gtataagtgt 


ggatgagtgt 


aaggtgcaca 


aagaaggtta 


540 


taatgaactt 


aaccaatgtt 


tgacaactac 


cccaagaaaa 


atatgtcaat 


gtgataaata 


600 


tgtgaaagtc 


cttcatcaat 


ttccaaattc 


aaacggacaa 


aagagaggac 


atactgggaa 


660 


aaaacctttc 


aaatatatag 


aatgtggcaa 


agcttttaag 


cagttctcaa 


ctcttactac 


720 


acataagaaa 


attcatactg 


gagggaaacc 


ctacaaatgt 


gaagaatgtg 


gcaaagcctt 


780 


taaccactct 


tgtagcctta 


ctagacataa 


gaaaattcat 


actggagaga 


aaccctacaa 


840 


atgtgaagaa 


tgtggcaaag 


cctttaagca 


ctcctccact 


cttactacac 


ataagagaaa 


900 


tcatactgga 


gagaaaccct 


acaagtgtga 


taaatgtggc 


aaagccttta 


tgtcatcctc 


960 


aacccttagt 


aaacatgaga 


taattcatac 


ggaaaagaaa 


ccctacaaat 


gtgaagaatg 


1020 


tggcaaagcc 


ttcaaccggt 


cctcaaccct 


tactacacat 


aagataattc 


atactggaga 


1080 


aaaaccctac 


aaatgtgaag 


aatgtgacaa 


agcctttaag 


tactcctata 


cccttactac 


1140 


acataaaaga 


attcatactg 


aagacaaacc 


ctacaaatgt 


gaagaatgtg 


gcaaagcctt 


1200 


taagtactcc 


tctaccctta 


ctacacataa 


gagaattcat 


actggagaga 


aaccctacaa 


1260 


atgtgaagaa 


tgtggcaaag 


ccttcaagcg 


gtcttcagac 


cttactacgc 


ataagataat 


1320 


tcatactgga 


gagaaaccct 


acaaatgtga 


agaatgtggc 


aaagctttta 


agtactcctc 


1380 


taaccttact 


acacataaga 


aaattcatac 


tggagagaga 


ccctacaaat 


gtgaagaatg 


1440 


tggcaaagcc 


ttcaaccagt 


cctcaatcct 


tactacacat 


aggagaattc 


atactggaga 


1500 


gaaattctac 


aaatgtgaag 


aatgtggcaa 


agcttttaag 


tgctcctcta 


accttactac 


1560 


acataagaaa 


attcatactg 


gagagagacc 


ctacaaatgt 


gaagaatgtg 


gcaaagcctt 


1620 


caaccagtcc 


tcaatcctta 


ctacacatga 


gagaatcata 


ctggagagaa 


attctacaaa 


1680 


tgtgaagaat 


gtggcaaagc 


cttcaagcgg 


tcctcacacc 


ttactacaca 


taagataatt 


1740 


catactggag 


agaaattcta 


caaatgtgaa 


gaatgtgaca 


cagcttttaa 


gcatttctct 


1800 


aaccttacta 


cacataagaa 


aattcatact 


ggaaaaaaac 


cctacagatg 


tgaagaatgt 


1860 


ggcaaagcct 


ttaagcactc 


ctctaaactt 


actacacata 


agagatttca 


tactggagag 


1920 


aaaccctaca 


gatgtgaata 


atgtggtaaa 


gcttttcacc 


tatcctcaca 


ccttactgca 


1980 
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cataagataa ttcatactgg agagaaacca 
aaccagccct caatttctaa ctaagaattg 
aatgtgacag acggacactc catctcaaaa 
gagccaccgc gtccggcctc tttttttctt 
tcacccagac tggaatgcag tgacacaatc 
tcaagctatt ctcatgcctc agcctctcaa 
gtctggctaa tttttttttt tttttttttt 
agactggtct cgaactcctg gcctcaagca 
ggattatagg tgtgagccaa tatgtccagc 
aactattgtg catttaatga agcattatta 
tcaaatggtg taagcaaaag atggaagaag 
cactagtaat cactttgcca gtaaactgca 
tttcaatctt ttttcttaat ttattattac 
gtcttataga gaatattttg attcaggcat 
aaggtatctg tcacctctag catttatcct 
ttagttactt ttaaatgtcc aattaaattg 
taataaaaat tatacagaaa tataaataga 
taatcccagc actttggtag gcgacgtcgg 
gcctgtcctg ggccagggat ctctctacaa 
tttagaataa ggaggaggag ggagaagaga 
cgcaccattt ctgtcactca catggaccca 
cctgatgttt gaagagttcc aagttgaagg 
aggggctgct ctccagaaag ctaaaattta 
aaccagccta caagctggca cttgctaaca 
actgtgattg ccacc 



tgtgaatgtg atgaatgggg 


aaaatctttt 


2040 


atatgaaata taaactctac 


aaatataaag 


2100 


agaaagaaaa aagccaggga 


ttacaggcgt 


2160 


ttcttttttt tgagacaaag 


tctcactgtg 


2220 


tcggctcact gaaacctctg 


ccttccaggt 


2280 


gtagctggga ctacagatgt 


gggccaccat 


2340 


ttgtagagac agggtttcgc 


catgttgacg 


2400 


atccacccac ctcaggctct 


caaagtgttg 


2460 


ctaattttat tttatttttt 


accatcttaa 


2520 


tgccactaac tttaacctat 


ccggccttac 


2580 


tatactattt ggtatgtagt 


ggaatgtcat 


2640 


aatgaagaat attgttcccg 


ttagttaaat 


2700 


tatctgtgag tatatagtat 


gtgtatatat 


2760 


acaatatgta gtaattacat 


tagggtaaat 


2820 


ttctaatcca aacagtgtaa 


ttatacactt 


2880 


taattgacta cagggtgatt 


tttatggtca 


2940 


atatgggctg gacgcagtgg 


ctcatgcctg 


3000 


gcagatcatg aggtcaggag 


ttcaagacca 


3060 


gagcccctgc ccctctgttg 


gaggcacagt 


3120 


aaatgtaaag gagggagatc 


tttcccaggc 


3180 


agataaaaga atggccaaac 


cctcacaacc 


3240 


gaaacaaaga agtgtttgat 




3300 


atttcttttt tcctctgagt 


tctgtacttc 


3360 


aatcagaaat atgacaatta 


atgattaaag 


3420 
3435 



<210> 35 
<211> 4932 
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<212> DNA 

<213> Homo sapiens 



<400> 35 



atgatcatgt 


cccctgtcca 


cctgctccag 


ccactatccc 


tctcccactt acagcagaag 


60 


aaagggctgg 


tgagaaaggt 


ggattacagg 


cccacttctg 


ccactgacga gccctatgaa 


120 


tgtggcctac 


acccccttag 


cttcactggg 


tctcagtttc 


cctatctgta tattgggagc 


180 


agttgtgaag 


ctcagaagag 


aaatgtctgt 


gaaaaggtta 


tgaacaggag ggagagtgga 


240 


aaccaacctg 


ctggatcgtg 


tccacagacc 


ctggaatggg 


gccacatgct tggtttgtca 


300 


aattgcagac 


gccggccggg 


tgcgatggct 


catgcctgta 


atcccagcac tttgggaggc 


360 


cgaggcggac 


agatcacttg 


aggtcgggag 


ttcgagacca 


gcctgaccaa catggagaaa 


420 


ccccgtctct 


actgaaaata 


caaaattagc 


caggcatggt 


ggcacatgcc tataatccca 


480 


gctacttggg 


aaggctgagg 


caggagaatc 


acttgaacct 


gggagacgga ggttgtggtg 


540 


agcctagatc 


gtgccattgt 


actccagcct 


gggcaacaag 


agtgaaactc cgtctcaaaa 


600 


aaaaaaaatt 


tgcagacgcc 


atcccatcca 


ggcctttgct 


ttcactgatg aagaaactga 


660 


gatacagaga 


gggcagggca 


cctgttcgga 


gtttatgaaa 


tgccccccca ccattatctt 


720 


tcttgatcat 


ataagaatct 


ggtgaggcaa 


ggtagggcgt 


gatctttatc tctattttat 


780 


cgttttattt 


aagcgggaac 


aggactgctc 


agtggctggg 


ggccttgccc aagatctcca 


840 


agtactgggg 


aaccccaggg 


aggccctggg 


gggtggcagt 


gttcctattt cagccccact 


900 


ctgcttcccc 


ctcccaggat 


atccaggagg 


tgcagggcta 


cgtgctcatc gctcacaacc 


960 


aagtgaggca 


ggtcccactg 


cagaggctgc 


ggattgtgcg 


aggcacccag ctctttgagg 


1020 


acaactatgc 


cctggccgtg 


ctagacaatg 


gagacccgct 


gaacaatacc acccctgtca 


1080 


caggggcctc 


cccaggaggc 


ctgcgggagc 


tgcagcttcg 


aagcctcaca gagatcttga 


1140 


aaggaggggt 


cttgatccag 


cggaaccccc 


agctctgcta 


ccaggacacg attttgtgga 


1200 


aggacatctt 


ccacaagaac 


aaccagctgg 


ctctcacact 


gatagacacc aaccgctctc 


1260 


gggcctgcca 


cccctgttct 


ccgatgtgta 


agggctcccg 


ctgctgggga gagagttctg 


1320 


aggattgtca 


gagcctgacg 


cgcactgtct 


gtgccggtgg 


ctgtgcccgc tgcaaggggc 


1380 


cactgcccac 


tgactgctgc 


catgagcagt 


gtgctgccgg 


ctgcacgggc cccaagcact 


1440 


ctgactgcct 


ggcctgcctc 


cacttcaacc 


acagtggcat 


ctgtgagctg cactgcccag 


1500 
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ccctggtcac 


ctacaacaca 


gacacgtttg 


agtccatgcc 


caatcccgag 


ggccggtata 


1560 


cattcggcgc 


cagctgtgtg 


actgcctgtc 


cctacaacta 


cctttctacg 


gacgtgggat 


1620 


cctgcaccct 


cgtctgcccc 


ctgcacaacc 


aagaggtgac 


agcagaggat 


ggaacacagc 


1680 


ggtgtgagaa 


gtgcagcaag 


ccctgtgccc 


gagtgtgcta 


tggtctgggc 


atggagcact 


1740 


tgcgagaggt 


gagggcagtt 


accagtgcca 


atatccagga 


gtttgctggc 


tgcaagaaga 


1800 


tctttgggag 


cctggcattt 


ctgccggaga 


gctttgatgg 


ggacccagcc 


tccaacactg 


1860 


ccccgctcca 


gccagagcag 


ctccaagtgt 


ttgagactct 


ggaagagatc 


acaggttacc 


1920 


tatacatctc 


agcatggccg 


gacagcctgc 


ctgacctcag 


cgtcttccag 


aacctgcaag 


1980 


taatccgggg 


acgaattctg 


cacaatggcg 


cctactcgct 


gaccctgcaa 


gggctgggca 


2040 


tcagctggct 


ggggctgcgc 


tcactgaggg 


aactgggcag 


tggactggcc 


ctcatccacc 


2100 


ataacaccca 


cctctgcttc 


gtgcacacgg 


tgccctggga 


ccagctcttt 


cggaacccgc 


2160 


accaagctct 


gctccacact 


gccaaccggc 


cagaggacga 


gtgtggtaag 


acagggagcc 


2220 


cagtgtgcgc 


actccccatc 


tgccagcaca 


cagcagtgcc 


cagggggccc 


tggcagcagc 


2280 


gttcttggac 


ttgtgcagac 


tgcccgtctc 


tgtgcaccct 


tcttgactca 


gcacagctct 


2340 


ggctggcttg 


gcctcttggc 


atggcttctc 


tagctgggtc 


ctacctgcct 


tggcatcctt 


2400 


ccctccccct 


ctgtttctga 


aatctcagaa 


ctcttcctct 


ccctacatcg 


gccccacctg 


2460 


tccccacccc 


tccagcccac 


agccatgccc 


acagccagtt 


ccctggttca 


cttggacctg 


2520 


gggcctcccc 


taaaagtccc 


ctgcggtccc 


ttcctcctca 


ctgcagtggg 


cgagggcctg 


2580 


gcctgccacc 


agctgtgcgc 


ccgagggcac 


tgctggggtc 


cagggcccac 


ccagtgtgtc 


2640 


aactgcagcc 


agttccttcg 


gggccaggag 


tgcgtggagg 


aatgccgagt 


actgcagggg 


2700 


tatgaggggc 


ggaggagagg 


gtggctggag 


gggtgcatgg 


ggctcctctc 


agaccccctc 


2760 


accactgtcc 


cttctctcag 


gctccccagg 


gagtatgtga 


atgccaggca 


ctgtttgccg 


2820 


tgccaccctg 


agtgtcagcc 


ccagaatggc 


tcagtgacct 


gttttggacc 


ggaggctgac 


2880 


cagtgtgtgg 


cctgtgccca 


ctataaggac 


cctcccttct 


gcgtggcccg 


ctgccccagc 


2940 


ggtgtgaaac 


ctgacctctc 


ctacatgccc 


atctggaagt 


ttccagatga 


ggagggcgca 


3000 


tgccagcctt 


gccccatcaa 


ctgcacccac 


tcctgtgtgg 


acctggatga 


caagggctgc 


3060 


cccgccgagc 


agagagccaa 


ccctctgacg 


tccatcgtct 


ctgcggtggt 


tggcattctg 


3120 


ctggtcgtgg 


tcttgggggt 


ggtctttggg 


atcctcatca 


agcgacggca 


gcagaagatc 


3180 


cggaagtaca 


cgatgcggag 


actgctgcag 


gaaacggagc 


tggtggagcc 


gctgacacct 


3240 
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agcggagcga 


tgcccaacca 


ggcgcagatg 


gtgaaggtgc 


ttggatctgg 


cgcttttggc 


ggggagaatg 


tgaaaattcc 


agtggccatc 


gccaacaaag 


aaatcttaga 


cgaagcatac 


tcccgccttc 


tgggcatctg 


cctgacatcc 


tatggctgcc 


tcttagacca 


tgtccgggaa 


ctgaactggt 


gtatgcagat 


tgccaagggg 


cacagggact 


tggccgctcg 


gaacgtgctg 


gacttcgggc 


tggctcggct 


gctggacatt 


aaggttaggt 


gaaggaccaa 


ggagcagagg 


gagaactctg 


agtggccacc 


tccccacaac 


cccaggtgcc 


catcaagtgg 


atggcgctgg 


agagtgatgt 


gtggagttat 


ggtgtgtgat 


catggctgga 


gggaggatga 


gagctgggat 


gaagggaggg 


aaggggctgc 


ctgtgcccca 


agggaaagac 


cgggtagggt 


ctgtctcctg 


atgctagact 


cctgagcaga 


acctctggct 


actcctgacc 


ctgtctctgc 


cttaggtgtg 


aaaccttacg 


atgggatccc 


agcccgggag 


ctgccccagc 


cccccatctg 


caccattgat 


ctgagctgtg 


ctggctgcct 


ggaggagggt 


ggcatgaaag 


gggaccagga 


tgtatgtaga 


aaaccttctt 


gtatcccttt 


tacagtcaaa 


tacaaaatta 


agctgggcac 


agtggctcat 


ggtgggagga 


tcccttgaag 


ccaggagttc 


tatctctaca 


aaaaataaaa 


aaattatctg 


tactcaggag 


aggctgaggc 


aggaagatca 


atgattgcac 


cactgaaatc 


cagcctgggt 


aaaaagcaaa 


ac 





cggatcctga 


aagagacgga 


gctgaggaag 


3300 


acagtctaca 


agggcatctg 


gatccctgat 


3360 


aaagtgttga 


gggaaaacac 


atcccccaaa 


3420 


gtgatggctg 


gtgtgggctc 


cccatatgtc 


3480 


acggtgcagc 


tggtgacaca 


gcttatgccc 


3540 


aaccgcggac 


gcctgggctc 


ccaggacctg 


3600 


atgagctacc 


tggaggatgt 


gcggctcgta 


3660 


gtcaagagtc 


ccaaccatgt 


caaaattaca 


3720 


gacgagacag 


agtaccatgc 


agatgggggc 


3780 


aggctgggtg 


gagtggtgtc 


tagcccatgg 


3840 


acacagttgg 


aggacttcct 


cttctgccct 


3900 


agtccattct 


ccgccggcgg 


ttcacccacc 


3960 


ggggggtgtt 


gggaggggtg 


ggtgaggagc 


4020 


ggggagaatt 


acggggccac 


ctcagcatgt 


4080 


ccttgcaggg 


tctgtgcact 


tcccaggatt 


4140 


gcatcacatc 


tccccctgct 


acctgccatg 


4200 


cagtacacta 


aagctccctc 


tggccctccc 


4260 


actgtgtggg 


agctgatgac 


ttttggggcc 


4320 


atccctgacc 


tgctggaaaa 


gggggagcgg 


4380 


gtctacatga 


tcatggtcaa 


atgtgcgtgg 


4440 


gggaggtcct 


gggtggagga 


gcccacaagg 


4500 


cccaggagcc 


ctagtatgtt 


aggagcctca 


4560 


gtccaaagcc 


actcttgagg 


aacactcttg 


4620 


gcctgtaatc 


ccagtacttt 


tggaggctga 


4680 


aagaccagcc 


tgggcaacat 


agtgagatcc 


4740 


ggtgtRgtgg 


tgtgtgccag 


tagtcccagc 


4800 


cttgagccta 


gtttaaggtt 


gcagtaagct 


4860 


gacagagcga 


aacctcatct 


caaaaaaata 


4920 
4932 
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<210> 36 
<211> 2404 
<212> DNA 

<213> Homo sapiens 



<400> 36 

cgttccttcg cacgtgcctc tgcgggattc 
actgaagaaa agccggggaa tgcaaggaga 
taacgacctg cctggcaggg accgactacc 
ggcatccacc agtgcctccc cgcgcttgct 
ctcttatcct gaatcctcgc tcccactgca 
ggccaaattt gagtccctct ttaggacgta 
gagcttcaaa cgagtcagaa taaacttcag 
ccagctgcat aagactgagt ttctgggaaa 
acacatagga agctcacacc tggctccgcc 
tcccgcctct ccgccagtgg gatggaaaca 
tgatctctta tatgccatca ccaagctggg 
gactgacacc actcccagcg tggtggtcca 
agaagaggaa atggaaagaa tgaggagacc 
ggagtacacg ccgatccacc tcagctgaac 
tactcacggg aggaatcttt tactgtggag 
agccgagatc ggggtggcag aaatcccagt 
gtccccttgt tctaatgctg cacaccagtt 
ccaatcactg agtttgtggt gatcgcacaa 
taatgatagt gttttgtact tgttcttttc 
tgatcagtga gctcaggaga gagcttcctg 
actggtagga agaggtacca caggaagccg 



ctcgtgggaa 


agtctcagaa atgtccctaa 


60 


gcaaggtcgt 


aggttgttcc gactgctcct 


120 


ctgctcctac 


ccgcagcccc atgtggagca 


180 


agcagtgaac 


attcctgaag acactctcct 


240 


gagacactgc 


gccttccata ggttctccaa 


300 


tgacaaggac 


atcacctttc agtattttaa 


360 


caaccccttc 


tccgcagcag atgccaggct 


420 


ggaaatgaag 


ttatattttg ctcagacctt 


. 480 


aaatccagac 


aagcagtttc tgatctcccc 


540 


agtggaagat 


gcgaccccag tcataaacta 


600 


gccaggggaa 


aagtatgaat tgcacgcagc 


660 


tgtatgtgag 


agtgatcaag agaaggagga 


720 


taagccaaaa 


attatccaga ccaggaggcc 


780 


tggcacgcga 


cgaggacgca ttccaaatca 


840 


gtggctggtc 


acgacttctt cggaggtggc 


900 


tcatgttgct 


cagaagagaa tcaaggccgt 


960 


actgttcatg 


gcacccggga atgacttggg 


1020 


ggacatttgg 


gactgtcttg agaaaacaga 


1080 


tggtaggttc 


tgtctgtgcc aagggcaggt 


1140 


tttctaagtg 


gcctgcaggg gccactctct 


1200 


cctagtgcag 


agaggttgtg aaaacagcag 


1260 
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caatgcaatg tggaaattgt agcgtttcct ttcttccctc atgttctcat gtttgtgcat 1320 

gtatattact gatttacaag actaaccttt gttcgtatat aaagttacac cgttgttgtt 1380 

ttacatcttt tgggaagcca ggaaagcgtt tggaaaacgt atcacctttc ccagattctc 1440 

ggattctcga ctctttgcaa cagcacttgc ttgcggaact cttcctggaa tgcattcact 1500 

cagcatcccc aaccgtgcaa cgtgtaactt gtgcttttgc aaaagaagtt gatctgaaat 1560 

tcctctgtag aatttagctt atacaattca gagaatagca gtttcactgc caacttttag 1620 

tgggtgagaa attttagttt aggtgtttgg gatcggacct cagtttctgt tgtttctttt 1680 

atgtggtggt ttctatacat gaatcatagc caaaaacttt tttggaaact gttggttgag 1740 

atagttggtt cttttacccc acgaagacat caagatacac ttgtaaataa agctgatagc 1800 

atatattcat acctgttgta cacttgggtg aaaagtatgg cagtgggaga ctaagatgta 1860 

ttaacctacc tgtgaatcat atgttgtagg aaaagctgtt cccatgtcta acaggacttg 1920 

aattcaaagc atgtcaagtg gatagtagat ctgtggcgat atgagaggga tgcagtgcct 1980 

ttccccattc attcctgatg gaattgttat actaggttaa catttgtaat ttttttctag 2040 

ttgtaatgtg tatgtctggt aaataggtat tatattttgg ccttacaata ccgtaacaat 2100 

gtttgtcatt ttgaaatact taatgccaag taacaatgca tgctttggaa atttggaaga 2160 

tggttttatt ctttgagaag caaatatgtt tgcattaaat gctttgattg ttcatatcaa 2220 

gaaattgatt gaacgttctc aaaccctgtt tacggtactt ggtaagaggg agccggtttg 2280 

ggagagacca ttgcatcgct gtccaagtgt ttcttgttaa gtgcttttaa actggagagg 2340 

ctaacctcaa aatatttttt ttaactgcat tctataataa atgggcacag tatgctcctt 2400 

acag 2404 

<210> 37 
<211> 1670 
<212> DNA 

<213> Homo sapiens 
<400> 37 

tttggtttaa aatcgtgatc ccagattatt catttaaagc aagtatatgg ctttgttttt 60 
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tggtctgttt 


tttgtttttg 


agacagagtc 


tcgctctgtt 


accaaggctg 


gagtgcagtg 


120 


gcgcgatctc 


agttcattgc 


agcctccgcc 


tcctgagttc 


aagcaattat 


tgtgtcccag 


180 


tctcctgagt 


tgctgggatt 


acaggcacac 


aacactacat 


ccggctaaaa 


tttttgtatt 


240 


tttagtagag 


acagagtttc 


gccatgttgg 


ccaggctggt 


cttgaactcc 


tgaccccaag 


300 


tgatctgcct 


gccgcagtct 


ctcaaagtat 


tgggactaca 


ggcatgagcc 


accatgcctg 


360 


gctgaaagca 


agtatataac 


tttgaagagt 


atctggatac 


ttaacgttta 


atgagtgcac 


420 


tagacaagtt 


gtcatggaag 


caaagttaaa 


tcctaagtcc 


gagttggaag 


caccatgggt 


480 


ggagctggtc 


aatatactgc 


ctaacactgt 


ccagctatga 


taatctgcat 


ggatctctgc 


540 


taggagacct 


aaccagtcat 


ggggacatct 


ttgaataaac 


cagtcagggc 


agacgtacct 


600 


ttggacaatg 


ccagtgctac 


acgaatgaat 


ttttttaatt 


ttttgtatta 


tagagacagg 


660 


gtctctgttg 


cccaggctgg 


agtgcagtga 


cacaattgta 


gctcactgca 


gcctgcaatt 


720 


cctgggttca 


agagaccctc 


ccacctcagt 


ctcccaagta 


gctgagacta 


caggcactca 


780 


ccacctcatc 


cagctaatat 


tttagtttgt 


agagatggag 


gtcttgctat 


gttgcccagg 


840 


ccggtctcaa 


actcctggcc 


tcctgaagta 


ctgggattac 


aggtgtgagc 


cactgcactt 


900 


ggccctacac 


cgatgaattt 


tttttttttt 


ttttttatag 


ggacagagtc 


ttgctctgtc 


960 


acccagggtg 


gagtgcagtg 


agctatgagg 


gtgcctctgt 


gctccatcct 


aggcaacaga 


1020 


gtgagacgct 


gtttaaaaag 


gaaaaaatcc 


ttccctagag 


ctagtatcct 


aaagctgcag 


1080 


agctagccca 


gacctcattg 


gtttccttgt 


ccttggggtg 


cttttcctga 


atctttgggg 


1140 


gtgaagggag 


tgttgctccc 


agtccagagg 


cctgattctg 


ttcggactgg 


gttctcaaga 


1200 


cacgaccagg 


ttctcaagac 


acgagtcccc 


ttgttcctcc 


ccattaaagg 


gggtttgtca 


1260 


gaagcaagaa 


cagcccctct 


ccccagtcac 


agcctgaagg 


gaggccccga 


gage t tec tc 


1320 


cttcccccca 


cctgctcctt 


accttctctg 


ccctgctttt 


tagaactgca 


gttcattgtt 


1380 


ttaagggatt 


gggggaggga 


gcctggggac 


acaaaccttt 


tatacaatac 


aaagctttgc 


1440 


tttttttttt 


tttttcttcc 


ttttcccttt 


ctcggttctc 


ttctctcctc 


tgaatggctg 


1500 


aagacccctc 


tgccgaggga 


ggttggggat 


tgtgggacaa 


ggtcccttgg 


tgctgatggc 


1560 


ctgaaggggc 


ctgagctgtg 


ggcagatgca 


gttttctgtg 


ggcttgggga 


acctctcacg 


1620 


ttgctgtgtc 


ctggtgagca 


gcccgaccaa 


taaacctgct 


tttctaaaag 




1670 
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<210> 38 
<211> 2682 
<212> DNA 



<213> Homo 


sapiens 










<400> 38 












cgctcgccct 


ggggccgctc 


agggagccgg 


gacgcgctgc 


ctgggctccg cgcagccgat 


60 


gacattctga 


gttcttcctc 


tccataccgg 


gctccacgtc 


tcctgtcttc tttacctgat 


120 


ccacaggacc 


cctcaacttt 


cctgtaaggg 


aggctctatt 


accccgtttt tcagagacga 


180 


gaggtagggc 


tcagagaggt 


ttagttactt 


tccaagatca 


cacagccagt cagggcagag 


240 


ccgggacaca 


accctgtgtc 


tctggcggtg 


gctctatgga 


ctcggcccct ctgttcccca 


300 


ggccccacct 


cttccagaac 


ctcctgctct 


tcctgtgggc 


cctgctgaac tgtggtttgg 


360 


gggtcagtgc 


tcagggtccg 


ggcgagtgga 


ccccgtgggt 


gtcctggacc cgctgctcca 


420 


gctcctgcgg 


gcgtggcgtc 


tccgtgcgca 


gccggcgctg 


cctccggctt cctggggaag 


480 


aaccgtgctg 


gggagactcc 


catgagtacc 


gcctctgcca 


gttgccagac tgccccccag 


540 


gggctgtgcc 


cttccgagac 


ctacagtgtg 


ccctgtacaa 


tggccgccct gtcctgggca 


600 


cccagaagac 


ctaccagtgg 


gtgcccttcc 


atggggcgcc 


caaccagtgc gacctcaact 


660 


gcctggctga 


ggggcacgcc 


ttctaccaca 


gcttcggccg 


cgtcctggac ggcaccgcct 


720 


gcagcccggg 


tgcccagggg 


gtctgcgtgg 


ctggccgctg 


ccttagcgcc ggctgtgatg 


780 


ggttgttggg 


ctcgggtgcc 


ctcgaggacc 


gctgtggccg 


ctgcggaggc gccgacgact 


840 


cgtgcctttt 


cgtgcagcgc 


gtgtttcgtg 


acgccggtgc 


cttcgctggg tactggaacg 


900 


tgaccctgat 


ccccgagggc 


gccagacaca 


tccgcgtgga 


acacaggagc cgcaaccacc 


960 


tggcactgat 


ggggggcgat 


gggcgctacg 


tgcttaatgg 


gcactgggtg gtcagcccac 


1020 


cagggaccta 


cgaggcggcc 


ggcacgcatg 


tggtctacac 


ccgagacaca gggccccagg 


1080 


agacattgca 


agcagccggg 


cccacctccc 


atgacctgct 


cctacaggtc ctcctgcagg 


1140 


agcccaaccc 


tggcatcgag 


tttgagttct 


ggctccctcg 


ggagcgctac agccccttcc 


1200 


aggctcgtgt 


gcaggccctg 


ggctggcccc 


tgaggcagcc 


tcagccccgg ggggtggagc 


1260 


ctcagccccc 


cgcagcccct 


gctgtcaccc 


ctgcacagac 


cccaacgctg gccccagacc 


1320 


cctgcccacc 


ctgccctgac 


acccgcggcc 


gcgcccaccg 


actactccac tattgcggca 


1380 
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gtgactttgt 


gttccaggcc 


cgagtgctgg gccaccacca ccaggcccag 


gagacccgct 


1440 


atgaggtgcg 


catccagctc 


gtctacaaga accgctcgcc actgcgggca 


cgcgagtacg 


1500 


tgtgggcgcc 


aggccactgc 


ccctgcccga tgctggcacc ccaccgggac 


tacctgatgg 


1560 


ctgtccagcg 


tcttgtcagc 


cccgacggca cacaggacca gctgctgctg 


ccccacgccg 


1620 


gctacgcccg 


gccctggagc 


cctgcggagg acagccgcat acgcctgact 


gcccggcgct 


1680 


gtcctggctg 


agcccctgca 


ggagccccgg ccacacacag caagaaagat 


acatctgacc 


1740 


agcctcaacg 


tcaacgtatt 


tcccctctca ccctggcttc caggcagctc 


tgaaatacgt 


1800 


cccacctgtg 


cagctatgtg 


actccctccc acacacgctt aagacacctc 


tgcatgcagt 


1860 


caaagccact 


gtcacaagcc 


ggcaggcact ggtgaggagg cactaaggag 


actctgactt 


1920 


ttatttcgcc 


tctctccttg 


gctgccagga agctcatagc tatttatact 


cagaaagttt 


1980 


aacgctgctt 


tctttctctt 


tgcgcgcgtc acacttgctt ggagacactg 


tcatgaacga 


2040 


gcatgacacc 


ctgctgccct 


gggtacccag aagatcatct gtt tact tec 


cagacactgt 


2100 


gctgtctctg 


ctctctgcta 


ctcacacaca ccctcatgtg tgaagggcag 


agacactgtc 


2160 


acaaacaggc 


atgcccctta 


gaagacatgc ctaaccaggc actgtaacgt 


accaacgtac 


2220 


caatttcccc 


ttttcccctg 


gctaccagga aacteggaga caatcttttc 


agcctcagca 


2280 


tttctggctg 


gatttccacc 


catcaacacg tgcttgctcc tccttttttt 


ttttttctga 


2340 


ggtagaccct 


tgctctgtca 


cctaggctga agtgcggtgg tgcaatcatg 


gctcactgca 


2400 


gcctcaaatt 


cctgggctca 


agcgatcctc ccacctcagc ctccacagca 


gctggaactc 


2460 


caggtgtgaa 


tcaccatgcc 


eggctaaett ttaaattttt tgtagagatg 


gggtcttget 


2520 


acgttgccca 


cactgctctc 


caactactgg cctcaaacga tcctcctgcc 


tcggcctccc 


2580 


aaagcactgg 


aatttcaggc 


atgeactate gtactggctg ttcacccccc 


ttttattcct 


2640 


ctttaatttt 


tacaagcact 


ttttaaaaaa aaattttact tt 




2682 
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<400> 39 






tttctgtatt 


ccgggttctt 


gccttggtgt 


gagaatgagt 


gcaacgtttt 


attgagtgga 


gggagatggt 


tttcccctgg 


agttgggctt 


ctggccaaac 


tccaccttgt 


cctgccggtc 


gtgtgctgtt 


ctgctggcgt 


gctcctcttg 


tgttcctcac 


aatgtccagc 


cgctcgtgtg 


gcccaggatt 


ggggcatggc 


aggccaaggt 


aaagcaggag 


tgcctatcct 


cacctagatc 


cctttctcta 


cccagcactt 


cccctcccgc 


tcccttccca 


gcactcccat 


atcaatagca 


gagtgaaatc 


tctccatagt 


tagagcacat 


tcatgatacc 


agctgaagac 


atcaatacca 


aggatttgct 


tggtaatata 


gtaagtagca 


tccactgggc 


gccttacaag 


ctggataagt 


tatggcactc 


gctccccaac 


ctgaggctca 


ttcgaattca 


aagaaaaaaa 


ccacacccaa 


attaagtcag 


aattaaacaa 


taataaaaca 


cagaattact 


atttctttga 


gaataatata 


agatatccta 


caagagttta 


aaaattactc 


gttggctgat 


atcaactagc 


ttaagatgta 


aattccagca 


ctttgggagg 


ccaaggatca 


gcgacatagc 


gagaccccca 


tctccacaaa 


ttgtcccagc 


tgcttgggag 


gctgatgtgg 


tgcagtgagc 


tgtgattgcg 


ccactgcttt 


tccaggggca 


ggaaaaagat 


gtattttatc 


tctatcatga 


aagataagag 


aaaatttacc 


catctaaatg 


ctttggtaga 


acaatattaa 


acaaatgaat 


caaggactgt 


gtcacaattt 



accagaagaa 


tccgatcacc 


cgtgggctag 


60 


agtagctctc 


atctgatggt 


ggaatcagca 


120 


ctaggtggcc 


ccgtctcttc 


tctgactgcc 


180 


aatggcctgc 


cagcatgcca 


gtgcctctcg 


240 


acgaccagct 


gcttgggtct 


tccaccgaag 


300 


tctgcccact 


agggtctcgg 


gtttttatag 


360 


ggtcttggaa 


aatggtaaca 


tttgggcatg 


420 


tgtgggggtg 


gagccctagc 


cagggaccca 


480 


tttccgtatc 


attttacggg 


accacactct 


540 


cataaaacct 


ttagttctac 


tgaaaatttg 


600 


gtactatttg 


gtaagcttac 


ccttggtaat 


660 


ataagtgaga 


agattcttgc 


caagggtgga 


720 


ttcagtctca 


gagttgggtc 


ctgcaggact 


780 


ggtactccgg 


gggtcccata 


aatgatgacg 


840 


gagcgccggt 


cataagtcag 


cattttccta 


900 


atactgttat 


ggaagccatc 


tttctcacaa 


960 


atgaaaaaac 


tacaaaagac 


aatttcaaaa 


1020 


tatacatttt 


gcttagttga 


caccaagtgt 


1080 


tgtaaatcac 


tgttacctgg 


aaaataatga 


1140 


ttttaggtgg 


gagtggtggc 


tcgtgcctgt 


1200 


cctgagccca 


ggagtttgag 


accagcttgg 


1260 


aaaattagcc 


accataatgg 


tgcacgcctg 


1320 


gaggttcgct 


tgggcctggg 


aggtcggggc 


1380 


ccagtctggg 


cgacagagtg 


agaccctgcc 


1440 


ccctaagaat 


gagaactaac 


tatcattaaa 


1500 


tggttaaact 


atctgattcc 


agaatgattc 


1560 


ggactaccta 


gtgattttga 


tgtgggaaaa 


1620 


ctttgcataa 


gtttctgaag 


gaaagcccaa 


1680 
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aagaggattt 


cctcttcaca 


tcttacgaag 


tatgagggaa 


tattcactaa 


ctttcagtga 


1740 


ggcttcatgt 


gcgcaggtaa 


agaaacaatt 


ttgtgtctgt 


gtctatggac 


tgtcttttca 


1800 


tttgggtctt 


ctagacctgt 


gcagaatctc 


aggactatcc 


tggcaaggta 


ctgagggtat 


1860 


cattaccttg 


taagttcaag 


ggctggcaca 


caagctcctg 


gtttataaga 


aaaacttcct 


1920 


ctgtattcct 


tggcaaagat 


aaagtcttgt 


atgctggcct 


ttccttccag 


aagcttcata 


1980 


cattgtcgct 


gaacatactg 


tttaattaga 


cttatatctc 


tcgtttcaaa 


tagcagcttt 


2040 


agagaacgct 


caagtatctt 


aaaacaaaaa 


agatatgcaa 


gtaaagataa 


aatatctcct 


2100 


agtatgtttc 


accattgtta 


ttacactttc 


aattatgtaa 


ctactgggta 


acctgctaac 


2160 


ctacctaaat 


aatctgttac 


ttacaatgat 


gggataataa 


aattattaaa 


aattgaaagt 


2220 


tatttgagac 


tttagagagc 


ttgctatttc 


taaaaataga 


atatcatgta 


gtttaaggaa 


2280 


aaccatgtgg 


aatgacatgc 


aaattaacat 


ttgttatgtg 


ataagcaaca 


taaaacacgt 


2340 


taagtttttt 


ttttttaata 


gtcgaagcct 


ctaggtacaa 


gaaaccagac 


acgatttcat 


2400 


gtattgtttt 


tttatttacc 


agtatagaaa 


gggtcctgat 


tcagtcacag 


gaaacacaga 


2460 


gaagtttaaa 


gatcaccagg 


cagtcaaatc 


aaaatcagcc 


tttttgactt 


tttataaaaa 


2520 


tgttgataaa 


taactatgac 


agaattttct 


gtgttggaaa 


tttctactag 


gaaataacca 


2580 


gcatgcagtg 


gatttatgta 


agattaattt 


tttttttttt 


tttgagacgg 


agtcttgctc 


2640 


tgtcgctcag 


gctggggtgc 


ggtggcgtga 


tctcggctca 


ctgcagcctc 


tgcctcccgg 


2700 


gttcaagcga 


ctctcctgcc 


tcagcctccc 


gagtagctgg 


gactacaggc 


gtgtgccacc 


2760 


acgcccggct 


aattttttgt 


tttagtggag 


atggggtttc 


gccgtgttgg 


ccgggatggt 


2820 


ctcgatctcc 


tgacctcatg 


atccgcccgc 


ctcggcctcc 


caaagtgctg 


ggattatagg 


2880 


cgtgagccac 


cgtgcccggc 


caagtagatt 


aagttagttc 


taggtgaaag 


ctctgtgtct 


2940 


tattctgaat 


actggaacca 


atggatattt 


atacaataag 


cttattaatt 


tagcttgagt 


3000 


acaattctgc 


ctacagagaa 


agaaggtact 


ggattatatc 


tcttccagaa 


atagtgctga 


3060 


aaaaaatccc 


aaattcacat 


aatattatat 


atatgacata 


atatattgat 


aatattcaat 


3120 


ccactatgct 


tttaatgctc 


tcatcaaaca 


gtatatagaa 


tgctattccc 


atttatacca 


3180 


tttatttttg 


ttttgctata 


gaaggagtct 


aggcccgaat 


aaagaaaaag 


ccaaaaaata 


3240 


tcagggttat 


tatggttgag 


aaatttgagt 


aatttatagc 


taattgtttg 


gaaatcttcc 


3300 


taatttgtat 


ttgataatcc 


aaataaatga 


aagttcagtt 


aatctggaat 


ggattatgtt 


3360 


tctctctttt 


tattttgatg 


gagtctcact 


ctcttgccca 


ggctgagtgc 


agtgttgtga 


3420 
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tcttggctgt ctgcagcctc ctcctcccgg 
gagtagctgg gattacaggc atgcgccacc 
agatggggtt tcactacgtt ggccaggctg 
ctgccttggc ctcccaaagt gctgggatta 
gtcttgttta tcctgctctg ctttcaggag 
gcaataggca ggaaactctc atgtattgct 
tgggaggaag tcagaaactt aaggactaaa 
attctagcta ctcgggaggc tgaggcagaa 
cggtgagcca ggattggact actgcactcc 
aaacaaacaa aaacaaaata agacactaca 
cctatagtta tattaattat ataggctata 
agttacattt tcaccagaca ctttagccac 
aaaccttacc ttagaaacag cagggcagga 
atcaaatact gggtccttct gatccagtgt 
tgtttgtaaa acacagggca aatatacctg 



gttcaagtga 


ttctcacacc 


tcagtctccc 


3480 


acacccggat 


aatttttgta 


tttctggtgg 


3540 


gtctcgaact 


cctgatctca 


agtgatctgc 


3600 


caggcgtgag 


ccaccacacc 


gggtctgttt 


3660 


ttgttacact 


atgacatata 


tgatctccag 


3720 


ttttagtaat 


ttttgataaa 


acgtaaggta 


3780 


atcaaataag 


ttgtttttat 


tagaaataaa 


3840 


ggattgcttg 


agctcgggag 


gtcagggctg 


3900 


agcctgggtg 


acaaagtgag 


accctgtctc 


3960 


aataaaattc 


tcaaaattca 


tgtagttact 


4020 


gttccttcac 


ctagatgcat 


gtttaagggt 


4080 


ttatttctta 


cagatgaaga 


caagatagat 


4140 


atctcttctg 


actgtttcta 


ttccttttgc 


4200 


ttcatacatg 


taacccacat 


acctcttttt 


4260 


tggtaaaatt 


aataaaatgc 


ctctt . 


4315 



<210> 40 

<211> 685 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Val Leu Val Leu His His He Leu He Ala Val Val Gin Phe Leu 

15 10 15 

Arg Arg Gly Gin Gin Val Phe Leu Lys Pro Asp Glu Pro Pro Pro Pro 

20 25 30 

Pro Gin Pro Cys Ala Asp Ser Leu Gin Asp Ala Leu Leu Ser Leu Gly 
35 40 45 
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Ser Val He Asp lie Ser Gly Leu Gin Arg Ala Val Lys Glu Ala Leu 

50 55 60 

Ser Ala Val Leu Pro Arg Val Glu Thr Val Tyr Thr Tyr Leu Leu Asp 
65 70 75 80 

Gly Glu Ser Gin Leu Val Cys Glu Asp Pro Pro His Glu Leu Pro Gin 

85 90 95 

Glu Gly Lys Val Arg Phe Thr Asp Glu Asp Glu His Val He Gin His 

100 105 110 

Cys Phe His Tyr Thr Ser Thr Val Leu Thr Ser Thr Leu Ala Phe Gin 

115 120 125 

Lys Glu Gin Lys Leu Lys Cys Glu Cys Gin Ala Leu Leu Gin Val Ala 

130 135 140 

Lys Asn Leu Phe Thr His Leu Asp Asp Val Ser Val Leu Leu Gin Glu 
145 150 155 160 

He He Thr Glu Ala Arg Asn Leu Ser Asn Ala Glu He Cys Ser Val 

165 170 175 

Phe Leu Leu Asp Gin Asn Glu Leu Val Ala Lys Val Phe Asp Gly Gly 

180 185 190 

Val Val Asp Asp Glu Ser Tyr Glu He Arg He Pro Ala Asp Gin Gly 

195 200 205 

He Ala Gly His Val Ala Thr Thr Gly Gin He Leu Asn He Pro Asp 

210 215 220 

Ala Tyr Ala His Pro Leu Phe Tyr Arg Gly Val Asp Asp Ser Thr Gly 
225 230 235 240 

Phe Arg Thr Arg Asn He Leu Cys Phe Pro He Lys Asn Glu Asn Gin 

245 250 255 

Glu Val He Gly Val Ala Glu Leu Val Asn Lys He Asn Gly Pro Trp 

260 265 270 

Phe Ser Lys Phe Asp Glu Asp Leu Ala Thr Ala Phe Ser He Tyr Cys 
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275 280' 285 

Gly He Ser He Ala His Ser Leu Leu Tyr Lys Lys Val Asn Glu Ala 

290 295 300 

Gin Tyr Arg Ser His Leu Ala Asn Glu Met Met Met Tyr His Met Lys 
305 310 315 320 

Val Ser Asp Asp Glu Tyr Thr Lys Leu Leu His Asp Gly He Gin Pro 

325 330 335 

Val Ala Ala He Asp Ser Asn Phe Ala Ser Phe Thr Tyr Thr Pro Arg 

340 345 350 

Ser Leu Pro Glu Asp Asp Thr Ser Met Ala He Leu Ser Met Leu Gin 

355 360 365 

Asp Met Asn Phe He Asn Asn Tyr Lys He Asp Cys Pro Thr Leu Ala 

370 375 380 

Arg Phe Cys Leu Met Val Lys Lys Gly Tyr Arg Asp Pro Pro Tyr His 
385 390 395 400 

Asn Trp Met His Ala Phe Ser Val Ser His Phe Cys Tyr Leu Leu Tyr 

405 410 415 

Lys Asn Leu Glu Leu Thr Asn Tyr Leu Glu Asp He Glu He Phe Ala 

420 425 430 

Leu Phe He Ser Cys Met Cys His Asp Leu Asp His Arg Gly Thr Asn 

435 440 445 

Asn Ser Phe Gin Val Ala Ser Lys Ser Val Leu Ala Ala Leu Tyr Ser 

450 455 460 

Ser Glu Gly Ser Val Met Glu Arg His His Phe Ala Gin Ala He Ala 
465 470 475 480 

He Leu Asn Thr His Gly Cys Asn He Phe Asp His Phe Ser Arg Lys 

485 490 495 

Asp Tyr Gin Arg Met Leu Asp Leu Met Arg Asp He He Leu Ala Thr 
500 505 510 
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Asp Leu Ala His His Leu Arg He Phe Lys Asp Leu Gin Lys Met Ala 

515 520 525 

Glu Val Gly Tyr Asp Arg Asn Asn Lys Gin His His Arg Leu Leu Leu 

530 535 540 

Cys Leu Leu Met Thr Ser Cys Asp Leu Ser Asp Gin Thr Lys Gly Trp 
545 550 555 560 

Lys Thr Thr Arg Lys He Ala Glu Leu He Tyr Lys Glu Phe Phe Ser 

565 570 575 

Gin Gly Asp Leu Glu Lys Ala Met Gly Asn Arg Pro Met Glu Met Met 

580 585 590 

Asp Arg Glu Lys Ala Tyr He Pro Glu Leu Gin He Ser Phe Met Glu 

595 600 605 

His He Ala Met Pro He Tyr Lys Leu Leu Gin Asp Leu Phe Pro Lys 

610 615 620 

Ala Ala Glu Leu Tyr Glu Arg Val Ala Ser Asn Arg Glu His Trp Thr 
625 630 635 640 

Lys Val Ser His Lys Phe Thr He Arg Gly Leu Pro Ser Asn Asn Ser 

645 650 655 

Leu Asp Phe Leu Asp Glu Glu Tyr Glu Val Pro Asp Leu Asp Gly Thr 

660 665 670 

Arg Ala Pro He Asn Gly Cys Cys Ser Leu Asp Ala Glu 
675 680 685 



<210> 41 

<211> 563 

<212> PRT 

<213> Homo sapiens 
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<400> 41 

Met Gly Pro Leu Thr Phe Met Asp Val Ala He Glu Phe Ser Leu Glu 

15 10 15 

Glu Trp Gin Cys Leu Asp Thr Ala Gin Gin Asn Leu Tyr Arg Asn Val 

20 25 30 

Met Leu Glu Asn Tyr Arg Asn Leu Val Phe Leu Gly He Ala Val Ser 

35 40 45 

Asn Leu Asp Leu He Thr Cys Leu Glu Gin Gly Lys Glu Pro Trp Asn 

50 55 60 

Met Lys Arg His Glu Met Val Ala Lys Pro Pro Ala Met Cys Ser His 
65 70 75 80 

Phe Ala Lys Asp Leu Arg Pro Glu Gin Tyr He Lys Asn Ser Phe Gin 

85 90 95 

Gin Val He Leu Arg Arg Tyr Gly Lys Cys Gly Tyr Gin Lys Gly Cys 

100 105 110 

Lys Ser Val Asp Glu His Lys Leu His Lys Gly Gly His Lys Gly Leu 

115 120 125 

Asn Gin Cys Val Thr Thr Thr Gin Ser Lys He Val Gin Cys Asp Lys 

130 135 140 

Tyr Val Lys Val Phe His Lys Tyr Ser Asn Ala Lys Arg His Lys He 
145 150 155 160 

Arg His Thr Gly Lys Asn Pro Phe Lys Cys Lys Glu Cys Gly Lys Ser 

165 170 175 

Phe Cys Met Leu Ser Gin Leu Thr Gin His Glu He He His Thr Gly 

180 185 190 

Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Lys Lys Ser 

195 200 205 

Ser Asn Leu Thr Asn His Lys He He His Thr Gly Glu Lys Pro Tyr 
210 215 220 
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Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn Gin Ser Ser Thr Leu Thr 
225 230 235 240 

Arg His Lys He He His Thr Gly Glu Lys Leu Tyr Lys Cys Glu Glu 

245 250 255 

Cys Gly Lys Ala Phe Asn Arg Ser Ser Asn Leu Thr Lys His Lys He 

260 265 270 

Val His Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala 

275 280 285 

Phe Lys Gin Ser Ser Asn Leu Thr Asn His Lys Lys He His Thr Gly 

290 295 300 

Glu Lys Pro Tyr Lys Cys Gly Glu Cys Gly Lys Ala Phe Thr Leu Ser 
305 310 315 320 

Ser His Leu Thr Thr His Lys Arg He His Thr Gly Glu Lys Pro Tyr 

325 330 335 

Lys Cys Glu Glu Cys Gly Lys Ala Phe Ser Val Phe Ser Thr Leu Thr 

340 345 350 

Lys His Lys He He His Thr Glu Glu Lys Pro Tyr Lys Cys Glu Glu 

355 360 365 

Cys Gly Lys Ala Phe Asn Arg Ser Ser His Leu Thr Asn His Lys Val 

370 375 380 

He His Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala 
385 390 395 400 

Phe Thr Lys Ser Ser Thr Leu Thr Tyr His Lys Val He His Thr Gly 

405 410 415 

Lys Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Ser He Phe 

420 425 430 

Ser He Leu Thr Lys His Lys Val He His Thr Glu Asp Lys Pro Tyr 

435 440 445 

Lys Cys Glu Glu Cys Gly Lys Thr Phe Asn Tyr Ser Ser Asn Phe Thr 
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450 455 460 

Asn His Lys Lys He His Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu 
465 470 475 480 

Cys Gly Lys Ser Phe He Leu Ser Ser His Leu Thr Thr His Lys He 

485 490 495 

He His Thr Gly Glu Lys Pro Tyr Lys Cys Lys Glu Cys Gly Lys Ala 

500 505 510 

Phe Asn Gin Ser Ser Thr Leu Met Lys His Lys He He His Thr Gly 

515 520 525 

Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn Gin Ser 

530 535 540 

Pro Asn Leu Thr Lys His Lys Arg He His Thr Lys Glu Lys Pro Tyr 
545 550 555 560 

Lys Cys Lys 



<210> 42 
<211> 1586 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Glu Glu Met Arg Asp Ser Tyr Leu Glu Glu Asp Val Tyr Gin Leu 

15 10 15 

Gin Glu Leu Arg Arg Glu Leu Asp Arg Ala Asn Lys Asn Cys Arg He 

20 25 30 

Leu Gin Tyr Arg Leu Arg Lys Ala Glu Gin Lys Ser Leu Lys Val Ala 
35 40 45 
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Glu Thr Gly Gin Val Asp Gly Glu Leu He Arg Ser Leu Glu Gin Asp 

50 55 60 

Leu Lys Val Ala Lys Asp Val Ser Val Arg Leu His His Glu Leu Lys 
65 70 75 80 

Thr Val Glu Glu Lys Arg Ala Lys Ala Glu Asp Glu Asn Glu Thr Leu 

85 90 95 

Arg Gin Gin Met He Glu Val Glu He Ser Lys Gin Ala Leu Gin Asn 

100 105 110 

Glu Leu Glu Arg Leu Lys Glu Ser Ser Leu Lys Arg Arg Ser Thr Arg 

115 120 125 

Glu Met Tyr Lys Glu Lys Lys Thr Phe Asn Gin Asp Asp Ser Ala Asp 

130 135 140 

Leu Arg Cys Gin Leu Gin Phe Ala Lys Glu Glu Ala Phe Leu Met Arg 
145 150 155 160 

Lys Lys Met Ala Lys Leu Gly Arg Glu Lys Asp Glu Leu Glu Gin Glu 

165 170 175 

Leu Gin Lys Tyr Lys Ser Leu Tyr Gly Asp Val Asp Ser Pro Leu Pro 

180 185 190 

Thr Gly Glu Ala Gly Gly Pro Pro Ser Thr Arg Glu Ala Glu Leu Lys 

195 200 205 

Leu Arg Leu Lys Leu Val Glu Glu Glu Ala Asn He Leu Gly Arg Lys 

210 215 220 

He Val Glu Leu Glu Val Glu Asn Arg Gly Leu Lys Ala Glu Met Glu 
225 230 235 240 

Asp Thr Arg Gly Gin Gin Glu Arg Glu Gly Pro Gly Arg Asp His Ala 

245 250 255 

Pro Ser He Pro Thr Ser Pro Phe Gly Asp Ser Leu Glu Ser Ser Thr 

260 265 270 

Glu Leu Arg Arg His Leu Gin Phe Val Glu Glu Glu Ala Glu Leu Leu 
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275 280 285 

Arg Arg Ser He Ser Glu He Glu Asp His Asn Arg Gin Leu Thr His 

290 295 300 

Glu Leu Ser Lys Phe Lys Phe Glu Pro Pro Arg Glu Pro Gly Trp Leu 
305 310 315 320 

Gly Glu Gly Ala Ser Pro Gly Ala Gly Gly Gly Ala Pro Leu Gin Glu 

325 330 335 

Glu Leu Lys Ser Ala Arg Leu Gin He Ser Glu Leu Ser Gly Lys Val 

340 345 350 

Leu Lys Leu Gin His Glu Asn His Ala Leu Leu Ser Asn He Gin Arg 

355 360 365 

Cys Asp Leu Ala Ala His Leu Gly Leu Arg Ala Pro Ser Pro Arg Asp 

370 375 380 

Ser Asp Ala Glu Ser Asp Ala Gly Lys Lys Glu Ser Asp Gly Glu Glu 
385 390 395 400 

Ser Arg Leu Pro Gin Pro Lys Arg Glu Gly Pro Val Gly Gly Glu Ser 

405 410 415 

Asp Ser Glu Glu Met Phe Glu Lys Thr Ser Gly Phe Gly Ser Gly Lys 

420 425 430 

Pro Ser Glu Ala Ser Glu Pro Cys Pro Thr Glu Leu Leu Lys Ala Arg 

435 440 445 

Glu Asp Ser Glu Tyr Leu Val Thr Leu Lys His Glu Ala Gin Arg Leu 

450 455 460 

Glu Arg Thr Val Glu Arg Leu He Thr Asp Thr Asp Ser Phe Leu His 
465 470 475 480 

Asp Ala Gly Leu Arg Gly Gly Ala Pro Leu Pro Gly Pro Gly Leu Gin 

485 490 495 

Gly Glu Glu Glu Gin Gly Glu Gly Asp Gin Gin Glu Pro Gin Leu Leu 
500 505 510 
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Gly Thr He Asn Ala Lys Met Lys Ala Phe Lys Lys Glu Leu Gin Ala 

515 520 525 

Phe Leu Glu Gin Val Asn Arg He Gly Gly Gly Leu Ser Pro Leu Pro 

530 535 540 

His Leu Thr Glu Ser Ser Ser Phe Leu Ser Thr Val Thr Ser Val Ser 
545 550 555 560 

Arg Asp Ser Pro lie Gly Asn Leu Gly Lys Glu Leu Gly Pro Asp Leu 

565 570 575 

Gin Ser Arg Leu Lys Glu Gin Leu Glu Trp Gin Leu Gly Pro Ala Arg 

580 585 590 

Gly Asp Glu Arg Glu Ser Leu Arg Leu Arg Ala Ala Arg Glu Leu His 

595 600 605 

Arg Arg Ala Asp Gly Asp Thr Gly Ser His Gly Leu Gly Gly Gin Thr 

610 615 620 

Cys Phe Ser Leu Glu Leu Arg Gly Pro Pro Val Leu Pro Glu Gin Ser 
625 630 635 640 

Val Ser He Glu Glu Leu Gin Gly Gin Leu Val Gin Ala Ala Arg Leu 

645 650 655 

His Gin Glu Glu Thr Glu Thr Phe Thr Asn Lys He His Lys Met Glu 

660 665 670 

Glu Glu His Leu Tyr Ala Leu Arg Trp Lys Glu Leu Glu Met His Ser 

675 680 685 

Leu Ala Leu Gin Asn Thr Leu His Glu Arg Thr Trp Ser Asp Glu Lys 

690 695 700 

Asn Leu Met Gin Gin Glu Leu Arg Ser Leu Lys Gin Asn He Phe Leu 
705 710 715 720 

Phe Tyr Val Lys Leu Arg Trp Leu Leu Lys His Trp Arg Gin Gly Lys 

725 730 735 

Gin Met Glu Glu Glu Gly Glu Glu Phe Thr Glu Gly Glu His Pro Glu 
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740 745 750 

Thr Leu Ser Arg Leu Gly Glu Leu Gly Val Gin Gly Gly His Gin Ala 

755 760 765 

Asp Gly Pro Asp His Asp Ser Asp Arg Gly Cys Gly Phe Pro Val Gly 

770 775 780 

Glu His Ser Pro His Ser Arg Val Gin lie Gly Asp His Ser Leu Arg 
785 790 795 800 

Leu Gin Thr Ala Asp Arg Gly Gin Pro His Lys Gin Val Val Glu Asn 

805 810 815 

Gin Gin Leu Phe Ser Ala Phe Lys Ala Leu Leu Glu Asp Phe Arg Ala 

820 825 830 

Glu Leu Arg Glu Asp Glu Arg Ala Arg Leu Arg Leu Gin Gin Gin Tyr 

835 840 845 

Ala Ser Asp Lys Ala Ala Trp Asp Val Glu Trp Ala Val Leu Lys Cys 

850 855 860 

Arg Leu Glu Gin Leu Glu Glu Lys Thr Glu Asn Lys Leu Gly Glu Leu 
865 870 875 880 

Gly Ser Ser Ala Glu Ser Lys Gly Ala Leu Lys Lys Glu Arg Glu Val 

885 890 895 

His Gin Lys Leu Leu Ala Asp Ser His Ser Leu Val Met Asp Leu Arg 

900 905 910 

Trp Gin He His His Ser Glu Lys Asn Trp Asn Arg Glu Lys Val Glu 

915 920 925 

Leu Leu Asp Arg Leu Asp Arg Asp Arg Gin Glu Trp Glu Arg Gin Lys 

930 935 940 

Lys Glu Phe Leu Trp Arg He Glu Gin Leu Gin Lys Glu Asn Ser Pro 
945 950 955 960 

Arg Arg Gly Gly Ser Phe Leu Cys Asp Gin Lys Asp Gly Asn Val Arg 
965 970 975 
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Pro Phe Pro His Gin Gly Ser Leu Arg Met Pro Arg Pro Val Ala Met 

980 985 990 

Trp Pro Cys Ala Asp Ala Asp Ser He Pro Phe Glu Asp Arg Pro Leu 

995 1000 1005 

Ser Lys Leu Lys Glu Ser Asp Arg Cys Ser Ala Ser Glu Asn Leu Tyr 

1010 1015 1020 

Leu Asp Ala Leu Ser Leu Asp Asp Glu Pro Glu Glu Pro Pro Ala His 
1025 1030 1035 1040 

Arg Pro Glu Arg Glu Phe Arg Asn Arg Leu Pro Glu Glu Glu Glu Asn 

1045 1050 " 1055 

His Lys Gly Asn Leu Gin Arg Ala Val Ser Val Ser Ser Met Ser Glu 

1060 1065 1070 

Phe Gin Arg Leu Met Asp lie Ser Pro Phe Leu Pro Glu Lys Gly Leu 

1075 1080 1085 

Pro Ser Thr Ser Ser Lys Glu Asp Val Thr Pro Pro Leu Ser Pro Asp 

1090 1095 1100 

Asp Leu Lys Tyr He Glu Glu Phe Asn Lys Ser Trp Asp Tyr Thr Pro 
1105 1110 1115 1120 

Asn Arg Gly His Asn Gly Gly Gly Pro Asp Leu Trp Ala Asp Arg Thr 

1125 1130 1135 

Glu Val Gly Arg Ala Gly His Glu Asp Ser Thr Glu Pro Phe Pro Asp 

1140 1145 1150 

Ser Ser Trp Tyr Leu Thr Thr Ser Val Thr Met Thr Thr Asp Thr Met 

1155 1160 1165 

Thr Ser Pro Glu His Cys Gin Lys Gin Pro Leu Arg Ser His Val Leu 

1170 1175 1180 

Thr Glu Gin Ser Gly Leu Arg Val Leu His Ser Pro Pro Ala Val Arg 
1185 1190 1195 1200 

Arg Val Asp Ser He Thr Ala Ala Gly Gly Glu Gly Pro Phe Pro Thr 
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1205 1210 1215 

Ser Arg Ala Arg Gly Ser Pro Gly Asp Thr Lys Gly Gly Pro Pro Glu 

1220 1225 1230 

Pro Met Leu Ser Arg Trp Pro Cys Thr Ser Pro Arg His Ser Arg Asp 

1235 1240 1245 

Tyr Val Glu Gly Ala Arg Arg Pro Leu Asp Ser Pro Leu Cys Thr Ser 

1250 1255 1260 

Leu Gly Phe Ala Ser Pro Leu His Ser Leu Glu Met Ser Lys Asn Leu 
1265 1270 1275 1280 

Ser Asp Asp Met Lys Glu Val Ala Phe Ser Val Arg Asn Ala He Cys 

1285 1290 1295 

Ser Gly Pro Gly Glu Leu Gin Val Lys Asp Met Ala Cys Gin Thr Asn 

1300 1305 1310 

Gly Ser Arg Thr Met Gly Thr Gin Thr Val Gin Thr He Ser Val Gly 

1315 1320 1325 

Leu Gin Thr Glu Ala Leu Arg Gly Ser Gly Val Thr Ser Ser Pro His 

1330 1335 1340 

Lys Cys Leu Thr Pro Lys Ala Gly Gly Gly Ala Thr Pro Val Ser Ser 
1345 1350 1355 1360 

Pro Ser Arg Ser Leu Arg Ser Arg Gin Val Ala Pro Ala He Glu Lys 

1365 1370 1375 

Val Gin Ala Lys Phe Glu Arg Thr Cys Cys Ser Pro Lys Tyr Gly Ser 

1380 1385 1390 

Pro Lys Leu Gin Arg Lys Pro Leu Pro Lys Ala Asp Gin Pro Asn Asn 

1395 1400 1405 

Arg Thr Ser Pro Gly Met Ala Gin Lys Gly Tyr Ser Glu Ser Ala Trp 

1410 1415 1420 

Ala Arg Ser Thr Thr Thr Arg Glu Ser Pro Val His Thr Thr He Asn 
1425 1430 1435 1440 
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Asp Gly Leu Ser Ser Leu Phe Asn He He Asp His Ser Pro Val Val 

1445 1450 1455 

Gin Asp Pro Phe Gin Lys Gly Leu Arg Ala Gly Ser Arg Ser Arg Ser 

1460 1465 1470 

Ala Glu Pro Arg Pro Glu Leu Gly Pro Gly Gin Glu Thr Gly Thr Asn 

1475 1480 1485 

Ser Arg Gly Arg Ser Pro Ser Pro He Gly Val Gly Ser Glu Met Cys 

1490 1495 1500 

Arg Glu Glu Gly Gly Glu Gly Thr Pro Val Lys Gin Asp Leu Ser Ala 
1505 1510 1515 1520 

Pro Pro Gly Tyr Thr Leu Thr Glu Asn Val Ala Arg He Leu Asn Lys 

1525 1530 1535 

Lys Leu Leu Glu His Ala Leu Lys Glu Glu Arg Arg Gin Ala Ala His 

1540 1545 1550 

Gly Pro Pro Gly Leu His Ser Asp Ser His Ser Leu Gly Asp Thr Ala 

1555 1560 1565 

Glu Pro Gly Pro Met Glu Asn Gin Thr Val Leu Leu Thr Ala Pro Trp 

1570 1575 1580 

Gly Leu 
1585 

<210> 43 

<211> 1331 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Glu Ser His Ser Arg Ala Gly Lys Ser Arg Lys Ser Ala Lys Phe 
15 10 15 
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Arg Ser He Ser Arg Ser Leu Met Leu Cys Asn Ala Lys Thr Ser Asp 

20 25 30 

Asp Gly Ser Ser Pro Asp Glu Lys Tyr Pro Asp Pro Phe Glu He Ser 

35 40 45 

Leu Ala Gin Gly Lys Glu Gly He Phe His Ser Ser Val Gin Leu Ala 

50 55 60 

Asp Thr Ser Glu Ala Gly Pro Ser Ser Val Pro Asp Leu Ala Leu Ala 
65 70 75 80 

Ser Glu Ala Ala Gin Leu Gin Ala Ala Gly Asn Asp Arg Gly Lys Thr 

85 90 95 

Cys Arg Arg He Phe Phe Met Lys Glu Ser Ser Thr Ala Ser Ser Arg 

100 105 110 

Glu Lys Pro Gly Lys Leu Glu Ala Gin Ser Ser Asn Phe Leu Phe Pro 

115 120 125 

Lys Ala Cys His Gin Arg Ala Arg Ser Asn Ser Thr Ser Val Asn Pro 

130 135 140 

Tyr Cys Thr Arg Glu He Asp Phe Pro Met Thr Lys Lys Ser Ala Ala 
145 150 155 160 

Pro Thr Asp Arg Gin Pro Tyr Ser Leu Cys Ser Asn Arg Lys Ser Leu 

165 170 175 

Ser Gin Gin Leu Asp Cys Pro Ala Gly Lys Ala Ala Gly Thr Ser Arg 

180 185 190 

Pro Thr Arg Ser Leu Ser Thr Ala Gin Leu Val Gin Pro Ser Gly Gly 

195 200 205 

Leu Gin Ala Ser Val He Ser Asn He Val Leu Met Lys Gly Gin Ala 

210 215 220 

Lys Gly Leu Gly Phe Ser He Val Gly Gly Lys Asp Ser He Tyr Gly 
225 230 235 240 

Pro He Gly He Tyr Val Lys Thr He Phe Ala Gly Gly Ala Ala Ala 
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245 250 255 

Ala Asp Gly Arg Leu Gin Glu Gly Asp Glu He Leu Glu Leu Asn Gly 

2.60 265 270 

Glu Ser Met Ala Gly Leu Thr His Gin Asp Ala Leu Gin Lys Phe Lys 

275 280 285 

Gin Ala Lys Lys Gly Leu Leu Thr Leu Thr Val Arg Thr Arg Leu Thr 

290 295 300 

Ala Pro Pro Ser Leu Cys Ser His Leu Ser Pro Pro Leu Cys Arg Ser 
305 310 315 320 

Leu Ser Ser Ser Thr Cys He Thr Lys Asp Ser Ser Ser Phe Ala Leu 

325 330 335 

Glu Ser Pro Ser Ala Pro He Ser Thr Ala Lys Pro Asn Tyr Arg lie 

340 345 350 

Met Val Glu Val Ser Leu Gin Lys Glu Ala Gly Val Gly Leu Gly He 

355 360 365 

Gly Leu Cys Ser Val Pro Tyr Phe Gin Cys He Ser Gly He Phe Val 

370 375 380 

His Thr Leu Ser Pro Gly Ser Val Ala His Leu Asp Gly Arg Leu Arg 
385 390 395 400 

Cys Gly Asp Glu He Val Glu He Ser Asp Ser Pro Val His Cys Leu 

405 410 415 

Thr Leu Asn Glu Val Tyr Thr He Leu Ser His Cys Asp Pro Gly Pro 

420 425 430 

Val Pro He He Val Ser Arg His Pro Asp Pro Gin Val Ser Glu Gin 

435 440 445 

Gin Leu Lys Glu Ala Val Ala Gin Ala Val Glu Asn Thr Lys Phe Gly 

450 455 460 

Lys Glu Arg His Gin Trp Ser Leu Glu Gly Val Lys Arg Leu Glu Ser 
465 470 475 480 
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Ser Trp His Gly Arg Pro Thr Leu Glu Lys Glu Arg Glu Lys Asn Ser 

485 490 495 

Ala Pro Pro His Arg Arg Ala Gin Lys Val Met lie Arg Ser Ser Ser 

500 505 510 

Asp Ser Ser Tyr Met Ser Gly Ser Pro Gly Gly Ser Pro Gly Ser Gly 

515 520 525 

Ser Ala Glu Lys Pro Ser Ser Asp Val Asp He Ser Thr His Ser Pro 

530 535 540 

Ser Leu Pro Leu Ala Arg Glu Pro Val Val Leu Ser He Ala Ser Ser 
545 550 555 560 

Arg Leu Pro Gin Glu Ser Pro Pro Leu Pro Glu Ser Arg Asp Ser His 

565 570 575 

Pro Pro Leu Arg Leu Lys Lys Ser Phe Glu He Leu Val Arg Lys Pro 

580 585 590 

Met Ser Ser Lys Pro Lys Pro Pro Pro Arg Lys Tyr Phe Lys Ser Asp 

595 600 605 

Ser Asp Pro Gin Lys Ser Leu Glu Glu Arg Glu Asn Ser Ser Cys Ser 

610 615 620 

Ser Gly His Thr Pro Pro Thr Cys Gly Gin Glu Ala Arg Glu Leu Leu 
625 630 635 640 

Pro Leu Leu Leu Pro Gin Glu Asp Thr Ala Gly Arg Ser Pro Ser Ala 

645 650 655 

Ser Ala Gly Cys Pro Gly Pro Gly lie Gly Pro Gin Thr Lys Ser Ser 

660 665 670 

Thr Glu Gly Glu Pro Gly Trp Arg Arg Ala Ser Pro Val Thr Gin Thr 

675 680 685 

Ser Pro He Lys His Pro Leu Leu Lys Arg Gin Ala Arg Met Asp Tyr 

690 695 700 

Ser Phe Asp Thr Thr Ala Glu Asp Pro Trp Val Arg He Ser Asp Cys 
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705 710 715 720 

He Lys Asn Leu Phe Ser Pro He Met Ser Glu Asn His Gly His Met 

725 730 735 

Pro Leu Gin Pro Asn Ala Ser Leu Asn Glu Glu Glu Gly Thr Gin Gly 

740 745 750 

His Pro Asp Gly Thr Pro Pro Lys Leu Asp Thr Ala Asn Gly Thr Pro 

755 760 765 

Lys Val Tyr Lys Ser Ala Asp Ser Ser Thr Val Lys Lys Gly Pro Pro 

770 775 780 

Val Ala Pro Lys Pro Ala Trp Phe Arg Gin Ser Leu Lys Gly Leu Arg 
785 790 795 800 

Asn Arg Ala Ser Asp Pro Arg Gly Leu Pro Asp Pro Ala Leu Ser Thr 

805 810 815 

Gin Pro Ala Pro Ala Ser Arg Glu His Leu Gly Ser His He Arg Ala 

820 825 830 

Ser Ser Ser Ser Ser Ser He Arg Gin Arg He Ser Ser Phe Glu Thr 

835 840 845 

Phe Gly Ser Ser Gin Leu Pro Asp Lys Gly Ala Gin Arg Leu Ser Leu 

850 855 860 

Gin Pro Ser Ser Gly Glu Ala Ala Lys Pro Leu Gly Lys His Glu Glu 
865 870 875 880 

Gly Arg Phe Ser Gly Leu Leu Gly Arg Gly Ala Ala Pro Thr Leu Val 

885 890 895 

Pro Gin Gin Pro Glu Gin Val Leu Ser Ser Gly Ser Pro Ala Ala Ser 

900 905 910 

Glu Ala Arg Asp Pro Gly Val Ser Glu Ser Pro Pro Pro Gly Arg Gin 

915 920 925 

Pro Asn Gin Lys Thr Leu Pro Pro Gly Pro Asp Pro Leu Leu Arg Leu 
930 935 940 
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Leu Ser Thr Gin Ala Glu Glu Ser Gin Gly Pro Val Leu Lys Met Pro 
945 950 955 960 

Ser Gin Arg Ala Arg Ser Phe Pro Leu Thr Arg Ser Gin Ser Cys Glu 

965 970 975 

Thr Lys Leu Leu Asp Glu Lys Thr Ser Lys Leu Tyr Ser He Ser Ser 

980 985 990 

Gin Val Ser Ser Ala Val Met Lys Ser Leu Leu Cys Leu Pro Ser Ser 

995 1000 1005 

He Ser Cys Ala Gin Thr Pro Cys He Pro Lys Glu Gly Ala Ser Pro 

1010 1015 1020 

Thr Ser Ser Ser Asn Glu Asp Ser Ala Ala Asn Gly Ser Ala Glu Thr 
1025 1030 1035 1040 

Ser Ala Leu Asp Thr Gly Phe Ser Leu Asn Leu Ser Glu Leu Arg Glu 

1045 1050 1055 

Tyr Thr Glu Gly Leu Thr Glu Ala Lys Glu Asp Asp Asp Gly Asp His 

1060 1065 1070 

Ser Ser Leu Gin Ser Gly Gin Ser Val He Ser Leu Leu Ser Ser Glu 

1075 1080 1085 

Glu Leu Lys Lys Leu He Glu Glu Val Lys Val Leu Asp Glu Ala Thr 

1090 1095 1100 

Leu Lys Gin Leu Asp Gly He His Val Thr He Leu His Lys Glu Glu 
1105 1110 1115 1120 

Gly Ala Gly Leu Gly Phe Ser Leu Ala Gly Gly Ala Asp Leu Glu Asn 

1125 1130 1135 

Lys Val He Thr Val His Arg Val Phe Pro Asn Gly Leu Ala Ser Gin 

1140 1145 1150 

Glu Gly Thr He Gin Lys Gly Asn Glu Val Leu Ser He Asn Gly Lys 

1155 1160 1165 

Ser Leu Lys Gly Thr Thr His His Asp Ala Leu Ala He Leu Arg Gin 
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1170 1175 1180 

Ala Arg Glu Pro Arg Gin Ala Val He Val Thr Arg Lys Leu Thr Pro 
1185 1190 1195 1200 

Glu Ala Met Pro Asp Leu Asn Ser Ser Thr Asp Ser Ala Ala Ser Ala 

1205 1210 1215 

Ser Ala Ala Ser Asp Val Ser Val Glu Ser Thr Glu Ala Thr Val Cys 

1220 1225 1230 

Thr Val Thr Leu Glu Lys Met Ser Ala Gly Leu Gly Phe Ser Leu Glu 

1235 1240 1245 

Gly Gly Lys Gly Ser Leu His Gly Asp Lys Pro Leu Thr He Asn Arg 

1250 1255 1260 

He Phe Lys Gly Ala Ala Ser Glu Gin Ser Glu Thr Val Gin Pro Gly 
1265 1270 1275 1280 

Asp Glu He Leu Gin Leu Gly Gly Thr Ala Met Gin Gly Leu Thr Arg 

1285 1290 1295 

Phe Glu Ala Trp Asn He He Lys Ala Leu Pro Asp Gly Pro Val Thr 

1300 1305 1310 

He Val He Arg Arg Lys Ser Leu Gin Ser Lys Glu Thr Thr Ala Ala 

1315 1320 1325 

Gly Asp Ser 
1330 



<210> 44 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<400> 44 
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Met Lys Ala Gin Leu Asn Pro His Leu Asn Leu Leu Thr Pro Ala Arg 

15 10 15 

Leu Pro Ser Gly His Ala Pro Gly Gin Asp Arg He Ala Leu Glu Pro 

20 25 30 

Pro Arg Thr Ser Pro Asn Leu Leu Leu Ala Gly Glu Ala Pro Ser Thr 

35 40 45 

Arg Pro Gin Arg Glu Ala Glu Gly Glu Pro Thr Ala Arg Thr Ser Thr 

50 55 60 

Ser Gly Ser Ser Asp Leu Pro Lys Ala Pro Gly Gly His Leu His Leu 
65 70 75 80 

Gin Ala Arg Arg Ala Gly Gin Asn Ser Asp Ala Gly Pro Pro Arg Gly 

85 90 95 

Leu Thr Trp Val Pro Glu Gly Ala Gly Pro Val Leu Gly Gly Cys Gly 

100 105 110 

Arg Gly Met Asp Gin Ser Cys Leu Ser Ala Asp Gly Ala Gly Arg Gly 

115 120 125 

Cys Gly Arg Ala Thr Trp Ser Val Arg Glu Glu Gin Val Lys Gin Trp 

130 135 140 

Ala Ala Glu Met Leu Val Ala Leu Glu Ala Leu His Glu Gin Gly Val 
145 150 155 160 

Leu Cys Arg Asp Leu His Pro Gly Asn Leu Leu Leu Asp Gin Ala Gly 

165 170 175 

Arg Cys Pro Pro His Pro Ser Val Gly Trp Pro Pro Lys Arg Pro Gly 

180 185 190 

Arg Gly Arg Glu He Pro Lys Val Glu Gly Thr Ser Lys Val Val Cys 

195 200 205 

Ser Ser Leu Ala Pro Ala Ser Leu Ser Gly Gly Leu Gly Trp Ser Leu 

210 215 220 

Leu Ala Glu Ala Pro Gly Ser Thr Leu Trp Ala Leu Trp Ala Ser Glu 
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225 230 235 240 

Cys Cys Ala Ser Val Glu Gly Ala Val Pro Leu Pro Ser Phe Cys Pro 

245 250 255 

Ala Arg Pro Leu Ala Pro Thr Ala 
260 



<210> 45 

<211> 213 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Met Gly Asp Gly Lys Ala Pro Leu His Thr Pro Lys Ala Trp Val Ser 

15 10 15 

Pro Ser He Pro Val Leu Val Pro Gly He He Val Asn Lys Ala Pro 

20 25 30 

Leu Glu Lys Val Pro Asp Leu He Ser Gin Val Leu Ala Thr Tyr Pro 

35 40 45 

Ala Asp Gly Glu Met Ala Glu Ala Ser Cys Gly Val Phe Trp Leu Leu 

50 55 60 

Ser Leu Leu Gly Cys He Lys Glu Gin Gin Phe Glu Gin Val Val Ala 
65 70 75 80 

Leu Leu Leu Gin Ser He Arg Leu Cys Gin Asp Arg Ala Leu Leu Val 

85 90 95 

Asn Asn Ala Tyr Arg Gly Leu Ala Ser Leu Val Lys Val Ser Glu Leu 

100 105 110 

Ala Ala Phe Lys Val Val Val Gin Glu Glu Gly Gly Ser Gly Leu Ser 
115 120 125 
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Leu He Lys Glu Thr Tyr Gin Leu His Arg Asp Asp Pro Glu Val Val 

130 135 140 

Glu Asn Val Gly Met Leu Leu Val His Leu Ala Ser Tyr Glu Glu He 
145 150 155 160 

Leu Pro Glu Leu Val Ser Ser Ser Met Lys Ala Leu Leu Gin Glu lie 

165 170 175 

Lys Glu Arg Phe Thr Ser Ser Leu Val Ser Asp Ser Ser Ala Phe Ser 

180 185 190 

Lys Pro Gly Leu Pro Pro Gly Gly Ser Pro Gin Leu Gly Cys Thr Thr 

195 200 205 

Ser Gly Gly Leu Glu 
210 



<210> 46 
<211> 796 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Pro Ala Trp Glu Pro Gly Val Ala Ala Ser Cys Gly Trp Arg Ala 

15 10 15 

Pro Pro Cys Ser Pro Leu Arg Leu Cys He Ala Pro His Pro Cys Thr 

20 25 30 

Pro Pro Ser Ser His Gin Gly Asn Leu Thr Cys Arg Leu Pro Pro Arg 

35 40 45 

Ser Phe Gly Phe Cys Arg Cys Val Trp Val Arg Thr Arg Gly Pro Ser 

50 55 60 

Leu Pro Gly Glu Gin Val Ser Leu Ala Ala His Glu Ser Glu Gly Ala 
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65 70 75 80 

Ala Ala Gin Leu Gly Ser Ser Pro Glu He Asp Pro Arg Arg Pro Arg 

85 90 95 

Cys Leu Leu Pro Glu Ser Ala Gin He Pro Gin He Ser Tyr Ala Ser 

100 105 110 

Thr Ala Pro Asp Leu Ser Asp Asn Ser Arg Tyr Asp Phe Phe Ser Arg 

115 120 125 

Val Val Pro Ser Asp Thr Tyr Gin Ala Gin Ala Met Val Asp He Val 

130 135 140 

Arg Ala Leu Lys Trp Asn Tyr Val Ser Thr Val Ala Ser Glu Gly Ser 
145 150 155 160 

Tyr Gly Glu Ser Gly Val Glu Ala Phe He Gin Lys Ser Arg Glu Asp 

165 170 175 

Gly Gly Val Cys He Ala Gin Ser Val Lys He Pro Arg Glu Pro Lys 

180 185 190 

Ala Gly Glu Phe Asp Lys He He Arg Arg Leu Leu Glu Thr Ser Asn 

195 200 205 

Ala Arg Ala Val He He Phe Ala Asn Glu Asp Asp He Arg Arg Val 

210 215 220 

Leu Glu Ala Ala Arg Arg Ala Asn Gin Thr Gly His Phe Phe Trp Met 
225 230 235 240 

Gly Ser Asp Ser Trp Gly Ser Lys He Ala Pro Val Leu His Leu Glu 

245 250 255 

Glu Val Ala Glu Gly Ala Val Thr He Leu Pro Lys Arg Met Ser Val 

260 265 270 

Arg Asp Arg Glu Arg He Gly Gin Asp Ser Ala Tyr Glu Gin Glu Gly 

275 280 285 

Lys Val Gin Phe Val He Asp Ala Val Tyr Ala Met Gly His Ala Leu 
290 295 300 
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His Ala Met His Arg Asp Leu Cys Pro Gly Arg Val Gly Leu Cys Pro 
305 310 315 320 

Arg Met Asp Pro Val Asp Gly Thr Gin Leu Leu Lys Tyr He Arg Asn 

325 330 335 

Val Asn Phe Ser Gly He Ala Gly Asn Pro Val Thr Phe Asn Glu Asn 

340 345 350 

Gly Asp Ala Pro Gly Arg Tyr Asp He Tyr Gin Tyr Gin Leu Arg Asn 

355 360 365 

Asp Ser Ala Glu Tyr Lys Val He Gly Ser Trp Thr Asp His Leu His 

370 375 380 

Leu Arg He Glu Arg Met His Trp Pro Gly Ser Gly Gin Gin Leu Pro 
385 390 395 400 

Arg Ser He Cys Ser Leu Pro Cys Gin Pro Gly Glu Arg Lys Lys Thr 

405 410 415 

Val Lys Gly Met Pro Cys Cys Trp His Cys Glu Pro Cys Thr Gly Tyr 

420 425 430 

Gin Tyr Gin Val Asp Arg Tyr Thr Cys Lys Thr Cys Pro Tyr Asp Met 

435 440 445 

Arg Pro Thr Glu Asn Arg Thr Gly Cys Arg Pro He Pro He He Lys 

450 455 460 

Leu Glu Trp Gly Ser Pro Trp Ala Val Leu Pro Leu Phe Leu Ala Val 
465 470 475 480 

Val Gly He Ala Ala Thr Leu Phe Val Val He Thr Phe Val Arg Tyr 

485 490 495 

Asn Asp Thr Pro He Val Lys Ala Ser Gly Arg Glu Leu Ser Tyr Val 

500 505 510 

Leu Leu Ala Gly He Phe Leu Cys Tyr Ala Thr Thr Phe Leu Met He 

515 520 525 

Ala Glu Pro Asp Leu Gly Thr Cys Ser Leu Arg Arg He Phe Leu Gly 
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530 535 540 

Leu Gly Met Ser He Ser Tyr Ala Ala Leu Leu Thr Lys Thr Asn Arg 
545 550 555 560 

He Tyr Arg He Phe Glu Gin Gly Lys Arg Ser Val Ser Ala Pro Arg 

565 570 575 

Phe He Ser Pro Ala Ser Gin Leu Ala He Thr Phe Ser Leu lie Ser 

580 585 590 

Leu Gin Leu Leu Gly He Cys Val Trp Phe Val Val Asp Pro Ser His 

595 600 605 

Ser Val Val Asp Phe Gin Asp Gin Arg Thr Leu Asp Pro Arg Phe Ala 

610 615 620 

Arg Gly Val Leu Lys Cys Asp He Ser Asp Leu Ser Leu He Cys Leu 
625 630 635 640 

Leu Gly Tyr Ser Met Leu Leu Met Val Thr Cys Thr Val Tyr Ala He 

645 650 655 

Lys Thr Arg Gly Val Pro Glu Thr Phe Asn Glu Ala Lys Pro He Gly 

660 665 670 

Phe Thr Met Tyr Thr Thr Cys He Val Trp Leu Ala Phe He Pro He 

675 680 685 

Phe Phe Gly Thr Ser Gin Ser Ala Asp Lys Leu Tyr He Gin Thr Thr 

690 695 700 

Thr Leu Thr Val Ser Val Ser Leu Ser Ala Ser Val Ser Leu Gly Met 
705 710 715 720 

Leu Tyr Met Pro Lys Val Tyr He He Leu Phe His Pro Glu Gin Asn 

725 730 735 

Val Pro Lys Arg Lys Arg Ser Leu Lys Ala Val Val Thr Ala Ala Thr 

740 745 750 

Met Ser Asn Lys Phe Thr Gin Lys Gly Asn Phe Arg Pro Asn Gly Glu 
755 760 765 
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Ala Lys Ser Glu Leu Cys Glu Asn Leu Glu Ala Pro Ala Leu Ala Thr 

770 775 780 

Lys Gin Thr Tyr Val Thr Tyr Thr Asn His Ala He 
785 790 795 



<210> 47 
<211> 560 
<212> PRT 
^ <213> Homo sapiens 

<400> 47 

Met Glu Lys Gly Thr Glu Leu Leu Val Ser Pro Ser Gin Ser Gly Pro 

15 10 15 

Gly Gly Asp Gin Pro Leu Leu Val Lys His Arg Glu Asp Ser Ala Val 

20 25 30 

Val Leu Ser Leu He Asp Thr He Asp Thr Val Met Gly His Val Ser 

35 40 45 

Ser Asn Leu His Gly Ser Thr Pro Gin Val Thr Val Glu Gly Ser Ser 
• 50 55 60 

Ala Met Ala Glu Phe Ser Val Ala Lys He Leu Pro Lys Thr Val Asn 
65 70 75 80 

Ser Ser His Tyr Arg Phe Pro Ala His Gly Gin Ser Phe He Gin He 

85 90 95 

Pro His Glu Ala Phe His Arg His Ala Trp Ser Thr Val Val Gly Leu 

100 105 110 

Leu Tyr His Ser Met His Tyr Tyr Leu Asn Asn He Trp Pro Ala His 

115 120 125 

Thr Lys He Ala Glu Ala Met His His Gin Asp Cys Leu Leu Phe Ala 
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130 135 140 

Thr Ser His Leu He Ser Leu Glu Val Ser Pro Pro Pro Thr Leu Ser 
145 150 155 160 

Gin Asn Leu Ser Gly Ser Pro Leu He Thr Val His Leu Lys His Arg 

165 170 175 

Leu Thr Arg Lys Gin His Ser Glu Ala Thr Asn Ser Ser Asn Arg Val 

180 185 190 

Phe Val Tyr Cys Ala Phe Leu Asp Phe Ser Ser Gly Glu Gly Val Trp 

195 200 205 

Ser Asn His Gly Cys Ala Leu Thr Arg Gly Asn Leu Thr Tyr Ser Val 

210 215 220 

Cys Arg Cys Thr His Leu Thr Asn Phe Ala He Leu Met Gin Val Val 
225 230 235 240 

Pro Leu Glu Leu Ala Arg Gly His Gin Val Ala Leu Ser Ser He Ser 

245 250 255 

Tyr Val Gly Cys Ser Leu Ser Val Leu Cys Leu Val Ala Thr Leu Val 

260 265 270 

Thr Phe Ala Val Leu Ser Ser Val Ser Thr He Arg Asn Gin Arg Tyr 

275 280 285 

His He His Ala Asn Leu Ser Phe Ala Val Leu Val Ala Gin Val Leu 

290 295 300 

Leu Leu He Ser Phe Arg Leu Glu Pro Gly Thr Thr Pro Cys Gin Val 
305 310 315 320 

Met Ala Val Leu Leu His Tyr Phe Phe Leu Ser Ala Phe Ala Trp Met 

325 330 335 

Leu Val Glu Gly Leu His Leu Tyr Ser Met Val He Lys Val Phe Gly 

340 345 350 

Ser Glu Asp Ser Lys His Arg Tyr Tyr Tyr Gly Met Gly Trp Gly Phe 
355 360 365 
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Pro Leu Leu He Cys He He Ser Leu Ser Phe Ala Met Asp Ser Tyr 

370 375 380 

Gly Thr Ser Asn Asn Cys Trp Leu Ser Leu Ala Ser Gly Ala He Trp 
385 390 395 400 

Ala Phe Val Ala Pro Ala Leu Phe Val He Val Val Asn He Gly He 

405 410 415 

Leu He Ala Val Thr Arg Val He Ser Gin He Ser Ala Asp Asn Tyr 

420 425 430 

Lys He His Gly Asp Pro Ser Ala Phe Lys Leu Thr Ala Lys Ala Val 

435 440 445 

Ala Val Leu Leu Pro He Leu Gly Thr Ser Trp Val Phe Gly Val Leu 

450 455 460 

Ala Val Asn Gly Cys Ala Val Val Phe Gin Tyr Met Phe Ala Thr Leu 
465 470 475 480 

Asn Ser Leu Gin Gly Leu Phe He Phe Leu Phe His Cys Leu Leu Asn 

485 490 495 

Ser Glu Val Arg Ala Ala Phe Lys His Lys Thr Lys Val Trp Ser Leu 

500 505 510 

Thr Ser Ser Ser Ala Arg Thr Ser Asn Ala Lys Pro Phe His Ser Asp 

515 520 525 

Leu Met Asn Gly Thr Arg Pro Gly Met Ala Ser Thr Lys Leu Ser Pro 

530 535 540 

Trp Asp Lys Ser Ser His Ser Ala His Arg Val Asp Leu Ser Ala Val 
545 550 555 560 



<210> 48 
<211> 394 
<212> PRT 
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<213> Homo sapiens 
<400> 48 

Met Thr Ala Gly Arg Ser Gin Glu Arg Arg Ala Gin Glu Met Gly Arg 

15 10 15 

Gly Ser Val Gin Gly Leu Asp Leu Lys Gly Asp Leu Glu Phe Phe Thr 

20 25 30 

Ala Pro Met Leu Ser Leu Arg Ser Phe Val Phe Val Gly Val Gly Ser 

35 40 45 

Gly Leu Thr Ser Ser His lie Pro Ala Gin Arg Trp Ala Glu Trp Gly 

50 55 60 

Gin Cys Leu Ala Pro Pro Ala Arg Ser Leu Leu Thr Ser Gly Ser Leu 
65 70 75 80 

Cys Cys Pro Arg Thr Met Asn Gly Thr Tyr Asn Thr Cys Gly Ser Ser 

85 ■ 90 95 

Asp Leu Thr Trp Pro Pro Ala He Lys Leu Gly Phe Tyr Ala Tyr Leu 

100 105 110 

Gly Val Leu Leu Val Leu Gly Leu Leu Leu Asn Ser Leu Ala Leu Trp 

115 120 125 

Val Phe Cys Cys Arg Met Gin Gin Trp Thr Glu Thr Arg He Tyr Met 

130 135 140 

Thr Asn Leu Ala Val Ala Asp Leu Cys Leu Leu Cys Thr Leu Pro Phe 
145 150 155 160 

Val Leu His Ser Leu Arg Asp Thr Ser Asp Thr Pro Leu Cys Gin Leu 

165 170 175 

Ser Gin Gly He Tyr Leu Thr Asn Arg Tyr Met Ser He Ser Leu Val 

180 185 190 

Thr Ala He Ala Val Asp Arg Tyr Val Ala Val Arg His Pro Leu Arg 
195 200 205 
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Ala Arg Gly Leu Arg Ser Pro Arg Gin Ala Ala Ala Val Cys Ala Val 

210 215 220 

Leu Trp Val Leu Val He Gly Ser Leu Val Ala Arg Trp Leu Leu Gly 
225 230 235 240 

He Gin Glu Gly Gly Phe Cys Phe Arg Ser Thr Arg His Asn Phe Asn 

245 250 255 

Ser Met Ala Phe Pro Leu Leu Gly Phe Tyr Leu Pro Leu Ala Val Val 

260 265 270 

Val Phe Cys Ser Leu Lys Val Val Thr Ala Leu Ala Gin Arg Pro Pro 

275 280 285 

Thr Asp Val Gly Gin Ala Glu Ala Thr Arg Lys Ala Ala Arg Met Val 

290 295 300 

Trp Ala Asn Leu Leu Val Phe Val Val Cys Phe Leu Pro Leu His Val 
305 310 315 320 

Gly Leu Thr Val Arg Leu Ala Val Gly Trp Asn Ala Cys Ala Leu Leu 

325 330 335 

Glu Met He Arg Arg Ala Leu Tyr He Thr Ser Lys Leu Ser Asp Ala 

340 345 350 

Asn Cys Cys Leu Asp Ala He Cys Tyr Tyr Tyr Met Ala Lys Glu Phe 

355 360 365 

Gin Glu Ala Ser Ala Leu Ala Val Ala Pro Arg Ala Lys Ala His Lys 

370 375 380 

Ser Gin Asp Ser Leu Cys Val Thr Leu Ala 
385 390 



<210> 49 
<211> 422 
<212> PRT 
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<213> Homo sapiens 
<400> 49 

Met Phe Arg Ala Gly Ala Glu Gly Ala Glu Lys Glu Pro Ser Pro Arg 

15 10 15 

Pro Glu Cys Arg Ala Asp Pro Gly Pro Gly Leu Gly Phe Pro Leu Gly 

20 25 30 

Ser Gly Leu Pro Trp Pro Ser Leu Leu Glu Ser Pro Gly Gly Arg lie 

35 40 45 

Leu Asp He Pro Cys Lys Val Cys Gly Asp Arg Ser Ser Gly Lys His 

50 55 60 

Tyr Gly Val Tyr Ala Cys Asp Gly Cys Ser Gly Phe Phe Lys Arg Ser 
65 70 75 80 

He Arg Arg Asn Arg Thr Tyr Val Cys Lys Ser Gly Asn Gin Gly Gly 

85 90 95 

Cys Pro Val Asp Lys Thr His Arg Asn Gin Cys Arg Ala Cys Arg Leu 

100 105 110 

Lys Lys Cys Leu Glu Val Asn Met Asn Lys Asp Ala Val Gin His Glu 

115 120 125 

Arg Gly Pro Arg Thr Ser Thr He Arg Lys Gin Val Ala Leu Tyr Phe 

130 135 140 

Arg Gly His Lys Glu Glu Asn Gly Ala Ala Ala His Phe Pro Ser Ala 
145 150 155 160 

Ala Leu Pro Ala Pro Ala Phe Phe Thr Ala Val Thr Gin Leu Glu Pro 

165 170 175 

His Gly Leu Glu Leu Ala Ala Val Ser Thr Thr Pro Glu Arg Gin Thr 

180 185 190 

Leu Val Ser Leu Ala Gin Pro Thr Pro Lys Tyr Pro His Glu Val Asn 
195 200 205 
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Gly Thr Pro Met Tyr Leu Tyr Glu Val Ala Thr Glu Ser Val Cys Glu 

210 215 220 

Ser Ala Ala Arg Leu Leu Phe Met Ser He Lys Trp Ala Lys Ser Val 
225 230 235 240 

Pro Ala Phe Ser Thr Leu Ser Leu Gin Asp Gin Leu Met Leu Leu Glu 

245 250 255 

Asp Ala Trp Arg Glu Leu Phe Val Leu Gly He Ala Gin Trp Ala He 

260 265 270 

Pro Val Asp Ala Asn Thr Leu Leu Ala Val Ser Gly Met Asn Gly Asp 

275 280 285 

Asn Thr Asp Ser Gin Lys Leu Asn Lys He He Ser Glu He Gin Ala 

290 295 300 

Leu Gin Glu Val Val Ala Arg Phe Arg Gin Leu Arg Leu Asp Ala Thr 
305 310 315 320 

Glu Phe Ala Cys Leu Lys Cys He Val Thr Phe Lys Ala Val Pro Thr 

325 330 335 

His Ser Gly Ser Glu Leu Arg Ser Phe Arg Asn Ala Ala Ala He Ala 

340 345 350 

Ala Leu Gin Asp Glu Ala Gin Leu Thr Leu Asn Ser Tyr He His Thr 

355 360 365 

Arg Tyr Pro Thr Gin Pro Cys Arg Phe Gly Lys Leu Leu Leu Leu Leu 

370 375 380 

Pro Ala Leu Arg Ser He Ser Pro Ser Thr He Glu Glu Val Phe Phe 
385 390 395 400 

Lys Lys Thr He Gly Asn Val Pro He Thr Arg Leu Leu Ser Asp Met 

405 410 415 

Tyr Lys Ser Ser Asp He 
420 
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<210> 50 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Ser Asn Trp Pro Leu Phe Cys Phe Lys Lys Gin Ser Leu Lys Gin 

15 10 15 

Glu Glu Asp Arg Pro Lys Arg Arg Gly Pro Ala Tyr Val Met Glu Leu 

20 25 30 

Pro Lys Leu Lys Leu Ser Gly Val Val Arg Leu Ser Ser Tyr Ser Ser 

35 40 45 

Pro Thr Leu Gin Ser Val Leu Gly Ser Gly Thr Asn Gly Arg Val Pro 

50 55 60 

Val Leu Arg Pro Leu Lys Cys lie Pro Ala Ser Lys Lys Thr Asp Pro 
65 70 75 80 

Gin Lys Asp Leu Lys Pro Ala Pro Gin Gin Cys Arg Leu Pro Thr He 

85 90 95 

Val Arg Lys Gly Gly Arg 
100 



<210> 51 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<400> 51 
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Met Leu Pro Ser Gly Gin Pro He Gin Pro Leu Pro Arg Thr Cys Pro 

1 5 10 15 

Arg Arg Ser Gly Pro Ala Ala Ala Pro Arg Ala Arg Thr Pro Gly Thr 

20 25 30 

Gly Pro Gly Ala Ala Thr Pro His Ala Pro Gin Ala Thr Pro Pro Ser 

35 40 45 

Ala Val Ala Ala Arg Gly Pro Arg His Pro Pro Ser Glu Leu Ala Arg 

50 55 60 

Asp Pro Ala Asn Gly Pro Arg Gly Gly Gly Thr Leu Arg Asp Pro Thr 
65 70 75 80 

Ala Ala Val Gly Arg Ala Pro Gly Ala Pro Gly Gly Ser Arg Arg Gly 

85 90 95 

Arg His Ser Pro Ala Glu Lys Arg Arg Gly Arg Arg Ala Arg Ser Gly 

100 105 110 

Arg Ser Arg Ser Pro Trp Cys Pro Pro lie Gin Glu Ala Pro Gly Cys 

115 120 125 

Pro Ala Leu Gly Pro Arg Pro Arg Ser Ala Arg Ser Pro Arg Ala Ala 

130 135 140 

Ala Ser Thr Pro Pro Pro Pro His Pro Val Pro Pro Ser Ser Pro Gin 
145 150 155 160 

Pro Pro Ala Gin Pro Gin Pro Arg Val Thr Ala Ala Leu Arg Leu Pro 

165 170 175 

Ser His Pro Arg Leu Arg Pro Leu Gly Ala Ser Arg Arg Pro Glu Arg 

180 185 190 

Gly Thr Leu Leu Lys Gly Ala Met Ala Arg Pro Leu Gly 
195 200 205 



<210> 52 
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<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 52 

Met Glu Leu His Asp Arg Val Leu Asp Val Gin Leu Cys Ala Cys Ser 

15 10 15 

Leu Leu Leu His Leu Leu Gly Gin Gly He He Val Asn Lys Ala Pro 

20 25 30 

Leu Glu Lys Val Pro Asp Leu He Ser Gin Val Leu Ala Thr Tyr Pro 

35 40 45 

Ala Asp Gly Glu Met Ala Glu Ala Ser Cys Gly Val Phe Trp Leu Leu 

50 55 60 

Ser Leu Leu Gly Cys He Lys Glu Gin Gin Phe Glu Gin Val Val Ala 
65 70 75 80 

Leu Leu Leu Gin Ser He Arg Leu Cys Gin Asp Arg Ala Leu Leu Val 

85 90 95 

Asn Asn Ala Tyr Arg Gly Leu Ala Ser Leu Val Lys Val Ser Glu Leu 

100 105 110 

Ala Ala Phe Lys Val Val Val Gin Glu Glu Gly Gly Ser Gly Leu Ser 

115 120 125 

Leu He Lys Glu Thr Tyr Gin Leu His Arg Asp Asp Pro Glu Val Val 

130 135 140 

Glu Asn Val Gly Met Leu Leu Val His Leu Ala Ser Tyr Glu Glu He 
145 150 155 160 

Leu Pro Glu Leu Val Ser Ser Ser Met Lys Ala Leu Leu Gin Glu He 

165 170 175 

Lys Glu Arg Phe Thr Ser Ser Leu Val Ser Asp Ser Ser Ala Phe Ser 
180 185 190 
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Thr Thr 



<210> 53 

<211> 199 

<212> PRT 

0 <213> Homo sapiens 

<400> 53 

Met Gin Gly Leu Trp Phe Arg Ala Val He Cys Lys Gin Lys Phe Val 

15 10 15 

Ala Leu Val Ser Arg Arg Leu Gin Asp Thr His Met Ala Gin Leu Pro 

20 25 30 

Asp Lys Met Ala Ala Asn Gin He Cys Leu Pro Phe His Pro His Thr 

35 40 45 

Asp Val Cys Leu His Arg Asn Ser Phe Ser Met His Phe He Phe Ser 
• 50 55 60 

Asp Thr Ala Val Leu Leu Phe Asp Phe Trp Ser Val His Ser Pro Ala 
65 70 75 80 

Gly Met Ala Leu Ser Val Leu Val Leu Leu Leu Leu Ala Val Leu Tyr 

85 90 95 

Glu Gly He Lys Val Gly Lys Ala Lys Leu Leu Asn Gin Val Leu Val 

100 105 110 

Asn Leu Pro Thr Ser He Ser Gin Gin Thr He Ala Glu Thr Asp Gly 

115 120 125 

Asp Ser Ala Gly Ser Asp Ser Phe Pro Val Gly Arg Thr His His Arg 
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Lys Pro Gly Leu Pro Pro Gly Gly Ser Pro Gin Leu Gly Cys 

195 200 205 

Ser Gly Gly Leu Glu 
210 
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130 135 140 

Trp Tyr Leu Cys His Phe Gly Gin Ser Leu lie His Val He Gin Val 
145 150 155 160 

Val lie Gly Tyr Phe He Met Leu Ala Val Met Ser Tyr Asn Thr Trp 

165 170 175 

He Phe Leu Gly Val Val Leu Gly Ser Ala Val Gly Tyr Tyr Leu Ala 

180 185 190 

Tyr Pro Leu Leu Ser Thr Ala 
195 



<210> 54 

<211> 600 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Met Ala Ala Ser Ala Gin Val Ser Val Thr Phe Glu Asp Val Ala Val 

15 10 15 

Thr Phe Thr Gin Glu Glu Trp Gly Gin Leu Asp Ala Ala Gin Arg Thr 

20 25 30 

Leu Tyr Gin Glu Val Met Leu Glu Thr Cys Gly Leu Leu Met Ser Leu 

35 40 45 

Gly Cys Pro Leu Phe Lys Pro Glu Leu He Tyr Gin Leu Asp His Arg 

50 55 60 

Gin Glu Leu Trp Met Ala Thr Lys Asp Leu Ser Gin Ser Ser Tyr Pro 
65 70 75 80 

Gly Asp Asn Thr Lys Pro Lys Thr Thr Glu Pro Thr Phe Ser His Leu 
85 90 95 
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Ala Leu Pro Glu Glu Val Leu Leu Gin Glu Gin Leu Thr Gin Gly Ala 

100 105 110 

Ser Lys Asn Ser Gin Leu Gly Gin Ser Lys Asp Gin Asp Gly Pro Ser 

115 120 125 

Glu Met Gin Glu Val His Leu Lys He Gly He Gly Pro Gin Arg Gly 

130 135 140 

Lys Leu Leu Glu Lys Met Ser Ser Glu Arg Asp Gly Leu Gly Ser Asp 
145 150 155 160 

Asp Gly Val Cys Thr Lys He Thr Gin Lys Gin Val Ser Thr Glu Gly 

165 170 175 

Asp Leu Tyr Glu Cys Asp Ser His Gly Pro Val Thr Asp Ala Leu He 

180 185 190 

Arg Glu Glu Lys Asn Ser Tyr Lys Cys Glu Glu Cys Gly Lys Val Phe 

195 200 205 

Lys Lys Asn Ala Leu Leu Val Gin His Glu Arg He His Thr Gin Val 

210 215 220 

Lys Pro Tyr Glu Cys Thr Glu Cys Gly Lys Thr Phe Ser Lys Ser Thr 
225 230 235 240 

His Leu Leu Gin His Leu He He His Thr Gly Glu Lys Pro Tyr Lys 

245 250 255 

Cys Met Glu Cys Gly Lys Ala Phe Asn Arg Arg Ser His Leu Thr Arg 

260 265 270 

His Gin Arg He His Ser Gly Glu Lys Pro Tyr Lys Cys Ser Glu Cys 

275 280 285 

Gly Lys Ala Phe Thr His Arg Ser Thr Phe Val Leu His His Arg Ser 

290 295 300 

His Thr Gly Glu Lys Pro Phe Val Cys Lys Glu Cys Gly Lys Ala Phe 
305 310 315 320 

Arg Asp Arg Pro Gly Phe He Arg His Tyr He He His Thr Gly Glu 
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325 330 335 

Lys Pro Tyr Glu Cys He Glu Cys Gly Lys Ala Phe Asn Arg Arg Ser 

340 345 350 

Tyr Leu Thr Trp His Gin Gin He His Thr Gly Val Lys Pro Phe Glu 

355 360 365 

Cys Asn Glu Cys Gly Lys Ala Phe Cys Glu Ser Ala Asp Leu He Gin 

370 375 380 

His Tyr He He His Thr Gly Glu Lys Pro Tyr Lys Cys Met Glu Cys 
385 390 395 400 

Gly Lys Ala Phe Asn Arg Arg Ser His Leu Lys Gin His Gin Arg He 

405 410 415 

His Thr Gly Glu Lys Pro Tyr Glu Cys Ser Glu Cys Gly Lys Ala Phe 

420 425 430 

Thr His Cys Ser Thr Phe Val Leu His Lys Arg Thr His Thr Gly Glu 

435 440 445 

Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Ser Asp Arg Ala 

450 455 460 

Asp Leu He Arg His Leu Ser He His Thr Gly Glu Lys Pro Tyr Glu 
465 470 475 480 

Cys Val Glu Cys Gly Lys Ala Phe Asn Arg Ser Ser His Leu Thr Arg 

485 490 495 

His Gin Gin He His Thr Gly Glu Lys Pro Tyr Glu Cys He Gin Cys 

500 505 510 

Gly Lys Ala Phe Cys Arg Ser Ala Asn Leu He Arg His Ser He He 

515 520 525 

His Thr Gly Glu Lys Pro Tyr Glu Cys Ser Glu Cys Gly Lys Ala Phe 

530 535 540 

Asn Arg Gly Ser Ser Leu Thr His His Gin Arg He His Thr Gly Arg 
545 550 555 560 
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Asn Pro Thr He Val Thr Asp Val Gly Arg Pro Phe Met Thr Ala Gin 

565 570 575 

Thr Ser Val Asn He Gin Glu Leu Leu Leu Gly Lys Glu Phe Leu Asn 

580 585 590 

He Thr Thr Glu Glu Asn Leu Trp 
595 600 



<210> 55 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Lys Glu Ala Leu Ser Thr Glu Arg Gly Lys Thr Leu Val Gin Lys 

15 10 15 

Lys Pro Thr Met Tyr Pro Glu Trp Lys Ser Thr Phe Asp Ala His He 

20 25 30 

Tyr Glu Gly Arg Val He Gin He Val Leu Met Arg Ala Ala Glu Glu 

35 40 45 

Pro Val Ser Glu Val Thr Val Gly Val Ser Val Leu Ala Glu Arg Cys 

50 55 60 

Lys Lys Asn Asn Gly Lys Ala Glu Phe Trp Leu Asp Leu Gin Pro Gin 
65 70 75 80 

Ala Lys Val Leu Met Ser Val Gin Tyr Phe Leu Glu Asp Val Asp Cys 

85 90 95 

Lys Gin Ser Met Arg Ser Glu Asp Glu Ala Lys Phe Pro Thr Met Asn 

100 105 110 

Arg Arg Gly Ala He Lys Gin Ala Lys He His Tyr He Lys Asn His 
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115 120 125 

Glu Phe He Ala Thr Phe Phe Gly Gin Pro Thr Phe Cys Ser Val Cys 

130 135 140 

Lys Asp Phe Val Trp Gly Leu Asn Lys Gin Gly Tyr Lys Cys Arg Arg 
145 150 155 160 

Lys Cys Leu His Arg Pro Val Cys Thr Tyr Val Pro Met Cys Ala His 

165 170 175 

Val Cys Gin Cys Leu Cys Val Cys Gin Cys Leu Cys Ala Leu Arg Glu 

180 185 190 

Cys Met His Val Ser Phe Pro Ser Val Ala Thr Ala Ala Glu Phe Ser 

195 200 205 

Glu Cys Trp Gly Trp Leu Ala Ala Ala Leu Glu Asn Gin Phe Cys Ala 

210 215 220 

Ser Leu Pro Ser Ser Ala Phe Ser Asp Gly Glu Leu Val Asp Gly Asn 
225 230 235 240 

Trp Ala Gin 



<210> 56 

<211> 959 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Met Phe Phe Ser Phe Val Lys Lys Gly He Pro Leu He Phe Glu Arg 

15 10 15 

Glu Glu Ala He Lys Glu Gin Tyr Thr Val Arg Arg Phe Arg Gly Pro 
20 25 30 
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Ser Cys Thr His Glu Leu Leu Arg Leu Pro Thr Ser Ser Arg Cys Arg 

35 40 45 

Pro Leu Arg Val Leu His Gly Glu Pro Ser Gin Pro Arg Trp Leu Pro 

50 55 60 

Asp Arg Glu Glu Pro Gin Val Gin Ala Leu Gin Gin Leu Gin Gly Ala 
65 70 75 80 

Ala Arg Val Phe Met Pro Leu Gin Ala Leu Asp Ser Ala Pro Lys Pro 

85 90 95 

Leu Lys Gly Gin Ala Gin Ala Pro Gin Arg Leu Gin Gly Ala Ala Arg 

100 105 110 

Val Phe Met Pro Leu Gin Ala Gin Val Lys Ala Lys Ala Ser Lys Pro 

115 120 125 

Leu Gin Met Gin He Lys Ala Pro Pro Arg Leu Arg Arg Ala Ala Arg 

130 135 140 

Val Leu Met Pro Leu Gin Ala Gin Val Arg Ala Pro Arg Leu Leu Gin 
145 150 155 160 

Val Gin Ser Gin Val Ser Lys Lys Gin Gin Ala Gin Thr Gin Thr Ser 

165 170 175 

Glu Pro Gin Asp Leu Asp Gin Val Pro Glu Glu Phe Gin Gly Gin Asp 

180 185 190 

Gin Val Pro Glu Gin Gin Arg Gin Gly Gin Ala Pro Glu Gin Gin Gin 

195 200 205 

Arg His Asn Gin Val Pro Glu Gin Glu Leu Glu Gin Asn Gin Ala Pro 

210 215 220 

Glu Gin Pro Glu Val Gin Glu Gin Ala Ala Glu Pro Ala Gin Ala Glu 
225 230 235 240 

Thr Glu Ala Glu Glu Pro Glu Ser Leu Arg Val Asn Ala Gin Val Phe 

245 250 255 

Leu Pro Leu Leu Ser Gin Asp His His Val Leu Leu Pro Leu His Leu 
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260 265 270 

Asp Thr Gin Val Leu He Pro Val Glu Gly Gin Thr Glu Gly Ser Pro 

275 280 285 

Gin Ala Gin Ala Trp Thr Leu Glu Pro Pro Gin Ala He Gly Ser Val 

290 295 300 

Gin Ala Leu He Glu Gly Leu Ser Arg Asp Leu Leu Arg Ala Pro Asn 
305 310 315 320 

Ser Asn Asn Ser Lys Pro Leu Gly Pro Leu Gin Thr Leu Met Glu Asn 

325 330 335 

Leu Ser Ser Asn Arg Phe Tyr Ser Gin Pro Glu Gin Ala Arg Glu Lys 

340 345 350 

Lys Ser Lys Val Ser Thr Leu Arg Gin Ala Leu Ala Lys Arg Leu Ser 

355 360 365 

Pro Lys Arg Phe Arg Ala Lys Ser Ser Trp Arg Pro Glu Lys Leu Glu 

370 375 380 

Leu Ser Asp Leu Glu Ala Arg Arg Gin Arg Arg Gin Arg Arg Trp Glu 
385 390 395 400 

Asp He Phe Asn Gin His Glu Glu Glu Leu Arg Gin Val Asp Lys Asp 

405 410 415 

Lys Glu Asp Glu Ser Ser Asp Asn Asp Glu Val Phe His Ser He Gin 

420 425 430 

Ala Glu Val Gin He Glu Pro Leu Lys Pro Tyr He Ser Asn Pro Lys 

435 440 445 

Lys He Glu Val Gin Glu Arg Ser Pro Ser Val Pro Asn Asn Gin Asp 

450 455 460 

His Ala His His Val Lys Phe Ser Ser Ser Val Pro Gin Arg Ser Leu 
465 470 475 480 

Leu Glu Gin Ala Gin Lys Pro He Asp He Arg Gin Arg Ser Ser Gin 
485 490 495 
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Asn Arg Gin Asn Trp Leu Ala Ala Ser Glu Ser Ser Ser Glu Glu Glu 

500 505 510 

Ser Pro Val Thr Gly Arg Arg Ser Gin Ser Ser Pro Pro Tyr Ser Thr 

515 520 525 

He Asp Gin Lys Leu Leu Val Asp He His Val Pro Asp Gly Phe Lys 

530 535 540 

Val Gly Lys He Ser Pro Pro Val Tyr Leu Thr Asn Glu Trp Val Gly 
545 550 555 560 

Tyr Asn Ala Leu Ser Glu He Phe Arg Asn Asp Trp Leu Thr Pro Ala 

565 570 575 

Pro Val He Gin Pro Pro Glu Glu Asp Gly Asp Tyr Val Glu Leu Tyr 

580 585 590 

Asp Ala Ser Ala Asp Thr Asp Gly Asp Asp Asp Asp Glu Ser Asn Asp 

595 600 605 

Thr Phe Glu Asp Thr Tyr Asp His Ala Asn Gly Asn Asp Asp Leu Asp 

610 615 620 

Asn Gin Val Asp Gin Ala Asn Asp Val Cys Lys Asp His Asp Asp Asp 
625 630 635 640 

Asn Asn Lys Phe Val Asp Asp Val Asn Asn Asn Tyr Tyr Glu Ala Pro 

645 650 655 

Ser Cys Pro Arg Ala Ser Tyr Gly Arg Asp Gly Ser Cys Lys Gin Asp 

660 665 670 

Gly Tyr Asp Gly Ser Arg Gly Lys Glu Glu Ala Tyr Arg Gly Tyr Gly 

675 680 685 

Ser His Thr Ala Asn Arg Ser His Gly Gly Ser Ala Ala Ser Glu Asp 

690 695 700 

Asn Ala Ala He Gly Asp Gin Glu Glu His Ala Ala Asn He Gly Ser 
705 710 715 720 

Glu Arg Arg Gly Ser Glu Gly Asp Gly Gly Lys Gly Val Val Arg Thr 
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725 730 735 

Ser Glu Glu Ser Gly Ala Leu Gly Leu Asn Gly Glu Glu Asn Cys Ser 

740 745 750 

Glu Thr Asp Gly Pro Gly Leu Lys Arg Pro Ala Ser Gin Asp Phe Glu 

755 760 765 

Tyr Leu Gin Glu Glu Pro Gly Gly Gly Asn Glu Ala Ser Asn Ala He 

770 775 780 

Asp Ser Gly Ala Ala Pro Ser Ala Pro Asp His Glu Ser Asp Asn Lys 
785 790 795 800 

Asp He Ser Glu Ser Ser Thr Gin Ser Asp Phe Ser Ala Asn His Ser 

805 810 815 

Ser Pro Ser Lys Gly Ser Gly Met Ser Ala Asp Ala Asn Phe Ala Ser 

820 825 830 

Ala He Leu Tyr Ala Gly Phe Val Glu Val Pro Glu Glu Ser Pro Lys 

835 840 845 

Gin Pro Ser Glu Val Asn Val Asn Pro Leu Tyr Val Ser Pro Ala Cys 

850 855 860 

Lys Lys Pro Leu He His Met Tyr Glu Lys Glu Phe Thr Ser Glu He 
865 870 875 880 

Cys Cys Gly Ser Leu Trp Gly Val Asn Leu Leu Leu Gly Thr Arg Ser 

885 890 895 

Asn Leu Tyr Leu Met Asp Arg Ser Gly Lys Ala Asp He Thr Lys Leu 

900 905 910 

He Arg Arg Arg Pro Phe Arg Gin He Gin Val Leu Glu Pro Leu Asn 

915 920 925 

Leu Leu He Thr He Ser Gly His Lys Asn Arg Leu Arg Val Tyr His 

930 935 940 

Leu Thr Trp Leu Arg Asn Lys He Leu Asn Asn Asp Pro Glu Ser 
945 950 955 
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<210> 57 

<211> 523 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Met Thr Pro Gin Ser Leu Leu Gin Thr Thr Leu Phe Leu Leu Ser Leu 

15 10 15 

Leu Phe Leu Val Gin Gly Ala His Gly Arg Gly His Arg Glu Asp Phe 

20 25 30 

Arg Phe Cys Ser Gin Gin Leu Gin Ser Leu Glu Ser Lys Leu Thr Ser 

35 40 45 

Val Arg Phe Met Gly Asp Met Val Ser Phe Glu Glu Asp Arg He Asn 

50 55 60 

Ala Thr Val Trp Lys Leu Gin Pro Thr Ala Gly Leu Gin Asp Leu His 
65 70 75 80 

He His Ser Arg Gin Glu Glu Glu Gin Ser Glu He Met Glu Tyr Ser 

85 90 95 

Val Leu Leu Pro Arg Thr Leu Phe Gin Arg Thr Lys Gly Arg Arg Gly 

100 105 110 

Glu Ala Glu Lys Arg Leu Leu Leu Val Asp Phe Ser Ser Gin Ala Leu 

115 120 125 

Phe Gin Asp Lys Asn Ser Ser His Val Leu Gly Glu Lys Val Leu Gly 

130 135 140 

He Val Val Gin Asn Thr Lys Val Ala Asn Leu Thr Glu Pro Val Val 
145 150 155 160 

Leu Thr Phe Gin His Gin Leu Gin Pro Lys Asn Val Thr Leu Gin Cys 
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165 170 175 

Val Phe Trp Val Glu Asp Pro Thr Leu Ser Ser Pro Gly His Trp Ser 

180 185 190 

Ser Ala Gly Cys Glu Thr Val Arg Arg Glu Thr Gin Thr Ser Cys Phe 

195 200 205 

Cys Asn His Leu Thr Tyr Phe Ala Val Leu Met Val Ser Ser Val Glu 

210 215 220 

Val Asp Ala Val His Lys His Tyr Leu Ser Leu Leu Ser Tyr Val Gly 
225 230 235 240 

Cys Val Val Ser Ala Leu Ala Cys Leu Val Thr He Ala Ala Tyr Leu 

245 250 255 

Cys Ser Arg Val Pro Leu Pro Cys Arg Arg Lys Pro Arg Asp Tyr Thr 

260 265 270 

He Lys Val His Met Asn Leu Leu Leu Ala Val Phe Leu Leu Asp Thr 

275 280 285 

Ser Phe Leu Leu Ser Glu Pro Val Ala Leu Thr Gly Ser Glu Ala Gly 

290 295 300 

Cys Arg Ala Ser Ala He Phe Leu His Phe Ser Leu Leu Thr Cys Leu 
305 310 315 320 

Ser Trp Met Gly Leu Glu Gly Tyr Asn Leu Tyr Arg Leu Val Val Glu 

325 330 335 

Val Phe Gly Thr Tyr Val Pro Gly Tyr Leu Leu Lys Leu Ser Ala Met 

340 345 350 

Gly Trp Gly Phe Pro He Phe Leu Val Thr Leu Val Ala Leu Val Asp 

355 360 365 

Val Asp Asn Tyr Gly Pro He He Leu Ala Val His Arg Thr Pro Glu 

370 375 380 

Gly Val He Tyr Pro Ser Arg Cys Trp He Arg Asp Ser Leu Val Ser 
385 390 395 400 
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Tyr He Thr Asn Leu Gly Leu Phe Ser Leu Val Phe Leu Phe Asn Met 

405 410 415 

Ala Met Leu Ala Thr Met Val Val Gin He Leu Arg Leu Arg Pro His 

420 425 430 

Thr Gin Lys Trp Ser His Val Leu Thr Leu Leu Gly Leu Ser Leu Val 

435 440 445 

Leu Gly Leu Pro Trp Ala Leu He Phe Phe Ser Phe Ala Ser Gly Thr 

450 455 460 

Phe Gin Leu Val Val Leu Tyr Leu Phe Ser He He Thr Ser Phe Gin 
465 470 475 480 

Gly Phe Leu He Phe He Trp Tyr Trp Ser Met Arg Leu Gin Ala Arg 

485 490 495 

Gly Gly Pro Ser Pro Leu Lys Ser Asn Ser Asp Ser Ala Arg Leu Pro 

500 505 510 

He Ser Ser Gly Ser Thr Ser Ser Ser Arg He 
515 520 



<210> 58 
<211> 576 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Val Ser His Phe Met 

1 5 
Leu Leu Gly Phe Gin Phe 
20 

Lys Val Pro Gin Arg Met 
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Gly Ser Leu Ser Val Leu Cys Phe Leu Leu 

10 15 
Val Cys Pro Gin Pro Ser Thr Gin His Arg 

25 30 
Ala Ala Glu Gly Ala Pro Glu Asp Asp Gly 
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35 40 45 

Gly Gly Gly Ala Pro Gly Val Trp Gly Ala Trp Gly Pro Trp Ser Ala 

50 55 60 

Cys Ser Arg Ser Cys Ser Gly Gly Val Met Glu Gin Thr Arg Pro Cys 
65 70 75 80 

Leu Pro Arg Ser Tyr Arg Leu Arg Gly Gly Gin Arg Pro Gly Ala Pro 

85 90 95 

Ala Arg Ala Phe Ala Asp His Ala Val Ser Ala Val Arg Thr Ser Val 

100 105 110 

Pro Leu His Arg Ser Arg Asp Glu Thr Pro Ala Leu Ala Gly Thr Asp 

115 120 125 

Ala Ser Arg Gin Gly Pro Thr Val Leu Arg Gly Ser Arg His Pro Gin 

130 135 140 

Pro Gin Gly Leu Glu Val Thr Gly Asp Arg Arg Ser Arg Thr Arg Gly 
145 150 155 160 

Thr He Gly Pro Gly Lys Tyr Gly Tyr Gly Lys Ala Pro Tyr He Leu 

165 170 175 

Pro Leu Gin Thr Asp Thr Ala His Thr Pro Gin Arg Leu Arg Arg Gin 

180 185 190 

Lys Leu Ser Ser Arg His Ser Arg Ser Gin Gly Ala Ser Ser Ala Arg 

195 200 205 

His Gly Tyr Ser Ser Pro Ala His Gin Val Pro Gin His Gly Pro Leu 

210 215 220 

Tyr Gin Ser Asp Ser Gly Pro Arg Ser Gly Leu Gin Ala Ala Glu Ala 
225 230 235 240 

Pro He Tyr Gin Leu Pro Leu Thr His Asp Gin Gly Tyr Pro Ala Ala 

245 250 255 

Ser Ser Leu Phe His Ser Pro Glu Thr Ser Asn Asn His Gly Val Gly 
260 265 270 
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Thr His Gly Ala Thr Gin Ser Phe Ser Gin Pro Ala Arg Ser Thr Ala 

275 280 285 

He Ser Cys He Gly Ala Tyr Arg Gin Tyr Lys Leu Cys Asn Thr Asn 

290 295 300 

Val Cys Pro Glu Ser Ser Arg Ser He Arg Glu Val Gin Cys Ala Ser 
305 310 315 320 

Tyr Asn Asn Lys Pro Phe Met Gly Arg Phe Tyr Glu Trp Glu Pro Phe 

325 330 335 

Ala Glu Val Lys Gly Asn Arg Lys Cys Glu Leu Asn Cys Gin Ala Met 

340 345 350 

Gly Tyr Arg Phe Tyr Val Arg Gin Ala Glu Lys Val He Asp Gly Thr 

355 360 365 

Pro Cys Asp Gin Asn Gly Thr Ala He Cys Val Ser Gly Gin Cys Lys 

370 375 380 

Ser He Gly Cys Asp Asp Tyr Leu Gly Ser Asp Lys Val Val Asp Lys 
385 390 395 400 

Cys Gly Val Cys Gly Gly Asp Asn Thr Gly Cys Gin Val Val Ser Gly 

405 410 415 

Val Phe Lys His Ala Leu Thr Ser Leu Gly Tyr His Arg Val Val Glu 

420 425 430 

He Ser Glu Gly Ala Thr Lys He Asn He Thr Glu Met Tyr Lys Ser 

435 440 445 

Asn Asn Tyr Leu Ala Leu Arg Ser Arg Ser Gly Arg Ser He He Asn 

450 455 460 

Gly Asn Trp Ala He Asp Arg Pro Gly Lys Tyr Glu Gly Gly Gly Thr 
465 470 475 480 

Met Phe Thr Tyr Lys Arg Pro Asn Glu He Ser Ser Thr Ala Gly Glu 

485 490 495 

Ser Phe Leu Ala Glu Gly Pro Thr Asn Glu He Leu Asp Val Tyr Met 
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500 505 510 

He His Gin Gin Pro Asn Pro Gly Val His Tyr Glu Tyr Val He Met 

515 520 525 

Gly Thr Asn Ala He Ser Pro Gin Val Pro Pro His Arg Arg Pro Gly 

530 535 540 

Glu Pro Phe Asn Gly Gin Met Val Thr Glu Gly Arg Ser Gin Glu Glu 
545 550 555 560 

Gly Glu Gin Lys Gly Arg Asn Glu Glu Lys Glu Asp Leu Arg Gly Glu 
565 570 575 



<210> 59 
<211> 682 
<212> PRT 

<213> Homo sapiens 
<400> 59 

Met Gly Val Ala Gly Arg Asn Arg Pro Gly Ala Ala Trp Ala Val Leu 

15 10 15 

Leu Leu Leu Leu Leu Leu Pro Pro Leu Leu Leu Leu Ala Gly Ala Val 

20 25 30 

Pro Pro Gly Arg Gly Arg Ala Ala Gly Pro Gin Glu Asp Val Asp Glu 

35 40 45 

Cys Ala Gin Gly Leu Asp Asp Cys His Ala Asp Ala Leu Cys Gin Asn 

50 55 60 

Thr Pro Thr Ser Tyr Lys Cys Ser Cys Lys Pro Gly Tyr Gin Gly Glu 
65 70 75 80 

Gly Arg Gin Cys Glu Asp He Asp Glu Cys Gly Asn Glu Leu Asn Gly 
85 90 95 
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Gly Cys Val His Asp Cys Leu Asn He Pro Gly Asn Tyr Arg Cys Thr 

100 105 110 

Cys Phe Asp Gly Phe Met Leu Ala His Asp Gly His Asn Cys Leu Asp 

115 120 125 

Val Asp Glu Cys Leu Glu Asn Asn Gly Gly Cys Gin His Thr Cys Val 

130 135 140 

Asn Val Met Gly Ser Tyr Glu Cys Cys Cys Lys Glu Gly Phe Phe Leu 
145 150 155 160 

Ser Asp Asn Gin His Thr Cys He His Arg Ser Glu Glu Gly Leu Ser 

165 170 175 

Cys Met Asn. Lys Asp His Gly Cys Ser His He Cys Lys Glu Ala Pro 

180 185 190 

Arg Gly Ser Val Ala Cys Glu Cys Arg Pro Gly Phe Glu Leu Ala Lys 

195 200 205 

Asn Gin Arg Asp Cys He Leu Thr Cys Asn His Gly Asn Gly Gly Cys 

210 215 220 

Gin His Ser Cys Asp Asp Thr Ala Asp Gly Pro Glu Cys Ser Cys His 
225 230 235 240 

Pro Gin Tyr Lys Met His Thr Asp Gly Arg Ser Cys Leu Glu Arg Glu 

245 250 255 

Asp Thr Val Leu Glu Val Thr Glu Ser Asn Thr Thr Ser Val Val Asp 

260 265 270 

Gly Asp Lys Arg Val Lys Arg Gin Leu Leu Met Glu Thr Cys Ala Val 

275 280 285 

Asn Asn Gly Gly Cys Asp Arg Thr Cys Lys Asp Thr Ser Thr Gly Val 

290 295 300 

His Cys Ser Cys Pro Val Gly Phe Thr Leu Gin Leu Asp Gly Lys Thr 
305 310 315 320 

Cys Lys Asp He Asp Glu Cys Gin Thr Arg Asn Gly Gly Cys Asp His 
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325 330 335 

Phe Cys Lys Asn He Val Gly Ser Phe Asp Cys Gly Cys Lys Lys Gly 

340 345 350 

Phe Lys Leu Leu Thr Asp Glu Lys Ser Cys Gin Asp Val Asp Glu Cys 

355 360 365 

Ser Leu Asp Arg Thr Cys Asp His Ser Cys He Asn His Pro Gly Thr 

370 375 380 

Phe Ala Cys Ala Cys Asn Arg Gly Tyr Thr Leu Tyr Gly Phe Thr His 
385 390 395 400 

Cys Gly Asp Thr Asn Glu Cys Ser He Asn Asn Gly Gly Cys Gin Gin 

405 410 415 

Val Cys Val Asn Thr Val Gly Ser Tyr Glu Cys Gin Cys His Pro Gly 

420 425 430 

Tyr Lys Leu His Trp Asn Lys Lys Asp Cys Val Ala Ser Cys Asp Leu 

435 440 445 

Ser Cys He Val Lys Arg Thr Glu Lys Arg Leu Arg Lys Ala He Arg 

450 455 460 

Thr Leu Arg Lys Ala Val His Arg Glu Gin Phe His Leu Gin Leu Ser 
465 470 475 480 

Gly Met Asn Leu Asp Val Ala Lys Lys Pro Pro Arg Thr Ser Glu Arg 

485 490 495 

Gin Ala Glu Ser Cys Gly Val Gly Gin Gly His Ala Glu Asn Gin Cys 

500 505 510 

Val Ser Cys Arg Ala Gly Thr Tyr Tyr Asp Gly Ala Arg Glu Arg Cys 

515 520 525 

He Leu Cys Pro Asn Gly Thr Phe Gin Asn Glu Glu Gly Gin Met Thr 

530 535 540 

Cys Glu Pro Cys Pro Arg Pro Gly Asn Ser Gly Ala Leu Lys Thr Pro 
545 550 555 560 
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Glu Ala Trp Asn Met Ser Glu Cys Gly Gly Leu Cys Gin Pro Gly Glu 

565 570 575 

Tyr Ser Ala Asp Gly Phe Ala Pro Cys Gin Leu Cys Ala Leu Gly Thr 

580 585 590 

Phe Gin Pro Glu Ala Gly Arg Thr Ser Cys Phe Pro Cys Gly Gly Gly 

595 600 605 

Leu Ala Thr Lys His Gin Gly Ala Thr Ser Phe Gin Asp Cys Glu Thr 

610 615 620 

Arg Val Gin Cys Ser Pro Gly His Phe Tyr Asn Thr Thr Thr His Arg 
625 630 635 640 

Cys He Arg Cys Pro Val Gly Thr Tyr Gin Pro Glu Phe Gly Lys Asn 

645 650 655 

Asn Cys Val Ser Cys Pro Gly Asn Thr Thr Thr Asp Phe Asp Gly Ser 

660 665 670 

Thr Asn He Thr Gin Phe Cys Asp Asn He 
675 680 



<210> 60 

<211> 369 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Met Ala Ser Gly Ala Gin Leu Pro Pro Gin Pro Ser Ser Ser Glu Val 

15 10 15 

Ser Ala Val Gin Ser Pro Gly Gly Arg Pro Gly Ala Gly Leu Glu Glu 

20 25 30 

Thr Ala Leu Gly Val Pro Leu Pro Pro Ser Pro Gly Glu Ala Pro Leu 
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35 40 45 

Pro Arg Ser Asn Arg Ser Arg Cys Pro Gly Thr Arg Gin Pro Gly Ala 

50 55 60 

Ala Ser Leu His Ala Ala Ser Ala Ala Val Pro Val Arg Pro Arg Arg 
65 70 75 80 

Gly Thr Ala Pro Ala Gly Lys Thr Ala Asp Ala Val Pro Ala Ala Ala 

85 90 95 

Pro Glu Gin Ala Pro Arg Pro Ala Pro Gin Ser Arg Lys Pro Arg Asn 

100 105 110 

Leu Glu Gly Asp Leu Asp Glu Arg Arg Leu Leu Cys His Leu Gin Leu 

115 120 125 

Ala Gin Asp Arg Glu Ala Arg Leu Trp Arg Gly Gly Lys Pro Gin Asp 

130 135 140 

Glu He Cys Asp Ala Phe Glu Glu Val Val Leu Trp Leu Leu Arg Leu 
145 150 155 160 

Gin Asn Thr Phe Tyr Phe Ser Gin Ser Thr Phe Asn Leu Ala Leu Thr 

165 170 175 

He Phe Gly Arg Leu Leu He Ser Val Lys Val Lys Glu Lys Tyr Leu 

180 185 190 

His Cys Ala Thr He Thr Ser Leu Arg Leu Ala Ala Lys Val Asn Glu 

195 200 205 

Glu Glu Glu Phe He Pro Gin Val Lys Asp Phe Thr Lys His Tyr Gly 

210 215 220 

Ser Asp Tyr Ser Pro Asn Glu Leu Leu Arg Met Glu Leu Ala He Leu 
225 230 235 240 

Asp Arg Leu His Trp Asp Leu Tyr He Gly Thr Pro Leu Asp Phe Leu 

245 250 255 ' 

Thr He Phe His Ala Leu Val Val Leu Ser Trp Pro His Val Leu Glu 
260 265 270 
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Leu Leu Pro Gin Arg Asn Pro Ser Leu His Val Ala Ser Leu Thr Arg 

275 280 285 

Gin Leu Gin His Cys Met Ala Gly His Gin Leu Leu Gin Phe Lys Gly 

290 295 300 

Ser Thr Leu Ala Leu Val He He Thr Leu Glu Leu Glu Arg Leu Met 
305 310 315 320 

Pro Gly Trp Cys Ala Pro lie Ser Asp Leu Leu Lys Lys Ala Gin Val 

325 330 335 

Gly Asp Met Gin Tyr Ser Cys Cys Lys Glu Leu Val Met Gin Gin Leu 

340 345 350 

Arg Ser Leu Gin Ser Ser Ser Cys Thr Asp Asn Phe Val Ser Pro Ala 
355 360 365 

Asn 



<210> 61 
<211> 776 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Ser Gly Lys Arg Gin Phe Phe Leu Lys Pro Leu Ala Leu Leu Thr 

15 10 15 

Cys Trp Pro Ser Thr Val Asn Gly Lys Asp Leu Ser Lys Ala Thr His 

20 25 30 

Glu Glu Ala Val Glu Ala Phe Arg Asn Ala Lys Glu Pro He Val Val 

35 40 45 

Gin Val Leu Arg Arg Thr Pro Leu Ser Arg Pro Ala Tyr Gly Met Ala 
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50 55 60 

Ser Glu Val Gin Leu Met Asn Ala Ser Thr Gin Thr Asp He Thr Phe 
65 70 75 80 

Glu His lie Met Ala Leu Ala Lys Leu Arg Pro Pro Thr Pro Pro Val 

85 90 95 

Pro Asp He Cys Pro Phe Leu Leu Ser Asp Ser Cys His Ser Leu His 

100 105 110 

Pro Met Glu His Glu Phe Tyr Glu Asp Asn Glu Tyr He Ser Ser Leu 

115 120 125 

Pro Ala Asp Ala Asp Arg Thr Glu Asp Phe Glu Tyr Glu Glu Val Glu 

130 135 140 

Leu Cys Arg Val Ser Ser Gin Glu Lys Leu Gly Leu Thr Val Cys Tyr 
145 150 155 160 

Arg Thr Asp Asp Glu Glu Asp Thr Gly He Tyr Val Ser Glu Val Asp 

165 170 175 

Pro Asn Ser He Ala Ala Lys Asp Gly Arg He Arg Glu Gly Asp Arg 

180 185 190 

He Leu Gin He Asn Gly Glu Asp Val Gin Asn Arg Glu Glu Ala Val 

195 200 205 

Ala Leu Leu Ser Asn Asp Glu Cys Lys Arg He Val Leu Leu Val Ala 

210 215 220 

Arg Pro Glu He Gin Leu Asp Glu Gly Trp Leu Glu Asp Glu Arg Asn 
225 230 235 240 

Glu Phe Leu Glu Glu Leu Asn Leu Glu Met Leu Glu Glu Glu His Asn 

245 250 255 

Glu Ala Met Gin Pro Thr Ala Asn Glu Val Glu Gin Pro Lys Lys Gin 

260 265 270 

Glu Glu Glu Glu Gly Thr Thr Asp Thr Ala Thr Ser Ser Ser Asn Asn 
275 280 285 
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His Glu Lys Asp Ser Gly Val Gly Arg Thr Asp Glu Ser Leu Arg Asn 

290 295 300 

Asp Glu Ser Ser Glu Gin Glu Asn Ala Ala Glu Asp Pro Asn Ser Thr 
305 310 315 320 

Ser Leu Lys Ser Lys Arg Asp Leu Gly Gin Ser Gin Asp Thr Leu Gly 

325 330 335 

Ser Val Glu Leu Gin Tyr Asn Glu Ser Leu Val Ser Gly Glu Tyr He 

340 345 350 

Asp Ser Asp Cys He Gly Asn Pro Asp Glu Asp Cys Glu Arg Phe Arg 

355 360 365 

Gin Leu Leu Glu Leu Lys Cys Lys He Arg Asn His Gly Glu Tyr Asp 

370 375 380 

Leu Tyr Tyr Ser Ser Gly Thr He Glu Cys Asn Gin Gly Glu Gin Glu 
385 390 395 400 

Gly Val Glu His Glu Leu Gin Leu Leu Asn Glu Glu Leu Arg Asn He 

405 410 415 

Glu Leu Glu Cys Gin Asn He Met Gin Ala His Arg Leu Gin Lys Val 

420 425 430 

Thr Asp Gin Tyr Gly Asp He Trp Thr Leu His Asp Gly Gly Phe Arg 

435 440 445 

Asn Tyr Asn Thr Ser He Asp Met Gin Arg Gly Lys Leu Asp Asp He 

450 455 460 

Met Glu His Pro Glu Lys Ser Asp Lys Asp Ser Ser Ser Ala Tyr Asn 
465 470 475 480 

Thr Ala Glu Ser Cys Arg Ser Thr Pro Leu Thr Val Asp Arg Ser Pro 

485 490 495 

Asp Ser Ser Leu Pro Arg Val He Asn Leu Thr Asn Lys Lys Asn Leu 

500 505 510 

Arg Ser Thr Met Ala Ala Thr Gin Ser Ser Ser Gly Gin Ser Ser Lys 
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515 520 525 

Glu Ser Thr Ser Thr Lys Ala Lys Thr Thr Glu Gin Gly Cys Ser Ala 

530 535 540 

Glu Ser Lys Glu Lys Val Leu Glu Gly Ser Lys Leu Pro Asp Gin Glu 
545 550 555 560 

Lys Ala Val Ser Glu His He Pro Tyr Leu Ser Pro Tyr His Ser Ser 

565 570 575 

Ser Tyr Arg Tyr Ala Asn He Pro Ala His Ala Arg His Tyr Gin Ser 

580 585 590 

Tyr Met Gin Leu He Gin Gin Lys Ser Ala Val Glu Tyr Ala Gin Ser 

595 600 605 

Gin Leu Ser Leu Val Ser Met Cys Lys Glu Ser Gin Lys Cys Ser Glu 

610 615 620 

Pro Lys Met Glu Trp Lys Val Lys He Arg Ser Asp Gly Thr Arg Tyr 
625 630 635 640 

He Thr Lys Arg Pro Val Arg Asp Arg He Leu Lys Glu Arg Ala Leu 

645 650 655 

Lys He Lys Glu Glu Arg Ser Gly Met Thr Thr Asp Asp Asp Thr Met 

660 665 670 

Ser Glu Met Lys Met Gly Arg Tyr Trp Ser Lys Glu Glu Arg Lys Gin 

675 680 685 

His Leu Val Arg Ala Lys Glu Gin Arg Arg Arg Arg Glu Phe Met Met 

690 695 700 

Arg Ser Arg Leu Glu Cys Leu Lys Glu Ser Pro Gin Ser Gly Ser Glu 
705 710 715 720 

Gly Lys Lys Glu He Asn He He Glu Leu Ser His Lys Lys Met Met 

725 730 735 

Lys Lys Arg Asn Lys Lys He Leu Asp Asn Trp Met Thr He Gin Glu 
740 745 750 
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Ala Lys Ser Pro Asp Gly Thr Arg Val His Asn 

760 765 
Thr Thr Val 
775 



<210> 62 
<211> 328 
<212> PRT 
^ <213> Homo sapiens 

<400> 62 

Met Lys Leu Trp Met Glu Ser His Leu He Val Pro Glu Thr Arg Pro 

15 10 15 

Ser Pro Arg Met Met Ser Asn Gin Thr Leu Val Thr Glu Phe He Leu 

20 25 30 

Gin Gly Phe Ser Glu His Pro Glu Tyr Arg Val Phe Leu Phe Ser Cys 

35 40 45 

Phe Leu Phe Leu Tyr Ser Gly Ala Leu Thr Gly Asn Val Leu He Thr 
• 50 55 60 

Leu Ala He Thr Phe Asn Pro Gly Leu His Ala Pro Met Tyr Phe Phe 
65 70 75 80 

Leu Leu Asn Leu Ala Thr Met Asp He He Cys Thr Ser Ser He Met 

85 90 95 

Pro Lys Ala Leu Ala Ser Leu Val Ser Glu Glu Ser Ser He Ser Tyr 

100 105 110 

Gly Gly Cys Met Ala Gin Leu Tyr Phe Leu Thr Trp Ala Ala Ser Ser 

115 120 125 

Glu Leu Leu Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Ala Ala He 



Leu Met Thr His Gly 
755 

Ala Phe Leu Ser Val 
770 
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130 135 140 

Cys His Pro Leu His Tyr Ser Ser Met Met Ser Lys Val Phe Cys Ser 
145 150 155 160 

Gly Leu Ala Thr Ala Val Trp Leu Leu Cys Ala Val Asn Thr Ala He 

165 170 175 

His Thr Gly Leu Met Leu Arg Leu Asp Phe Cys Gly Pro Asn Val He 

180 185 190 

He His Phe Phe Cys Gly Val Pro Pro Leu Leu Leu Leu Ser Cys Ser 

195 200 205 

Ser Thr Tyr Val Asn Gly Val Met He Val Leu Ala Asp Ala Phe Tyr 

210 215 220 

Gly He Val Asn Phe Leu Met Thr He Ala Ser Tyr Gly Phe He Val 
225 230 235 240 

Ser Ser He Leu Lys Val Lys Thr Ala Trp Gly Arg Gin Lys Ala Phe 

245 250 255 

Ser Thr Cys Ser Ser His Leu Thr Val Val Cys Met Tyr Tyr Thr Ala 

260 265 270 

Val Phe Tyr Ala Tyr He Ser Pro Val Ser Gly Tyr Ser Ala Gly Lys 

275 280 285 

Ser Lys Leu Ala Gly Leu Leu Tyr Thr Val Leu Ser Pro Thr Leu Asn 

290 295 300 

Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Leu Arg 
305 310 315 320 

Lys Leu Phe Pro Phe Phe Arg Asn 
325 



<210> 63 
<211> 140 
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<212> PRT 

<213> Homo sapiens 

<400> 63 

Met Val Arg Tyr Arg Val Arg Ser Leu Ser Glu Arg Ser His Glu Val 

15 10 15 

Tyr Arg Gin Gin Leu His Gly Gin Glu Gin Gly His His Gly Gin Glu 

20 25 30 

Glu Gin Gly Leu Ser Pro Glu His Val Glu Val Tyr Glu Arg Thr His 

35 40 45 

Gly Gin Ser His Tyr Arg Arg Arg His Cys Ser Arg Arg Arg Leu His 

50 55 60 

Arg He His Arg Arg Gin His Arg Ser Cys Arg Arg Arg Lys Arg Arg 
65 70 75 80 

Ser Cys Arg His Arg Arg Arg His Arg Arg Glu Ser Leu Gly Asp Pro 

85 90 95 

Leu Asn Gin Asn Phe Leu Ser Gin Lys Ala Ala Glu Pro Gly Arg Glu 

100 105 110 

His Ala Glu Gly Thr Lys Leu Pro Gly Pro Leu Thr Pro Ser Trp Lys 

115 120 125 

Leu Arg Lys Ser Arg Pro Lys His Gin Val Arg Pro 
130 135 140 



<210> 64 

<211> 696 

<212> PRT 

<213> Homo sapiens 
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<400> 64 

Met Ala Tyr Gly Ser He Thr Phe Gly Asp Val Ala He Asp Phe Ser 

15 10 15 

His Gin Glu Trp Glu Tyr Leu Ser Leu Val Gin Lys Thr Leu Tyr Gin 

20 25 30 

Glu Val Met Met Glu Asn Tyr Asp Asn Leu Val Ser Leu Ala Gly His 

35 40 45 

Ser Val Ser Lys Pro Asp Leu lie Thr Leu Leu Glu Gin Gly Lys Glu 

50 55 60 

Pro Trp Met He Val Arg Glu Glu Thr Arg Gly Glu Cys Thr Asp Leu 
65 70 75 80 

Asp Ser Arg Cys Glu He He Ser Asp Gly Lys Met Gin Leu Tyr Arg 

85 90 95 

Lys His Ser Cys Val Thr Leu His Gin Arg He His Asn Gly Gin Lys 

100 105 110 

Pro Tyr Glu Cys Lys Gin Cys Gin Lys Ser Phe Ser His Leu Thr Glu 

115 120 125 

Leu Met Val His Gin Thr He His Thr Ser Glu Glu Pro Asp Gin Cys 

130 135 140 

Glu Lys Phe Arg Lys Ala Phe Ser His Leu Thr Asp Leu Arg Lys His 
145 150 155 160 

Gin Lys He Asn Ala Arg Glu Lys Pro Tyr Glu Cys Glu Glu Cys Gly 

165 170 175 

Lys Val Phe Ser Tyr Pro Ala Asn Leu Ala Gin His Gly Lys Val His 

180 185 190 

Val Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Glu Ala Phe Arg Thr 

195 200 205 

Ser Arg Gin Leu Thr Val His His Arg Phe His Tyr Gly Glu Lys Pro 
210 215 220 
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Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Ser Val Tyr Gly Arg Leu 
225 230 235 240 

Ser Arg His Gin Ser He His Thr Gly Glu Lys Pro Phe Glu Cys Asn 

245 250 255 

Lys Cys Gly Lys Ser Phe Arg Leu Lys Ala Gly Leu Lys Val His Gin 

260 265 270 

Ser lie His Thr Gly Glu Lys Pro His Glu Cys Lys Glu Cys Gly Lys 

275 280 285 

Ala Phe Arg Gin Phe Ser His Leu Val Gly His Lys Arg He His Thr 

290 295 300 

Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Gly Phe Thr Cys 
305 310 315 320 

Arg Tyr Gin Leu Thr Met His Gin Arg He Tyr Ser Gly Glu Lys His 

325 330 335 

Tyr Glu Cys Lys Glu Asn Gly Glu Ala Phe Ser Ser Gly His Gin Leu 

340 345 350 

Thr Ala Pro His Thr Phe Glu Ser Val Glu Lys Pro Tyr Lys Cys Glu 

355 360 365 

Glu Cys Gly Lys Ala Phe Ser Val His Gly Arg Leu Thr Arg His Gin 

370 375 380 

Gly He His Ser Gly Lys Lys Pro Tyr Glu Cys Asn Lys Cys Gly Lys 
385 390 395 400 

Ser Phe Arg Leu Asn Ser Ser Leu Lys He His Gin Asn He His Thr 

405 410 415 

Gly Glu Lys Pro Tyr Lys Cys Lys Glu Cys Gly Lys Ala Phe Ser Gin 

420 425 430 

Arg Ala His Leu Ala His His Asn Arg He His Thr Gly Tyr Lys Pro 

435 440 445 

Phe Glu Cys Lys Glu Cys Gly Lys Ser Phe Arg Cys Ala Ser Tyr Leu 
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450 455 460 

Val lie His Glu Arg He His Thr Gly Glu Lys Pro Tyr Val Cys Gin 
465 470 475 480 

Glu Cys Gly Lys Gly Phe Ser Tyr Ser His Lys Leu Thr He His Arg 

485 490 495 

Arg Val His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys 

500 505 510 

Ala Phe Ser Val Ser Gly Gin Leu Thr Gin His Leu Ser He His Ser 

515 520 525 

Gly Lys Arg Pro Phe Glu Cys Asn Lys Cys Gly Lys Ser Phe Arg Phe 

530 535 540 

He Ser Val Leu Lys Ala His Gin Asn He His Ser Ala Glu Lys Pro 
545 550 555 560 

Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Arg His Ala Thr Ser Leu 

565 570 575 

He Tyr His Asp Arg Thr His Ala Gly Glu Lys Ser Tyr Glu Cys Lys 

580 585 590 

Glu Cys Gly Glu Thr Phe Ser His Ala Ser His Leu He He His Glu 

595 600 605 

Arg He His Thr Ser Asp Lys Pro Tyr Glu Cys Lys Arg Cys Gly Lys 

610 615 620 

Ala Phe His Cys Ala Ser Tyr Leu Val Arg His Glu Ser Val His Ala 
625 630 635 640 

Asp Gly Asn Pro Tyr Met Cys Glu Glu Cys Gly Lys Ala Phe Asn Ser 

645 650 655 

Ser His Glu Leu Ser He His His Arg Val His Thr Gly Glu Lys Pro 

660 665 670 

Phe Lys Cys Asn Lys Cys Arg Arg Ser Phe Arg Leu Arg Ser He Leu 
675 680 685 
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Glu Val His Gin Arg He His lie 
690 695 



<210> 65 
<211> 669 
<212> PRT 

<213> Homo sapiens 

0 <400> 65 

Met Ala Glu His Arg Ser Met Asp Gly Arg Met Glu Ala Ala Thr Arg 

15 10 15 

Gly Gly Ser His Leu Gin He Ala Trp Ala Cys Gly Ser Pro Glu Ala 

20 25 30 

Leu Pro Pro Glu Gly Met Ala Ala Gin Thr His Ser Ala Gin Arg Cys 

35 40 45 

Leu Gin Thr Gly Pro Gly Cys Ser Pro Asp Ala Pro Gin His Gly Pro 

50 55 60 

Pro Ser Ala Pro Pro Pro Pro Pro Lys Glu Gly His Gin Glu Gly Leu 
• 65 70 75 80 

Val Glu Leu Pro Ala Ser Phe Arg Glu Leu Leu Thr Phe Phe Cys Thr 

85 90 95 

Asn Ala Thr He His Gly Ala He Arg Leu Val Cys Ser Arg Gly Asn 

100 105 110 

Arg Leu Lys Thr Thr Ser Trp Gly Leu Leu Ser Leu Gly Ala Leu Val 

115 120 125 

Ala Leu Cys Trp Gin Leu Gly Leu Leu Phe Glu Arg His Trp His Arg 

130 135 140 

Pro Val Leu Met Ala Val Ser Val His Ser Glu Arg Lys Leu Leu Pro 
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145 150 155 160 

Leu Val Thr Leu Cys Asp Gly Asn Pro Arg Arg Pro Ser Pro Val Leu 

165 170 175 

Arg His Leu Glu Leu Leu Asp Glu Phe Ala Arg Glu Asn lie Asp Ser 

180 185 190 

Leu Tyr Asn Val Asn Leu Ser Lys Gly Arg Ala Ala Leu Ser Ala Thr 

195 200 205 

Val Pro Arg His Glu Pro Pro Phe His Leu Asp Arg Glu He Arg Leu 

210 215 220 

Gin Arg Leu Ser His Ser Gly Ser Arg Val Arg Val Gly Phe Arg Leu 
225 230 235 240 

Cys Asn Ser Thr Gly Gly Asp Cys Phe Tyr Arg Gly Tyr Thr Ser Gly 

245 250 255 

Val Ala Ala Val Gin Asp Trp Tyr His Phe His Tyr Val Asp lie Leu 

260 265 270 

Ala Leu Leu Pro Ala Ala Trp Glu Asp Ser His Gly Ser Gin Asp Gly 

275 280 285 

His Phe Val Leu Ser Cys Ser Tyr Asp Gly Leu Asp Cys Gin Ala Arg 

290 295 300 

Gin Phe Arg Thr Phe His His Pro Thr Tyr Gly Ser Cys Tyr Thr Val 
305 310 315 320 

Asp Gly Val Trp Thr Ala Gin Arg Pro Gly He Thr His Gly Val Gly 

325 330 335 

Leu Val Leu Arg Val Glu Gin Gin Pro His Leu Pro Leu Leu Ser Thr 

340 345 350 

Leu Ala Gly He Arg Val Met Val His Gly Arg Asn His Thr Pro Phe 

355 360 365 

Leu Gly His His Ser Phe Ser Val Arg Pro Gly Thr Glu Ala Thr He 
370 375 380 
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Ser He Arg Glu Asp Glu Val His Arg Leu Gly Ser Pro Tyr Gly His 
385 390 395 400 

Cys Thr Ala Gly Gly Glu Gly Val Glu Val Glu Leu Leu His Asn Thr 

405 410 415 

Ser Tyr Thr Arg Gin Ala Cys Leu Val Ser Cys Phe Gin Gin Leu Met 

420 425 430 

Val Glu Thr Cys Ser Cys Gly Tyr Tyr Leu His Pro Leu Pro Ala Gly 

435 440 445 

Ala Glu Tyr Cys Ser Ser Ala Arg His Pro Ala Trp Gly His Cys Phe 

450 455 460 

Tyr Arg Leu Tyr Gin Asp Leu Glu Thr His Arg Leu Pro Cys Thr Ser 
465 470 475 480 

Arg Cys Pro Arg Pro Cys Arg Glu Ser Ala Phe Lys Leu Ser Thr Gly 

485 490 495 

Thr Ser Arg Trp Pro Ser Ala Lys Ser Ala Gly Trp Thr Leu Ala Thr 

500 505 510 

Leu Gly Glu Gin Gly Leu Pro His Gin Ser His Arg Gin Arg Ser Ser 

515 520 525 

Leu Ala Lys He Asn He Val Tyr Gin Glu Leu Asn Tyr Arg Ser Val 

530 535 540 

Glu Glu Ala Pro Val Tyr Ser Val Pro Gin Leu Leu Ser Ala Met Gly 
545 550 555 560 

Ser Leu Cys Ser Leu Trp Phe Gly Ala Ser Val Leu Ser Leu Leu Glu 

565 570 575 

Leu Leu Glu Leu Leu Leu Asp Ala Ser Ala Leu Thr Leu Val Leu Gly 

580 585 590 

Gly Arg Arg Leu Arg Arg Ala Trp Phe Ser Trp Pro Arg Ala Ser Pro 

595 600 605 

Ala Ser Gly Ala Ser Ser He Lys Pro Glu Ala Ser Gin Met Pro Pro 
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610 615 620 

Pro Ala Gly Gly Thr Ser Asp Asp Pro Glu Pro Ser Gly Pro His Leu 
625 630 635 640 

Pro Arg Val Met Leu Pro Gly Val Leu Ala Gly Val Ser Ala Glu Glu 

645 650 655 

Gly Arg Ala Gly Pro Gin Pro Leu Glu Thr Leu Asp Thr 
660 665 



<210> 66 

<211> 695 

<212> PRT 

<213> Homo sapiens 



<400> 66 

Met Ala Tyr Gly Ser He Thr Phe Gly Asp Val Ala He Asp Phe Ser 

15 10 15 

His Gin Glu Trp Glu Tyr Leu Ser Leu Val Gin Lys Thr Leu Tyr Gin 
20 25 30 

• Glu Val Met Met Glu Asn Tyr Asp Asn Leu Val Ser Leu Gly His Ser 
35 40 45 

Val Ser Lys Pro Asp Leu He Thr Leu Leu Glu Gin Gly Lys Glu Pro 

50 55 60 

Trp Met He Val Arg Glu Glu Thr Arg Gly Glu Cys Thr Asp Leu Asp 
65 70 75 80 

Ser Arg Cys Glu He He Ser Asp Gly Lys Met Gin Leu Tyr Arg Lys 

85 90 95 

His Ser Cys Val Thr Leu His Gin Arg He His Asn Gly Gin Lys Pro 
100 105 110 
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Tyr Glu Cys Lys Gin Cys Gin Lys Ser Phe Ser His Leu Thr Glu Leu 

115 120 125 

Met Val His Gin Thr He His Thr Ser Glu Glu Pro Asp Gin Cys Glu 

130 135 140 

Lys Phe Arg Lys Ala Phe Ser His Leu Thr Asp Leu Arg Lys His Gin 
145 150 155 160 

Lys He Asn Ala Arg Glu Lys Pro Tyr Glu Cys Glu Glu Cys Gly Lys 

165 170 175 

Val Phe Ser Tyr Pro Ala Asn Leu Ala Gin His Gly Lys Val His Val 

180 185 190 

Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Glu Ala Phe Arg Thr Ser 

195 200 205 

Arg Gin Leu Thr Val His His Arg Phe His Tyr Gly Glu Lys Pro Tyr 

210 215 220 

Glu Cys Lys Glu Cys Gly Lys Ala Phe Ser Val Tyr Gly Arg Leu Ser 
225 230 235 240 

Arg His Gin Ser He His Thr Gly Glu Lys Pro Phe Glu Cys Asn Lys 

245 250 255 

Cys Gly Lys Ser Phe Arg Leu Lys Ala Gly Leu Lys Val His Gin Ser 

260 265 270 

He His Thr Gly Glu Lys Pro His Glu Cys Lys Glu Cys Gly Lys Ala 

275 280 285 

Phe Arg Gin Phe Ser His Leu Val Gly His Lys Arg He His Thr Gly 

290 295 300 

Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Gly Phe Thr Cys Arg 
305 310 315 320 

Tyr Gin Leu Thr Met His Gin Arg He Tyr Ser Gly Glu Lys His Tyr 

325 330 335 

Glu Cys Lys Glu Asn Gly Glu Ala Phe Ser Ser Gly His Gin Leu Thr 



tBIE# 2 004-3059663 



Wm 2003-131452 



^-v : 258/ 



340 345 350 

Ala Pro His Thr Phe Glu Ser Val Glu Lys Pro Tyr Lys Cys Glu Glu 

355 360 365 

Cys Gly Lys Ala Phe Ser Val His Gly Arg Leu Thr Arg His Gin Gly 

370 375 380 

He His Ser Gly Lys Lys Pro Tyr Glu Cys Asn Lys Cys Gly Lys Ser 
385 390 395 400 

Phe Arg Leu Asn Ser Ser Leu Lys He His Gin Asn He His Thr Gly 

405 410 415 

Glu Lys Pro Tyr Lys Cys Lys Glu Cys Gly Lys Ala Phe Ser Gin Arg 

420 425 430 

Ala His Leu Ala His His Asn Arg He His Thr Gly Tyr Lys Pro Phe 

435 440 445 

Glu Cys Lys Glu Cys Gly Lys Ser Phe Arg Cys Ala Ser Tyr Leu Val 

450 455 460 

He His Glu Arg He His Thr Gly Glu Lys Pro Tyr Val Cys Gin Glu 
465 470 475 480 

Cys Gly Lys Gly Phe Ser Tyr Ser His Lys Leu Thr He His Arg Arg 

485 490 495 

Val His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Gly Lys Ala 

500 505 510 

Phe Ser Val Ser Gly Gin Leu Thr Gin His Leu Ser He His Ser Gly 

515 520 525 

Lys Arg Pro Phe Glu Cys Asn Lys Cys Gly Lys Ser Phe Arg Phe lie 

530 535 540 

Ser Val Leu Lys Ala His Gin Asn He His Ser Ala Glu Lys Pro Tyr 
545 550 555 560 

Glu Cys Lys Glu Cys Gly Lys Ala Phe Arg His Ala Thr Ser Leu He 
565 570 575 
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Tyr His Asp Arg Thr His Ala Gly Glu Lys Ser Tyr Glu Cys Lys Glu 

580 585 590 

Cys Gly Glu Thr Phe Ser His Ala Ser His Leu He He His Glu Arg 

595 600 605 

He His Thr Ser Asp Lys Pro Tyr Glu Cys Lys Arg Cys Gly Lys Ala 

610 615 620 

Phe His Cys Ala Ser Tyr Leu Val Arg His Glu Ser Val His Ala Asp 
625 630 635 640 

Gly Asn Pro Tyr Met Cys Glu Glu Cys Gly Lys Ala Phe Asn Ser Ser 

645 650 655 

His Glu Leu Ser He His His Arg Val His Thr Gly Glu Lys Pro Phe 

660 665 670 

Lys Cys Asn Lys Cys Arg Arg Ser Phe Arg Leu Arg Ser He Leu Glu 

675 680 685 

Val His Gin Arg He His He 
690 695 



<210> 67 

<211> 173 

<212> PRT 

<213> Homo sapiens 



<400> 67 

Met Gly Leu Arg Gin Gly Asn Gly Thr Val Ser Leu Gly He Leu Ala 

15 10 15 

Thr Asp Pro Ala Pro Pro Thr Glu Pro Ser Ser Pro Thr Pro Cys Leu 

20 25 30 

Arg Asp Gly Arg Val Ser Glu Asn Thr Val Cys Leu He Arg Lys Leu 
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35 40 45 

Leu Val Leu Asp Pro Gin Gin Arg Leu Ala Ala Ala Asp Val Leu Glu 

50 55 60 

Ala Leu Ser Ala He He Ala Ser Trp Gin Ser Leu Ser Ser Leu Ser 
65 70 75 80 

Gly Pro Leu Gin Val Val Pro Asp He Asp Asp Gin Met Ser Asn Ala 

85 90 95 

Asp Ser Ser Gin Glu Ala Lys Val Thr Glu Glu Cys Ser Gin Tyr Glu 

100 105 110 

Phe Glu Asn Tyr Met Arg Gin Gin Leu Leu Leu Ala Glu Glu Lys Ser 

115 120 125 

Ser He His Asp Ala Arg Ser Trp Val Pro Lys Arg Gin Phe Gly Ser 

130 135 140 

Ala Pro Pro Val Arg Arg Leu Gly His Asp Ala Gin Pro Met Thr Ser 
145 150 155 160 

Leu Asp Thr Ala He Leu Ala Gin Arg Tyr Leu Arg Lys 
165 170 



<210> 68 

<211> 867 

<212> PRT 

<213> Homo sapiens 



<400> 68 

Met Arg Gly Phe Asn Leu Leu Leu Phe Trp Gly Cys Cys Val Met His 

15 10 15 

Ser Trp Glu Gly His He Arg Pro Thr Arg Lys Pro Asn Thr Lys Gly 
20 25 • 30 
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Asn Asn Cys Arg Asp Ser Thr Leu Cys Pro Ala Tyr Ala Thr Cys Thr 

35 40 45 

Asn Thr Val Asp Ser Tyr Tyr Cys Ala Cys Lys Gin Gly Phe Leu Ser 

50 55 60 

Ser Asn Gly Gin Asn His Phe Lys Asp Pro Gly Val Arg Cys Lys Asp 
65 70 75 80 

He Asn Glu Cys Leu Thr Ser Ser Val Cys Pro Glu His Ser Asp Cys 

85 90 95 

Val Asn Ser Met Gly Ser Tyr Ser Cys Ser Cys Gin Val Gly Phe He 

100 105 110 

Ser Arg Asn Ser Thr Cys Glu Asp Val Asp Glu Cys Ala Asp Pro Arg 

115 120 125 

Ala Cys Pro Glu His Ala Thr Cys Asn Asn Thr Val Gly Asn Tyr Ser 

130 135 140 

Cys Phe Cys Asn Pro Gly Phe Glu Ser Ser Ser Gly His Leu Ser Phe 
145 150 155 160 

Gin Gly Leu Lys Ala Ser Cys Glu Asp He Asp Glu Cys Thr Glu Met 

165 170 175 

Cys Pro He Asn Ser Thr Cys Thr Asn Thr Pro Gly Ser Tyr Phe Cys 

180 185 190 

Thr Cys His Pro Gly Phe Ala Pro Ser Asn Gly Gin Leu Asn Phe Thr 

195 200 205 

Asp Gin Gly Val Glu Cys Arg Asp He Asp Glu Cys Arg Gin Asp Pro 

210 215 220 

Ser Thr Cys Gly Pro Asn Ser He Cys Thr Asn Ala Leu Gly Ser Tyr 
225 230 235 240 

Ser Cys Gly Cys He Ala Gly Phe His Pro Asn Pro Glu Gly Ser Gin 

245 250 255 

Lys Asp Gly Asn Phe Ser Cys Gin Arg Val Leu Phe Lys Cys Lys Glu 
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260 265 270 

Asp Val He Pro Asp Asn Lys Gin He Gin Gin Cys Gin Glu Gly Thr 

275 280 285 

Ala Val Lys Pro Ala Tyr Val Ser Phe Cys Ala Gin He Asn Asn He 

290 295 300 

Phe Ser Val Leu Asp Lys Val Cys Glu Asn Lys Thr Thr Val Val Ser 
305 310 315 320 

Leu Lys Asn Thr Thr Glu Ser Phe Val Pro Val Leu Lys Gin He Ser 

325 330 335 

Thr Trp Thr Lys Phe Thr Lys Glu Glu Thr Ser Ser Leu Ala Thr Val 

340 345 350 

Phe Leu Glu Ser Val Glu Ser Met Thr Leu Ala Ser Phe Trp Lys Pro 

355 360 365 

Ser Ala Asn Val Thr Pro Ala Val Arg Thr Glu Tyr Leu Asp He Glu 

370 375 380 

Ser Lys Val He Asn Lys Glu Cys Ser Glu Glu Asn Val Thr Leu Asp 
385 390 395 400 

Leu Val Ala Lys Gly Asp Lys Met Lys He Gly Cys Ser Thr He Glu 

405 410 415 

Glu Ser Glu Ser Thr Glu Thr Thr Gly Val Ala Phe Val Ser Phe Val 

420 425 430 

Gly Met Glu Ser Val Leu Asn Glu Arg Phe Phe Gin Asp His Gin Ala 

435 440 445 

Pro Leu Thr Thr Ser Glu He Lys Leu Lys Met Asn Ser Arg Val Val 

450 455 460 

Gly Gly He Met Thr Gly Glu Lys Lys Asp Gly Phe Ser Asp Pro He 
465 470 475 480 

He Tyr Thr Leu Glu Asn Val Gin Pro Lys Gin Lys Phe Glu Arg Pro 
485 490 495 
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He Cys Val Ser Trp Ser Thr Asp Val Lys Gly Gly Arg Trp Thr Ser 

500 505 510 

Phe Gly Cys Val He Leu Glu Ala Ser Glu Thr Tyr Thr He Cys Ser 

515 520 525 

Cys Asn Gin Met Ala Asn Leu Ala Val He Met Ala Ser Gly Glu Leu 

530 535 540 

Thr Met Asp Phe Ser Leu Tyr He He Ser His Val Gly He He He 
545 550 555 560 

Ser Leu Val Cys Leu Val Leu Ala He Ala Thr Phe Leu Leu Cys Arg 

565 570 575 

Ser He Arg Asn His Asn Thr Tyr Leu His Leu His Leu Cys Val Cys 

580 585 590 

Leu Leu Leu Ala Lys Thr Leu Phe Leu Ala Gly He His Lys Thr Asp 

595 600 605 

Asn Lys Met Gly Cys Ala He He Ala Gly Phe Leu His Tyr Leu Phe 

610 615 620 

Leu Ala Cys Phe Phe Trp Met Leu Val Glu Ala Val He Leu Phe Leu 
625 630 635 640 

Met Val Arg Asn Leu Lys Val Val Asn Tyr Phe Ser Ser Arg Asn He 

645 650 655 

Lys Met Leu His He Cys Ala Phe Gly Tyr Gly Leu Pro Met Leu Val 

660 665 670 

Val Val He Ser Ala Ser Val Gin Pro Gin Gly Tyr Gly Met His Asn 

675 680 685 

Arg Cys Trp Leu Asn Thr Glu Thr Gly Phe He Trp Ser Phe Leu Gly 

690 695 700 

Pro Val Cys Thr Val He Val Val Ser Lys Tyr Tyr Asn Ser Leu Ala 
705 710 715 720 

Lys Cys Val Leu Lys Glu Glu Gin Gly Asp Leu Arg Asp Leu Glu Phe 
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725 730 735 

Pro Gly Thr Cys Ala Ala Glu Arg He Asn Ser Leu Leu Leu Thr Trp 

740 745 750 

Thr Leu Trp He Leu Arg Gin Arg Leu Ser Ser Val Asn Ala Glu Val 

755 760 765 

Ser Thr Leu Lys Asp Thr Arg Leu Leu Thr Phe Lys Ala Phe Ala Gin 

770 775 780 

Leu Phe He Leu Gly Cys Ser Trp Val Leu Gly He Phe Gin He Gly 
785 790 795 800 

Pro Val Ala Gly Val Met Ala Tyr Leu Phe Thr He He Asn Ser Leu 

805 810 815 

Gin Gly Ala Phe He Phe Leu He His Cys Leu Leu Asn Gly Gin Val 

820 825 830 

Arg Glu Glu Tyr Lys Arg Trp He Thr Gly Lys Thr Lys Pro Ser Ser 

835 840 845 

Gin Ser Gin Thr Ser Arg He Leu Leu Ser Ser Met Pro Ser Ala Ser 

850 855 860 

Lys Thr Gly 
865 



<210> 69 

<211> 317 

<212> PRT 

<213> Homo sapiens 



<400> 69 

Met Arg Leu Ala Leu His Ser Trp Val Ala Leu Leu Phe Leu Thr Leu 
15 10 15 



mtiE# 2004-3059663 



Sfcffi. 2003-131452 



^- V : 265/ 



Ser Ser Tyr Thr Ser Thr Gin Val Leu He Glu Thr Leu Cys Ala Leu 

20 25 30 

Gly Ala Gin Cys Arg Trp Ser Ala Cys Asn He Tyr Ser Thr Gin Asn 

35 40 45 

Glu Val Ala Ala Ala Leu Ala Glu Ala Gly Val Ala Val Phe Ala Trp 

50 55 60 

Lys Gly Glu Ser Glu Asp Asp Phe Trp Trp Cys He Asp Arg Cys Val 
65 70 75 80 

Asn Met Asp Gly Trp Gin Ala Asn Met He Leu Asp Asp Gly Gly Asp 

85 90 95 

Leu Thr His Trp Val Tyr Lys Lys Tyr Pro Asn Val Phe Lys Lys He 

100 105 110 

Arg Gly He Val Glu Glu Ser Val Thr Gly Val His Arg Leu Tyr Gin 

115 120 125 

Leu Ser Lys Ala Gly Lys Leu Cys Val Pro Ala Met Asn Val Asn Asp 

130 135 140 

Ser Val Thr Lys Gin Lys Phe Asp Asn Leu Tyr Cys Cys Arg Glu Ser 
145 150 155 160 

He Leu Asp Gly Leu Lys Arg Thr Thr Asp Val Met Phe Gly Gly Lys 

165 170 175 

Gin Val Val Val Cys Gly Tyr Gly Glu Val Gly Lys Gly Cys Cys Ala 

180 185 190 

Ala Leu Lys Ala Leu Gly Ala He Val Tyr He Thr Glu He Asp Pro 

195 200 205 

He Cys Ala Leu Gin Ala Cys Met Asp Gly Phe Arg Val Val Lys Leu 

210 215 220 

Asn Glu Val He Arg Gin Val Asp Val Val He Thr Cys Thr Gly Asn 
225 230 235 240 

Lys Asn Val Val Thr Arg Glu His Leu Asp Arg Met Lys Asn Ser Cys 
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245 250 255 

He Val Cys Asn Met Gly His Ser Asn Thr Glu He Asp Val Thr Ser 

260 265 270 

Leu Arg Thr Pro Glu Leu Thr Trp Glu Arg Val Arg Ser Gin Val Asp 

275 280 285 

His Val He Trp Pro Asp Gly Lys Arg Val Val Leu Leu Ala Glu Thr 

290 ■ 295 300 

Gin Met Asp Leu Gin Lys He Gly Lys Ser Leu Glu Ser 
305 310 315 



<210> 70 

<211> 501 

<212> PRT 

<213> Homo sapiens 



<400> 70 

Met Asp Gly Lys Val Ala Val Gin Glu Cys Gly Pro Pro Ala Val Ser 
15 10 15 

• Trp Val Pro Glu Glu Gly Glu Lys Leu Asp Gin Glu Asp Glu Asp Gin 

20 25 30 

Val Lys Asp Arg Gly Gin Trp Thr Asn Lys Val Glu Phe Val Leu Ser 

35 40 45 

Val Ala Gly Glu He He Gly Leu Ala Ser Val Val He Glu Ser Tyr 

50 55 60 

Leu Asn Val Tyr Tyr He He He Leu Ala Trp Ala Leu Phe Tyr Leu 
65 70 75 80 

Phe Ser Ser Phe Thr Ser Glu Leu Pro Trp Thr Thr Cys Asn Asn Phe 
85 90 95 
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Trp Asn Thr Glu His Cys Thr Asp Phe Leu Asn His Ser Gly Ala Gly 

100 105 110 

Thr Val Thr Pro Phe Glu Asn Phe Thr Ser Pro Val Met Glu Phe Trp 

115 120 125 

Glu Arg Arg Val Leu Gly He Thr Ser Gly He His Asp Leu Gly Ser 

130 135 140 

Leu Arg Trp Glu Leu Ala Leu Cys Leu Leu Leu Ala Trp Val He Cys 
145 150 155 160 

Tyr Phe Cys He Trp Lys Gly Val Lys Ser Thr Gly Lys Val Val Tyr 

165 170 175 

Phe Thr Ala Thr Phe Pro Tyr Leu Met Leu Val He Leu Leu He Arg 

180 185 190 

Gly Val Thr Leu Pro Gly Ala Tyr Gin Gly He He Tyr Tyr Leu Lys 

195 200 205 

Pro Asp Leu Phe Arg Leu Lys Asp Pro Gin Val Trp Met Asp Ala Gly 

210 215 220 

Thr Gin He Phe Phe Ser Phe Ala He Cys Gin Gly Cys Leu Thr Ala 
225 230 235 240 

Leu Gly Ser Tyr Asn Lys Tyr His Asn Asn Cys Tyr Lys Asp Cys He 

245 250 255 

Ala Leu Cys Phe Leu Asn Ser Ala Thr Ser Phe Val Ala Gly Phe Val 

260 265 270 

Val Phe Ser He Leu Gly Phe Met Ser Gin Glu Gin Gly Val Pro He 

275 280 285 

Ser Glu Val Ala Glu Ser Gly Pro Gly Leu Ala Phe He Ala Phe Pro 

290 295 300 

Lys Ala Val Thr Met Met Pro Leu Ser Gin Leu Trp Ser Cys Leu Phe 
305 310 315 320 

Phe He Met Leu He Phe Leu Gly Leu Asp Ser Gin Phe Val Cys Val 
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325 330 335 

Glu Cys Leu Val Thr Ala Ser lie Asp Met Phe Pro Arg Gin Leu Arg 

340 345 350 

Lys Ser Gly Arg Arg Glu Leu Leu He Leu Thr lie Ala Val Met Cys 

355 360 365 

Tyr Leu He Gly Leu Phe Leu Val Thr Glu Gly Gly Met Tyr He Phe 

370 375 380 

Gin Leu Phe Asp Tyr Tyr Ala Ser Ser Gly He Cys Leu Leu Phe Leu 
385 390 395 400 

Ser Leu Phe Glu Val Val Cys He Ser Trp Val Tyr Gly Ala Asp Arg 

405 410 415 

Phe Tyr Asp Asn He Glu Asp Met He Gly Trp Phe Leu Ala Leu Ser 

420 425 430 

Ser Met Val Cys Val Pro Leu Phe Val Val He Thr Leu Leu Lys Thr 

435 440 445 

Arg Gly Pro Phe Arg Lys Arg Leu Arg Gin Leu He Thr Pro Asp Ser 

450 455 460 

Ser Leu Pro Gin Pro Lys Gin His Pro Cys Leu Asp Gly Ser Ala Gly 
465 470 475 480 

Arg Asn Phe Gly Pro Ser Pro Thr Arg Glu Gly Leu He Ala Gly Glu 

485 490 495 

Lys Glu Thr His Leu 
500 



<210> 71 
<211> 126 
<212> PRT 

<213> Homo sapiens 
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<400> 71 

Met Thr Val Ser Arg Ser Cys Ser Lys Leu Pro Met His Phe Ser Val 

15 10 15 

Phe Leu Lys Gin Asn Leu Asn Ser Leu Thr Cys Asn Lys Ala Cys Val 

20 25 30 

Ala Ala Leu Leu Ser Trp Leu Gin Gly Phe Ser Ser Val Gly Ala Cys 

35 40 45 

Gly He Leu Ser Phe Leu Thr Cys Val Trp Glu Gin Gin Tyr Leu Ser 

50 55 60 

His Arg Val Ala His Gly He Ser Gly Ala Val His Ala Lys Cys Leu 
65 70 75 80 

Ala Trp Cys Leu He Val Lys Ala Gly Trp Leu Thr Val Phe Thr Leu 

85 90 95 

Asp Leu Gin Lys Trp Ser Trp Pro He Pro Gin Lys Thr Ala Glu Arg 

100 105 110 

Thr Pro Gly Lys Met Met Thr Tyr Ser Ser Cys Ser Ser Pro 
115 120 125 



<210> 72 

<211> 652 

<212> PRT 

<213> Homo sapiens 



<400> 72 

Met Thr Ser Ala Gin Tyr Lys He Lys He Leu He Glu Gly Leu His 

15 10 15 

His Gly Gin Arg Pro Gly Pro Ala Pro Pro Arg Gin Pro Gly Ser Phe 



tHSE# 2004-3059663 



&m 2003-131452 



^-v : 270/ 



20 25 30 

Cys Trp Ala Leu Lys Ala Asp Gly He Met Trp Leu Ala Lys Ala Cys 

35 40 45 

Trp Ser He Gin Ser Glu Met Pro Cys He Gin Ala Gin Tyr Gly Thr 

50 55 60 

Pro Ala Pro Ser Pro Gly Pro Arg Asp His Leu Ala Ser Asp Pro Leu 
65 70 75 80 

Thr Pro Glu Phe He Lys Pro Thr Met Asp Leu Ala Ser Pro Glu Ala 

85 90 95 

Ala Pro Ala Ala Pro Thr Ala Leu Pro Ser Phe Ser Thr Phe Met Asp 

100 105 110 

Gly Tyr Thr Gly Glu Phe Asp Thr Phe Leu Tyr Gin Leu Pro Gly Thr 

115 120 125 

Val Gin Pro Cys Ser Ser Ala Ser Ser Ser Ala Ser Ser Thr Ser Ser 

130 135 140 

Ser Ser Ala Thr Ser Pro Ala Ser Ala Ser Phe Lys Phe Glu Asp Phe 
145 150 155 160 

Gin Val Tyr Gly Cys Tyr Pro Gly Pro Leu Ser Gly Pro Val Asp Glu 

165 170 175 

Ala Leu Ser Ser Ser Gly Ser Asp Tyr Tyr Gly Ser Pro Cys Ser Ala 

180 185 190 

Pro Ser Pro Ser Thr Pro Ser Phe Gin Pro Pro Gin Leu Ser Pro Trp 

195 200 205 

Asp Gly Ser Phe Gly His Phe Ser Pro Ser Gin Thr Tyr Glu Gly Leu 

210 215 220 

Arg Ala Trp Thr Glu Gin Leu Pro Lys Ala Ser Gly Pro Pro Gin Pro 
225 230 235 240 

Pro Ala Phe Phe Ser Phe Ser Pro Pro Thr Gly Pro Ser Pro Ser Leu 
245 250 255 
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Ala Gin Ser Pro Leu Lys Leu Phe Pro Ser Gin Ala Thr His Gin Leu 

260 265 270 

Gly Glu Gly Glu Ser Tyr Ser Met Pro Thr Ala Phe Pro Gly Leu Ala 

275 280 285 

Pro Thr Ser Pro His Leu Glu Gly Ser Gly He Leu Asp Thr Pro Val 

290 295 300 

Thr Ser Thr Lys Ala Arg Ser Gly Ala Pro Gly Gly Ser Glu Gly Arg 
305 310 315 320 

Cys Ala Val Cys Gly Asp Asn Ala Ser Cys Gin His Tyr Gly Val Arg 

325 330 335 

Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys Arg Thr Val Gin Lys Asn 

340 345 350 

Ala Lys Tyr He Cys Leu Ala Asn Lys Asp Cys Pro Val Asp Lys Arg 

355 360 365 

Arg Arg Asn Arg Cys Gin Phe Cys Arg Phe Gin Lys Cys Leu Ala Val 

370 375 380 

Gly Met Val Lys Glu Val Val Arg Thr Asp Ser Leu Lys Gly Arg Arg 
385 390 395 400 

Gly Arg Leu Pro Ser Lys Pro Lys Gin Pro Pro Asp Ala Ser Pro Ala 

405 410 415 

Asn Leu Leu Thr Ser Leu Val Arg Ala His Leu Asp Ser Gly Pro Ser 

420 425 430 

Thr Ala Lys Leu Asp Tyr Ser Lys Phe Gin Glu Leu Val Leu Pro His 

435 440 445 

Phe Gly Lys Glu Asp Ala Gly Asp Val Gin Gin Phe Tyr Asp Leu Leu 

450 455 460 

Ser Gly Ser Leu Glu Val He Arg Lys Trp Ala Glu Lys He Pro Gly 
465 470 475 480 

Phe Ala Glu Leu Ser Pro Ala Asp Gin Asp Leu Leu Leu Glu Ser Ala 
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485 490 495 

Phe Leu Glu Leu Phe He Leu Arg Leu Ala Tyr Arg Ser Lys Pro Gly 

500 505 510 

Glu Gly Lys Leu He Phe Cys Ser Gly Leu Val Leu His Arg Leu Gin 

515 520 525 

Cys Ala Arg Gly Phe Gly Asp Arg He Asp Ser lie Leu Ala Phe Ser 

530 535 540 

Arg Ser Leu His Ser Leu Leu Val Asp Val Pro Ala Phe Ala Cys Leu 
545 550 555 560 

Ser Ala Leu Val Leu He Thr Asp Arg His Gly Leu Gin Glu Pro Arg 

565 570 575 

Arg Val Glu Glu Leu Gin Asn Arg He Ala Ser Cys Leu Lys Glu His 

580 585 590 

Val Ala Ala Val Ala Gly Glu Pro Gin Pro Ala Ser Cys Leu Ser Arg 

595 600 605 

Leu Leu Gly Lys Leu Pro Glu Leu Arg Thr Leu Cys Thr Gin Gly Leu 

610 615 620 

Gin Arg He Phe Tyr Leu Lys Leu Glu Asp Leu Val Pro Pro Pro Pro 
625 630 635 640 

He He Asp Lys He Phe Met Asp Thr Leu Pro Phe 
645 • 650 



<210> 73 

<211> 528 

<212> PRT 

<213> Homo sapiens 

<400> 73 
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Met Gly Pro Leu Gin Phe Arg Asp Val Ala He Glu Phe Ser Leu Glu 

15 10 15 

Glu Trp His Cys Leu Asp Thr Ala Gin Arg Asn Leu Tyr Arg Asn Val 

20 25 30 

Met Leu Glu Asn Tyr Ser Asn Leu Val Phe Leu Gly He Thr Val Ser 

35 40 45 

Lys Pro Asp Leu He Thr Cys Leu Glu Gin Gly Arg Lys Pro Leu Thr 

50 55 60 

Met Lys Arg Asn Glu Met He Ala Lys Pro Ser Val Met Cys Ser His 
65 70 75 80 

Phe Ala Gin Asp Leu Trp Pro Glu Gin Ser Met Lys Asp Ser Phe Gin 

85 90 95 

Lys Val Val Leu Arg Arg Tyr Glu Lys Cys Glu His Asp Asn Leu Gin 

100 105 110 

Leu Lys Lys Gly Cys He Ser Val Asp Glu Cys Lys Val His Lys Glu 

115 120 125 

Gly Tyr Asn Glu Leu Asn Gin Cys Leu Thr Thr Thr Pro Arg Lys He 

130 135 140 

Cys Gin Cys Asp Lys Tyr Val Lys Val Leu His Gin Phe Pro Asn Ser 
145 150 155 160 

Asn Gly Gin Lys Arg Gly His Thr Gly Lys Lys Pro Phe Lys Tyr He 

165 170 175 

Glu Cys Gly Lys Ala Phe Lys Gin Phe Ser Thr Leu Thr Thr His Lys 

180 185 190 

Lys He His Thr Gly Gly Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys 

195 200 205 

Ala Phe Asn His Ser Cys Ser Leu Thr Arg His Lys Lys He His Thr 

210 215 220 

Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Lys His 
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225 230 235 240 

Ser Ser Thr Leu Thr Thr His Lys Arg Asn His Thr Gly Glu Lys Pro 

245 250 255 

Tyr Lys Cys Asp Lys Cys Gly Lys Ala Phe Met Ser Ser Ser Thr Leu 

260 265 270 

Ser Lys His Glu He He His Thr Glu Lys Lys Pro Tyr Lys Cys Glu 

275 280 285 

Glu Cys Gly Lys Ala Phe Asn Arg Ser Ser Thr Leu Thr Thr His Lys 

290 295 300 

He He His Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Asp Lys 
305 310 315 320 

Ala Phe Lys Tyr Ser Tyr Thr Leu Thr Thr His Lys Arg He His Thr 

325 330 335 

Glu Asp Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Lys Tyr 

340 345 350 

Ser Ser Thr Leu Thr Thr His Lys Arg He His Thr Gly Glu Lys Pro 

355 360 365 

Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Lys Arg Ser Ser Asp Leu 

370 375 380 

Thr Thr His Lys He He His Thr Gly Glu Lys Pro Tyr Lys Cys Glu 
385 390 395 400 

Glu Cys Gly Lys Ala Phe Lys Tyr Ser Ser Asn Leu Thr Thr His Lys 

405 410 415 

Lys He His Thr Gly Glu Arg Pro Tyr Lys Cys Glu Glu Cys Gly Lys 

420 425 430 

Ala Phe Asn Gin Ser Ser He Leu Thr Thr His Arg Arg He His Thr 

435 440 445 

Gly Glu Lys Phe Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Lys Cys 
450 455 460 
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Ser Ser Asn Leu Thr Thr His Lys Lys He His Thr Gly Glu Arg Pro 
465 470 475 480 

Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn Gin Ser Ser He Leu 

485 490 495 

Thr Thr His Glu Arg He He Leu Glu Arg Asn Ser Thr Asn Val Lys 

500 505 510 

Asn Val Ala Lys Pro Ser Ser Gly Pro His Thr Leu Leu His He Arg 
515 520 525 



<210> 74 
<211> 435 
<212> PRT 

<213> Homo sapiens 



<400> 74 

Met Pro Thr Ala Ser Ser Leu Val His Leu Asp Leu Gly Pro Pro Leu 

15 10 15 

Lys Val Pro Cys Gly Pro Phe Leu Leu Thr Ala Val Gly Glu Gly Leu 

20 25 30 

Ala Cys His Gin Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro 

35 40 45 

Thr Gin. Cys Val Asn Cys Ser Gin Phe Leu Arg Gly Gin Glu Cys Val 

50 55 60 

Glu Glu Cys Arg Val Leu Gin Gly Tyr Glu Gly Arg Arg Arg Gly Trp 
65 70 75 80 

Leu Glu Gly Cys Met Gly Leu Leu Ser Asp Pro Leu Thr Thr Val Pro 

85 90 . 95 

Ser Leu Arg Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys Leu Pro 
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100 105 110 

Cys His Pro Glu Cys Gin Pro Gin Asn Gly Ser Val Thr Cys Phe Gly 

115 120 125 

Pro Glu Ala Asp Gin Cys Val Ala Cys Ala His Tyr Lys Asp Pro Pro 

130 135 140 

Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu Ser Tyr 
145 150 155 160 

Met Pro He Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gin Pro Cys 

165 170 175 

Pro He Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys Gly Cys 

180 185 190 

Pro Ala Glu Gin Arg Ala Asn Pro Leu Thr Ser He Val Ser Ala Val 

195 200 205 

Val Gly He Leu Leu Val Val Val Leu Gly Val Val Phe Gly He Leu 

210 215 220 

He Lys Arg Arg Gin Gin Lys He Arg Lys Tyr Thr Met Arg Arg Leu 
225 230 235 240 

Leu Gin Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly Ala Met 

245 250 255 

Pro Asn Gin Ala Gin Met Arg He Leu Lys Glu Thr Glu Leu Arg Lys 

260 265 270 

Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys Gly He 

275 280 285 

Trp He Pro Asp Gly Glu Asn Val Lys He Pro Val Ala He Lys Val 

290 295 300 

Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu He Leu Asp Glu 
305 310 315 320 

Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg Leu Leu 
325 330 335 
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Gly lie Cys Leu Thr Ser Thr Val Gin Leu Val Thr Gin Leu Met Pro 

340 345 350 

Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg Leu Gly 

355 360 365 

Ser Gin Asp Leu Leu Asn Trp Cys Met Gin He Ala Lys Gly Met Ser 

370 375 380 

Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala Arg Asn 
385 390 395 400 

Val Leu Val Lys Ser Pro Asn His Val Lys He Thr Asp Phe Gly Leu 

405 410 415 

Ala Arg Leu Leu Asp He Asp Glu Thr Glu Tyr His Ala Asp Gly Gly 
420 425 430 

Lys Val Arg 
435 



<210> 75 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Met Gin Gly Glu Gin Gly Arg Arg Leu Phe Arg Leu Leu Leu Asn Asp 

15 10 15 

Leu Pro Gly Arg Asp Arg Leu Pro Cys Ser Tyr Pro Gin Pro His Val 

20 25 30 

Glu Gin Ala Ser Thr Ser Ala Ser Pro Arg Leu Leu Ala Val Asn He 

35 40 45 

Pro Glu Asp Thr Leu Leu Ser Tyr Pro Glu Ser Ser Leu Pro Leu Gin 
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50 55 60 

Arg His Cys Ala Phe His Arg Phe Ser Lys Ala Lys Phe Glu Ser Leu 
65 70 75 80 

Phe Arg Thr Tyr Asp Lys Asp He Thr Phe Gin Tyr Phe Lys Ser Phe 

85 90 95 

Lys Arg Val Arg He Asn Phe Ser Asn Pro Phe Ser Ala Ala Asp Ala 

100 105 110 

Arg Leu Gin Leu His Lys Thr Glu Phe Leu Gly Lys Glu Met Lys Leu 

115 120 125 

Tyr Phe Ala Gin Thr Leu His He Gly Ser Ser His Leu Ala Pro Pro 

130 135 140 

Asn Pro Asp Lys Gin Phe Leu He Ser Pro Pro Ala Ser Pro Pro Val 
145 150 155 160 

Gly Trp Lys Gin Val Glu Asp Ala Thr Pro Val He Asn Tyr Asp Leu 

165 170 175 

Leu Tyr Ala He Thr Lys Leu Gly Pro Gly Glu Lys Tyr Glu Leu His 

180 185 190 

Ala Ala Thr Asp Thr Thr Pro Ser Val Val Val His Val Cys Glu Ser 

195 200 205 

Asp Gin Glu Lys Glu Glu Glu Glu Glu Met Glu Arg Met Arg Arg Pro 

210 215 220 

Lys Pro Lys He He Gin Thr Arg Arg Pro Glu Tyr Thr Pro He His 
225 . 230 235 240 

Leu Ser 



<210> 76 
<211> 110 
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<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Ala Leu Phe Phe Gly Leu Phe Phe Val Phe Glu Thr Glu Ser Arg 

15 10 15 

Ser Val Thr Lys Ala Gly Val Gin Trp Arg Asp Leu Ser Ser Leu Gin 

20 25 30 

Pro Pro Pro Pro Glu Phe Lys Gin Leu Leu Cys Pro Ser Leu Leu Ser 

35 40 45 

Cys Trp Asp Tyr Arg His Thr Thr Leu His Pro Ala Lys He Phe Val 

50 55 60 

Phe Leu Val Glu Thr Glu Phe Arg His Val Gly Gin Ala Gly Leu Glu 
65 70 75 80 

Leu Leu Thr Pro Ser Asp Leu Pro Ala Ala Val Ser Gin Ser He Gly 

85 90 95 

Thr Thr Gly Met Ser His His Ala Trp Leu Lys Ala Ser He 
100 105 110 



<210> 77 
<211> 471 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Met Asp Ser Ala Pro Leu Phe Pro Arg Pro His Leu Phe Gin Asn Leu 

15 10 15 

Leu Leu Phe Leu Trp Ala Leu Leu Asn Cys Gly Leu Gly Val Ser Ala 
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20 25 30 

Gin Gly Pro Gly Glu Trp Thr Pro Trp Val Ser Trp Thr Arg Cys Ser 

35 40 45 

Ser Ser Cys Gly Arg Gly Val Ser Val Arg Ser Arg Arg Cys Leu Arg 

50 55 60 

Leu Pro Gly Glu Glu Pro Cys Trp Gly Asp Ser His Glu Tyr Arg Leu 
65 70 75 80 

Cys Gin Leu Pro Asp Cys Pro Pro Gly Ala Val Pro Phe Arg Asp Leu 

85 90 95 

Gin Cys Ala Leu Tyr Asn Gly Arg Pro Val Leu Gly Thr Gin Lys Thr 

100 105 110 

Tyr Gin Trp Val Pro Phe His Gly Ala Pro Asn Gin Cys Asp Leu Asn 

115 120 125 

Cys Leu Ala Glu Gly His Ala Phe Tyr His Ser Phe Gly Arg Val Leu 

130 135 140 

Asp Gly Thr Ala Cys Ser Pro Gly Ala Gin Gly Val Cys Val Ala Gly 
145 150 155 160 

Arg Cys Leu Ser Ala Gly Cys Asp Gly Leu Leu Gly Ser Gly Ala Leu 

165 170 175 

Glu Asp Arg Cys Gly Arg Cys Gly Gly Ala Asp Asp Ser Cys Leu Phe 

180 185 190 

Val Gin Arg Val Phe Arg Asp Ala Gly Ala Phe Ala Gly Tyr Trp Asn 

195 200 205 

Val Thr Leu He Pro Glu Gly Ala Arg His He Arg Val Glu His Arg 

210 215 220 

Ser Arg Asn His Leu Ala Leu Met Gly Gly Asp Gly Arg Tyr Val Leu 
225 230 235 240 

Asn Gly His Trp Val Val Ser Pro Pro Gly Thr Tyr Glu Ala Ala Gly 
245 250 255 



ttlfH#2 004-3059663 



m 2003-131452 



^-v : 281/ 



m 



Thr His Val Val Tyr Thr Arg Asp Thr Gly Pro Gin Glu Thr Leu Gin 

260 265 270 

Ala Ala Gly Pro Thr Ser His Asp Leu Leu Leu Gin Val Leu Leu Gin 

275 280 285 

Glu Pro Asn Pro Gly He Glu Phe Glu Phe Trp Leu Pro Arg Glu Arg 

290 295 300 

Tyr Ser Pro Phe Gin Ala Arg Val Gin Ala Leu Gly Trp Pro Leu Arg 
305 310 315 320 

Gin Pro Gin Pro Arg Gly Val Glu Pro Gin Pro Pro Ala Ala Pro Ala 

325 330 335 

Val Thr Pro Ala Gin Thr Pro Thr Leu Ala Pro Asp Pro Cys Pro Pro 

340 345 350 

Cys Pro Asp Thr Arg Gly Arg Ala His Arg Leu Leu His Tyr Cys Gly 

355 360 365 

Ser Asp Phe Val Phe Gin Ala Arg Val Leu Gly His His His Gin Ala 

370 375 380 

Gin Glu Thr Arg Tyr Glu Val Arg He Gin Leu Val Tyr Lys Asn Arg 
385 390 395 400 

Ser Pro Leu Arg Ala Arg Glu Tyr Val Trp Ala Pro Gly His Cys Pro 

405 410 415 

Cys Pro Met Leu Ala Pro His Arg Asp Tyr Leu Met Ala Val Gin Arg 

420 425 430 

Leu Val Ser Pro Asp Gly Thr Gin Asp Gin Leu Leu Leu Pro His Ala 

435 440 445 

Gly Tyr Ala Arg Pro Trp Ser Pro Ala Glu Asp Ser Arg He Arg Leu 

450 455 460 

Thr Ala Arg Arg Cys Pro Gly 
465 470 
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<210> 78 
<211> 149 
<212> PRT 
<213> Homo sapiens 



<400> 78 

Met Val Phe Pro Trp Ser Trp Ala Ser Arg Trp Pro Arg Leu Phe Ser 

15 10 15 

Asp Cys Pro Gly Gin Thr Pro Pro Cys Pro Ala Gly Gin Trp Pro Ala 

20 25 30 

Ser Met Pro Val Pro Leu Gly Val Leu Phe Cys Trp Arg Ala Pro Leu 

35 40 45 

Asp Asp Gin Leu Leu Gly Ser Ser Thr Glu Val Phe Leu Thr Met Ser 

50 55 60 

Ser Arg Ser Cys Val Cys Pro Leu Gly Ser Arg Val Phe He Gly Pro 
65 70 75 80 

Gly Leu Gly His Gly Arg Pro Arg Trp Ser Trp Lys Met Val Thr Phe 

85 90 95 

Gly His Glu Ser Arg Ser Ala Tyr Pro His Leu Asp Leu Trp Gly Trp 

100 105 110 

Ser Pro Ser Gin Gly Pro Thr Phe Leu Tyr Pro Ala Leu Pro Leu Pro 

115 120 125 

Leu Ser Val Ser Phe Tyr Gly Thr Thr Leu Phe Pro Ser Gin His Ser 

130 135 140 

His He Asn Ser Thr 
145 
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<210> 79 
<211> 30 
<212> RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized oligo-cap linker sequence 

<400> 79 

agcaucgagu cggccuuguu ggccuacugg 

<210> 80 
<211> 42 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized oligo(dT) primer sequence 

<400> 80 

gcggctgaag acggcctatg tggccttttt tttttttttt tt 



<210> 81 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 

<400> 81 

agcatcgagt cggccttgtt g 

<210> 82 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 

<400> 82 

gcggctgaag acggcctatg t 
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